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ARTICLE IF CITATIONS

Integrated Analyses Resolve Conflicts over Squamate Reptile Phylogeny and Reveal Unexpected
Placements for Fossil Taxa. PLoS ONE, 2015, 10, e0118199.

Interrogating Genomic-Scale Data for Squamata (Lizards, Snakes, and Amphisbaenians) Shows no
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The role of predator selection on polymorphic aposematic poison frogs. Biology Letters, 2009, 5, 51-54.

Phylogenomics Reveals Ancient Gene Tree Discordance in the Amphibian Tree of Life. Systematic 56 124
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Multiple Quaternary Refugia in the Eastern Guiana Shield Revealed by Comparative Phylogeography of
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Phylogeographr and demography of Guianan harlequin toads (Atelopus): diversification within a 3.9 82
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refuge. Molecular Ecology, 2005, 14, 3017-3031.

Larfea&cale DNAé&€based survey of frogs in Amazonia suggests a vast underestimation of species richness
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Neotropical diversification: the effects of a complex history on diversity within the poison frog
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Does the phylogeny of pelomedusoid turtles reflect vicariance due to continental drift?. Journal of
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Anonymous nuclear markers for Malagasy plated lizards (<i>Zonosaurus<[i>). Molecular Ecology
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Phylogenetic relationships within the lizard clade Xantusiidae: Using trees and divergence times to
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Multilocus phylogenetics in a widespread African anuran lineage (Brevicipitidae: <i>Breviceps</i>)
reveals patterns of diversity reflecting geoclimatic change. Journal of Biogeography, 2018, 45,

2067-2079.

Stripes, jewels and spines: further investigations into the evolution of defensive strategies in a
chemically defended gecko radiation (<i>Strophurus</i>, Diplodactylidae). Zoologica Scripta, 2016, 45, 1.7 13
481-493.
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The role of climatic and geological events in generating diversity in Ethiopian grass frogs
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20 Avian learning favors colorful, not bright, signals. PLoS ONE, 2018, 13, e0194279. 2.5 10
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Development of 10 microsatellite loci in the wolf spider Arctosa sancterosae (Araneae: Lycosidae).
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