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n Paper IF Citations

182 TheKSWISSXPROTKproteinKknowledgebaseKandKitsKsupplementKTrxMuLKinKeccfaKNucleicdAcidsd
ResearchWK2003WKfdWKfihXjc 20.1 2375

181 UniProtmKtheKUniversalKProteinKknowledgebaseaKNucleicdAcidsdResearchWK2004WKfeWKwddhXl 20.1 2195

180 InterProScanXXanKintegrationKplatformKforKtheKsignatureXrecognitionKmethodsKinKInterProaK
BioinformaticsWK2001WKdjWKkgjXk 7.2 2126

179 ProteomeXchangeKprovidesKgloballyKcoordinatedKproteomicsKdataKsubmissionKandKdisseminationaK
NaturedBiotechnologyWK2014WKfeWKeefXi 44.5 2053

178 TheKSWISSXPROTKproteinKsequenceKdatabaseKandKitsKsupplementKTrxMuLKinKecccaKNucleicdAcidsd
ResearchWK2000WKekWKghXk 20.1 1933

177 PindelmKaKpatternKgrowthKapproachKtoKdetectKbreakKpointsKofKlargeKdeletionsKandKmediumKsizedK
insertionsKfromKpairedXendKshortKreadsaKBioinformaticsWK2009WKehWKekihXjd 7.2 1423

176 InterPromKtheKintegrativeKproteinKsignatureKdatabaseaKNucleicdAcidsdResearchWK2009WKfjWKweddXh 20.1 1379

175 vomparativeKgenomicsKofKtheKeukaryotesaKScienceWK2000WKekjWKeecgXdh 33.3 1364

174 TheKUniversalKProteinKResourceKSUniProtTaKNucleicdAcidsdResearchWK2005WKffWKwdhgXl 20.1 1231

173 InterProKinKecddmKnewKdevelopmentsKinKtheKfamilyKandKdomainKpredictionKdatabaseaKNucleicdAcidsd
ResearchWK2012WKgcWKwfciXde 20.1 844

172 TheKUniversalKProteinKResourceKSUniProtTmKanKexpandingKuniverseKofKproteinKinformationaKNucleicd
AcidsdResearchWK2006WKfgWKwdkjXld 20.1 839

171 xvaluationKofKmethodsKforKtheKpredictionKofKmembraneKspanningKregionsaKBioinformaticsWK2001WKdjWKigiXhf7.2 811

170
OverviewKofKtheK—UPOKPlasmaKProteomeKProjectmKresultsKfromKtheKpilotKphaseKwithKfhKcollaboratingK
laboratoriesKandKmultipleKanalyticalKgroupsWKgeneratingKaKcoreKdatasetKofKfcecKproteinsKandKaK
publiclyXavailableKdatabaseaKProteomicsWK2005WKhWKfeeiXgh

4.8 672

169 InttctmKanKopenKsourceKmolecularKinteractionKdatabaseaKNucleicdAcidsdResearchWK2004WKfeWKwgheXh 20.1 670

168 TheKInternationalKProteinKIndexmKanKintegratedKdatabaseKforKproteomicsKexperimentsaKProteomicsWK
2004WKgWKdlkhXk 4.8 650

167 TheKzeneKOntologyKtnnotationKSzOtTKwatabasemKsharingKknowledgeKinKUniprotKwithKzeneK
OntologyaKNucleicdAcidsdResearchWK2004WKfeWKweieXi 20.1 643

166 tKcommonKopenKrepresentationKofKmassKspectrometryKdataKandKitsKapplicationKtoKproteomicsK
researchaKNaturedBiotechnologyWK2004WKeeWKdghlXii 44.5 632
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165 TheKminimumKinformationKaboutKaKproteomicsKexperimentKSMItPxTaKNaturedBiotechnologyWK2007WKehWKkkjXlf44.5 583

164 TheKInterProKwatabaseWKeccfKbringsKincreasedKcoverageKandKnewKfeaturesaKNucleicdAcidsdResearchWK
2003WKfdWKfdhXk 20.1 556

163 QuickzOmKaKwebXbasedKtoolKforKzeneKOntologyKsearchingaKBioinformaticsWK2009WKehWKfcghXi 7.2 529

162 TheK—UPOKPSIRsKmolecularKinteractionKformatXXaKcommunityKstandardKforKtheKrepresentationKofK
proteinKinteractionKdataaKNaturedBiotechnologyWK2004WKeeWKdjjXkf 44.5 504

161 PRIwxmKtheKproteomicsKidentificationsKdatabaseaKProteomicsWK2005WKhWKfhfjXgh 4.8 454

160 TheKzOtKdatabaseKinKecclXXanKintegratedKzeneKOntologyKtnnotationKresourceaKNucleicdAcidsd
ResearchWK2009WKfjWKwfliXgcf 20.1 447

159 InterProWKprogressKandKstatusKinKecchaKNucleicdAcidsdResearchWK2005WKffWKwecdXh 20.1 426

158 PromotingKcoherentKminimumKreportingKguidelinesKforKbiologicalKandKbiomedicalKinvestigationsmKtheK
MIuuIKprojectaKNaturedBiotechnologyWK2008WKeiWKkklXli 44.5 417

157 NewKdevelopmentsKinKtheKInterProKdatabaseaKNucleicdAcidsdResearchWK2007WKfhWKweegXk 20.1 397

156 TheKSWISSXPROTKproteinKsequenceKdataKbankKandKitsKsupplementKTrxMuLaKNucleicdAcidsdResearchWK
1997WKehWKfdXi 20.1 325

155 TheKUniProtXzOKtnnotationKdatabaseKinKecddaKNucleicdAcidsdResearchWK2012WKgcWKwhihXjc 20.1 265

154 TheKRiceKtnnotationKProjectKwatabaseKSRtPXwuTmKecckKupdateaKNucleicdAcidsdResearchWK2008WKfiWKwdcekXff20.1 262

153 IntegrativeKannotationKofKedWcfjKhumanKgenesKvalidatedKbyKfullXlengthKcwNtKclonesaKPLoSdBiologyWK
2004WKeWKedie 9.7 255

152 InterProKandKInterProScanmKtoolsKforKproteinKsequenceKclassificationKandKcomparisonaKMethodsdind
MoleculardBiologyWK2007WKfliWKhlXjc 1.4 253

151 TheKzeneKOntologyKtnnotationKSzOtTKprojectmKimplementationKofKzOKinKSWISSXPROTWKTrxMuLWKandK
InterProaKGenomedResearchWK2003WKdfWKiieXje 9.7 251

150 RecommendationsKforKbiomarkerKidentificationKandKqualificationKinKclinicalKproteomicsaKScienced
TranslationaldMedicineWK2010WKeWKgipsge 17.5 237

149 vlinicalKproteomicsmKtKneedKtoKdefineKtheKfieldKandKtoKbeginKtoKsetKadequateKstandardsaKProteomicsdtd
ClinicaldApplicationsWK2007WKdWKdgkXhi 3.1 237

148 TheKminimumKinformationKrequiredKforKreportingKaKmolecularKinteractionKexperimentKSMIMIxTaK
NaturedBiotechnologyWK2007WKehWKklgXk 44.5 229

(2007-2007)
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147 PRIwxmKaKpublicKrepositoryKofKproteinKandKpeptideKidentificationsKforKtheKproteomicsKcommunityaK
NucleicdAcidsdResearchWK2006WKfgWKwihlXif 20.1 222

146 —ighXqualityKproteinKknowledgeKresourcemKSWISSXPROTKandKTrxMuLaKBriefingsdindBioinformaticsWK
2002WKfWKejhXkg 13.4 206

145 uroadeningKtheKhorizonXXlevelKeahKofKtheK—UPOXPSIKformatKforKmolecularKinteractionsaKBMCdBiologyWK
2007WKhWKgg 7.3 204

144 vuratedKgenomeKannotationKofKOryzaKsativaKsspaKjaponicaKandKcomparativeKgenomeKanalysisKwithK
trabidopsisKthalianaaKGenomedResearchWK2007WKdjWKdjhXkf 9.7 200

143 yindingKoneRsKwayKinKproteomicsmKaKproteinKspeciesKnomenclatureaKChemistrydCentraldJournalWK2009WK
fWKdd 199

142 TheKxMuLKNucleotideKSequenceKwatabaseaKNucleicdAcidsdResearchWK2005WKffWKwelXff 20.1 199

141 PrepublicationKdataKsharingaKNatureWK2009WKgidWKdikXjc 50.4 197

140 TheKspeciationKofKtheKproteomeaKChemistrydCentraldJournalWK2008WKeWKdi 183

139 ProteinKsequenceKdatabasesaKCurrentdOpiniondindChemicaldBiologyWK2004WKkWKjiXkc 9.7 173

138 IncreaseKofKfunctionalKdiversityKbyKalternativeKsplicingaKTrendsdindGeneticsWK2003WKdlWKdegXk 8.5 171

137 TheKproteomicsKstandardsKinitiativeaKProteomicsWK2003WKfWKdfjgXi 4.8 159

136 SystematicKcomparisonKofKtheKhumanKsalivaKandKplasmaKproteomesaKProteomicsdtdClinicald
ApplicationsWK2009WKfWKddiXdfg 3.1 142

135 TheKOntologyKLookupKServiceWKaKlightweightKcrossXplatformKtoolKforKcontrolledKvocabularyKqueriesaK
BMCdBioinformaticsWK2006WKjWKlj 3.6 142

134 UniProtKarchiveaKBioinformaticsWK2004WKecWKfefiXj 7.2 137

133 InterPromKanKintegratedKdocumentationKresourceKforKproteinKfamiliesWKdomainsKandKfunctionalKsitesaK
BriefingsdindBioinformaticsWK2002WKfWKeehXfh 13.4 137

132 IntxnzWKtheKintegratedKrelationalKenzymeKdatabaseaKNucleicdAcidsdResearchWK2004WKfeWKwgfgXj 20.1 134

131 TheKxMuLKNucleotideKSequenceKwatabaseaKNucleicdAcidsdResearchWK2004WKfeWKwejXfc 20.1 123

130 IntegrkKandKzenomeKReviewsmKintegratedKviewsKofKcompleteKgenomesKandKproteomesaKNucleicdAcidsd
ResearchWK2005WKffWKweljXfce 20.1 116
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129 xMuLKNucleotideKSequenceKwatabaseKinKecciaKNucleicdAcidsdResearchWK2007WKfhWKwdiXec 20.1 114

128 tnKevaluationKofKzOKannotationKretrievalKforKuiovrettIvxKandKzOtaKBMCdBioinformaticsWK2005WKiK
SupplKdWKSdj 3.6 106

127 TheKProteinKIdentifierKvrossXReferencingKSPIvRTKservicemKreconcilingKproteinKidentifiersKacrossK
multipleKsourceKdatabasesaKBMCdBioinformaticsWK2007WKkWKgcd 3.6 102

126 tpproachingKclinicalKproteomicsmKcurrentKstateKandKfutureKfieldsKofKapplicationKinKfluidKproteomicsaK
ClinicaldChemistrydanddLaboratorydMedicineWK2009WKgjWKjegXgg 5.9 94

125 TheKxuIKSRSKserverXXrecentKdevelopmentsaKBioinformaticsWK2002WKdkWKfikXjf 7.2 93

124 TheKxuropeanKuioinformaticsKInstituteKinKecdimKwataKgrowthKandKintegrationaKNucleicdAcidsdResearchWK
2016WKggWKwecXi 20.1 91

123 vommonKinterchangeKstandardsKforKproteomicsKdatamKPublicKavailabilityKofKtoolsKandKschemaaK
ProteomicsWK2004WKgWKglcXd 4.8 88

122 SystematicKcharacterizationKofKtheKmurineKmitochondrialKproteomeKusingKfunctionallyKvalidatedK
cardiacKmitochondriaaKProteomicsWK2008WKkWKdhigXjh 4.8 84

121 TheKyunctionalKzenomicsKxxperimentKmodelKSyuzxTmKanKextensibleKframeworkKforKstandardsKinK
functionalKgenomicsaKNaturedBiotechnologyWK2007WKehWKddejXff 44.5 81

120 tSTwmKTheKtlternativeKSplicingKandKTranscriptKwiversityKdatabaseaKGenomicsWK2009WKlfWKedfXec 4.3 80

119 PhosphoproteomeKanalysisKrevealsKregulatoryKsitesKinKmajorKpathwaysKofKcardiacKmitochondriaaK
MoleculardanddCellulardProteomicsWK2011WKdcWKMddcacccddj 7.6 79

118 xMuLKNucleotideKSequenceKwatabasemKdevelopmentsKinKecchaKNucleicdAcidsdResearchWK2006WKfgWKwdcXh 20.1 76

117 TheKxuIKSRSKserverXnewKfeaturesaKBioinformaticsWK2002WKdkWKddglXhc 7.2 76

116 TheKhumanKproteomicsKinitiativeKS—PITaKTrendsdindBiotechnologyWK2001WKdlWKdjkXkd 15.1 74

115 OnKtheKimportanceKofKcomprehensibleKclassificationKmodelsKforKproteinKfunctionKpredictionaK
IEEEvACMdTransactionsdondComputationaldBiologydanddBioinformaticsWK2010WKjWKdjeXke 3 63

114 Lipid—omemKaKdatabaseKofKtheoreticalKlipidsKoptimizedKforKhighKthroughputKmassKspectrometryK
lipidomicsaKPLoSdONEWK2013WKkWKeidlhd 3.7 59

113 RecommendationsKfromKtheKecckKInternationalKSummitKonKProteomicsKwataKReleaseKandKSharingK
PolicymKtheKtmsterdamKprinciplesaKJournaldofdProteomedResearchWK2009WKkWKfiklXle 5.6 58

112 TheKOntologyKLookupKServicemKmoreKdataKandKbetterKtoolsKforKcontrolledKvocabularyKqueriesaKNucleicd
AcidsdResearchWK2008WKfiWKWfjeXi 20.1 58

(2008-2007)
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111 TheKInterProKdatabaseKandKtoolsKforKproteinKdomainKanalysisaKCurrentdProtocolsdindBioinformaticsWK
2008WKvhapterKeWKUnitKeaj 24.2 57

110 TheKworkKofKtheK—umanKProteomeKOrganisationRsKProteomicsKStandardsKInitiativeKS—UPOKPSITaK
OMICSdAdJournaldofdIntegrativedBiologyWK2006WKdcWKdghXhd 3.8 57

109 TheKProteomeKtnalysisKdatabasemKaKtoolKforKtheKinKsilicoKanalysisKofKwholeKproteomesaKNucleicdAcidsd
ResearchWK2003WKfdWKgdgXj 20.1 55

108 TheKxuropeanKuioinformaticsKInstituteRsKdataKresourcesKecdgaKNucleicdAcidsdResearchWK2014WKgeWKwdkXeh 20.1 54

107 tlteredKproteomeKbiologyKofKcardiacKmitochondriaKunderKstressKconditionsaKJournaldofdProteomed
ResearchWK2008WKjWKeecgXdg 5.6 51

106 tutomatedKreprocessingKpipelineKforKsearchingKheterogeneousKmassKspectrometricKdataKofKtheK
—UPOKurainKProteomeKProjectKpilotKphaseaKProteomicsWK2006WKiWKhcdhXel 4.8 50

105 vharacterizationWKdesignWKandKfunctionKofKtheKmitochondrialKproteomemKfromKorgansKtoKorganismsaK
JournaldofdProteomedResearchWK2014WKdfWKgffXgi 5.6 49

104 tpplicationsKofKInterProKinKproteinKannotationKandKgenomeKanalysisaKBriefingsdindBioinformaticsWK
2002WKfWKekhXlh 13.4 48

103 InKsilicoKcharacterizationKofKproteinsmKUniProtWKInterProKandKIntegrkaKMoleculardBiotechnologyWK2008WK
fkWKdihXjj 3 47

102 —UPOKurainKProteomeKProjectmKsummaryKofKtheKpilotKphaseKandKintroductionKofKaKcomprehensiveK
dataKreprocessingKstrategyaKProteomicsWK2006WKiWKgklcXk 4.8 45

101 VtRSPLIvmKalternativelyXsplicedKproteinKsequencesKderivedKfromKSWISSXPROTKandKTrxMuLaK
BioinformaticsWK2000WKdiWKdcgkXl 7.2 44

100 IdentifyingKxLIXIRKvoreKwataKResourcesaKFxwwwResearchWK2016WKhWK 3.6 44

99 MissingKinKactionmKenzymeKfunctionalKannotationsKinKbiologicalKdatabasesaKNaturedChemicaldBiologyWK
2009WKhWKhedXh 11.7 43

98 IntegrationKofKcardiacKproteomeKbiologyKandKmedicineKbyKaKspecializedKknowledgebaseaKCirculationd
ResearchWK2013WKddfWKdcgfXhf 15.7 42

97
tpproachingKclinicalKproteomicsmKcurrentKstateKandKfutureKfieldsKofKapplicationKinKcellularK
proteomicsaKCytometrydPartdA:dthedJournaldofdthedInternationaldSocietydfordAnalyticaldCytologyWK2009WK
jhWKkdiXfe

4.6 41

96 zOtnnotatormKlinkingKproteinKzOKannotationsKtoKevidenceKtextaKJournaldofdBiomedicaldDiscoverydandd
CollaborationWK2006WKdWKdl 41

95 TheKpredictiveKpowerKofKtheKvluSTrKdatabaseaKBioinformaticsWK2005WKedWKficgXl 7.2 40

94 PrioritiesKforKnucleotideKtraceWKsequenceKandKannotationKdataKcaptureKatKtheKxnsemblKTraceKtrchiveK
andKtheKxMuLKNucleotideKSequenceKwatabaseaKNucleicdAcidsdResearchWK2008WKfiWKwhXde 20.1 39

Rolf Apweiler

6



93 vellularKresolutionKmodelsKforKevenKskippedKregulationKinKtheKentireKwrosophilaKembryoaKELifeWK2013WK
eWKecchee 8.9 39

92 TheKxuropeanKuioinformaticsKInstituteRsKdataKresourcesaKNucleicdAcidsdResearchWK2003WKfdWKgfXhc 20.1 38

91 PlantKproteinKannotationKinKtheKUniProtKKnowledgebaseaKPlantdPhysiologyWK2005WKdfkWKhlXii 6.6 38

90 vlusteringKandKanalysisKofKproteinKfamiliesaKCurrentdOpiniondindStructuraldBiologyWK2001WKddWKffgXl 8.1 38

89 WhitherKsystemsKmedicineraKExperimentaldanddMoleculardMedicineWK2018WKhcWKeghf 12.8 37

88 TheKxuropeanKuioinformaticsKInstituteKinKecdjmKdataKcoordinationKandKintegrationaKNucleicdAcidsd
ResearchWK2018WKgiWKwedXwel 20.1 36

87 tnalyzingKlargeXscaleKproteomicsKprojectsKwithKlatentKsemanticKindexingaKJournaldofdProteomed
ResearchWK2008WKjWKdkeXld 5.6 36

86 QuickzOmKaKuserKtutorialKforKtheKwebXbasedKzeneKOntologyKbrowseraKDatabase:dthedJournaldofd
BiologicaldDatabasesdanddCurationWK2009WKecclWKbapcdc 5 33

85 UniProtJtPImKaKremoteKtPIKforKaccessingKUniProtKdataaKBioinformaticsWK2008WKegWKdfedXe 7.2 32

84 vomparativeKproteomicsKprofilingKrevealsKroleKofKsmoothKmuscleKprogenitorsKinKextracellularKmatrixK
productionaKArteriosclerosissdThrombosissdanddVasculardBiologyWK2010WKfcWKdfehXfe 9.4 31

83 TheKzeneKOntologyKtnnotationKSzOtTKProjectXXtpplicationKofKzOKinKSWISSXPROTWKTrxMuLKandK
InterProaKComparativedanddFunctionaldGenomicsWK2003WKgWKjdXg 31

82 LinkingKpublicationWKgeneKandKproteinKdataaKNaturedCelldBiologyWK2006WKkWKddkfXl 23.4 28

81 tnnotatingKtheKhumanKproteomemKbeyondKestablishingKaKpartsKlistaKBiochimicadEtdBiophysicadActadtd
ProteinsdanddProteomicsWK2007WKdjjgWKdjhXld 4 26

80 TheKpowerKofKcooperativeKinvestigationmKsummaryKandKcomparisonKofKtheK—UPOKurainKProteomeK
ProjectKpilotKstudyKresultsaKProteomicsWK2006WKiWKglljXhcdg 4.8 26

79 tKposterioriKqualityKcontrolKforKtheKcurationKandKreuseKofKpublicKproteomicsKdataaKProteomicsWK2011WK
ddWKedkeXlg 4.8 25

78 zenomeKReviewsmKstandardizingKcontentKandKrepresentationKofKinformationKaboutKcompleteK
genomesaKOMICSdAdJournaldofdIntegrativedBiologyWK2006WKdcWKddgXk 3.8 25

77 tKcomparisonKofKtheK—UPOKurainKProteomeKProjectKpilotKwithKotherKproteomicsKstudiesaKProteomicsWK
2006WKiWKhcjiXki 4.8 25

76 vurrentKstatusKofKproteomicKstandardsKdevelopmentaKExpertdReviewdofdProteomicsWK2004WKdWKdjlXkf 4.2 25

(2004-2013)
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75 vonsequencesKofKtheKdiscontinuationKofKtheKInternationalKProteinKIndexKSIPITKdatabaseKandKitsK
substitutionKbyKtheKUniProtKuKMcompleteKproteomeMKsetsaKProteomicsWK2011WKddWKggfgXk 4.8 24

74 tdvancesKinKtheKdevelopmentKofKcommonKinterchangeKstandardsKforKproteomicKdataaKProteomicsWK
2004WKgWKefifXh 4.8 24

73 yunctionalKannotationKofKproteinsKidentifiedKinKhumanKbrainKduringKtheK—UPOKurainKProteomeK
ProjectKpilotKstudyaKProteomicsWK2006WKiWKhchlXjh 4.8 23

72 TheKimpactKofKfocusedKzeneKOntologyKcurationKofKspecificKmammalianKsystemsaKPLoSdONEWK2011WKiWKeejhgd3.7 22

71 TheKzeneKOntologyKâ��KProvidingKaKyunctionalKRoleKinKProteomicKStudiesaKProteomicsWK2008WKkWKnbaXnba 4.8 22

70 xvidenceKstandardsKinKexperimentalKandKinferentialKINSwvKThirdKPartyKtnnotationKdataaKOMICSdAd
JournaldofdIntegrativedBiologyWK2006WKdcWKdchXdf 3.8 22

69 TheK—UPOKProteomicsKStandardsKInitiativeKMeetingmKTowardsKvommonKStandardsKforKxxchangingK
ProteomicsKwataaKComparativedanddFunctionaldGenomicsWK2003WKgWKdiXl 22

68 wastyKandKUniProtKwtSmKaKperfectKpairKforKproteinKfeatureKvisualizationaKBioinformaticsWK2005WKedWKfdlkXl 7.2 22

67 tnnotatingKtheKhumanKproteomeaKMoleculardanddCellulardProteomicsWK2005WKgWKgfhXgc 7.6 22

66 MINTKandKInttctKcontributeKtoKtheKSecondKuiovreativeKchallengemKservingKtheKtextXminingK
communityKwithKhighKqualityKmolecularKinteractionKdataaKGenomedBiologyWK2008WKlKSupplKeWKSh 18.3 21

65 TowardsKdataKmanagementKofKtheK—UPOK—umanKurainKProteomeKProjectKpilotKphaseaKProteomicsWK
2004WKgWKefidXe 4.8 21

64 TheKxuropeanKuioinformaticsKInstituteKinKecdkmKtoolsWKinfrastructureKandKtrainingaKNucleicdAcidsd
ResearchWK2019WKgjWKwdhXwee 20.1 21

63 TheKIntegrkKprojectXXaKresourceKforKgenomicKandKproteomicKdataaKIndSilicodBiologyWK2005WKhWKdjlXkh 2 21

62 UniSavemKtheKUniProtKuKsequencebannotationKversionKdatabaseaKBioinformaticsWK2006WKeeWKdekgXh 7.2 20

61 tnalysisKofKtheKexperimentalKdetectionKofKcentralKnervousKsystemXrelatedKgenesKinKhumanKbrainKandK
cerebrospinalKfluidKdatasetsaKProteomicsWK2008WKkWKddfkXgk 4.8 18

60 TheKimportanceKofKuniformityKinKreportingKproteinXfunctionKdataaKTrendsdindBiochemicaldSciencesWK
2005WKfcWKddXe 10.3 18

59 TheKroleKSWISSXPROTKandKTrxMuLKplayKinKtheKgenomeKresearchKenvironmentaKJournaldofd
BiotechnologyWK2000WKjkWKeedXfg 3.7 18

58 TheKxuropeanKuioinformaticsKInstituteKinKececmKbuildingKaKglobalKinfrastructureKofKinterconnectedK
dataKresourcesKforKtheKlifeKsciencesaKNucleicdAcidsdResearchWK2020WKgkWKwdjXwef 20.1 18
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57 tKlargeXscaleKproteinXfunctionKdatabaseaKNaturedChemicaldBiologyWK2010WKiWKjkh 11.7 17

56 TheKvOVIwXdlKwataKPortalmKacceleratingKStRSXvoVXeKandKvOVIwXdlKresearchKthroughKrapidKopenK
accessKdataKsharingaKNucleicdAcidsdResearchWK2021WKglWKWidlXWief 20.1 17

55 UseKofKzeneKOntologyKtnnotationKtoKunderstandKtheKperoxisomeKproteomeKinKhumansaKDatabase:d
thedJournaldofdBiologicaldDatabasesdanddCurationWK2013WKecdfWKbascie 5 16

54 RepresentingKkidneyKdevelopmentKusingKtheKgeneKontologyaKPLoSdONEWK2014WKlWKellkig 3.7 15

53 uioinformaticsKdatabaseKinfrastructureKforKbiotechnologyKresearchaKJournaldofdBiotechnologyWK2006WK
degWKielXfl 3.7 15

52 ToolsKandKresourcesKforKidentifyingKproteinKfamiliesWKdomainsKandKmotifsaKGenomedBiologyWK2002WKfWKRxVIxWSeccd18.3 15

51 tKguideKtoKUniProtKforKproteinKscientistsaKMethodsdindMoleculardBiologyWK2011WKilgWKehXfh 1.4 14

50 zettingKaKgripKonKproteomicsKdataKXKProteomicsKwataKvollectionKSProwavTaKProteomicsWK2009WKlWKflekXff 4.8 14

49 ProgressKinKxstablishingKvommonKStandardsKforKxxchangingKProteomicsKwatamKTheKSecondKMeetingK
ofKtheK—UPOKProteomicsKStandardsKInitiativeaKComparativedanddFunctionaldGenomicsWK2003WKgWKecfXi 14

48
TheKuseKofKcommonKontologiesKandKcontrolledKvocabulariesKtoKenableKdataKexchangeKandK
depositionKforKcomplexKproteomicKexperimentsaKPacificdSymposiumdondBiocomputingdPacificd
SymposiumdondBiocomputingWK2005WKdkiXli

1.3 14

47 TheKRenalKzeneKOntologyKtnnotationKInitiativeaKOrganogenesisWK2010WKiWKjdXh 1.7 13

46 zainingKknowledgeKfromKpreviouslyKunexplainedKspectraXapplicationKofKtheKPTMXxxplorerKsoftwareK
toKdetectKPTMKinK—UPOKuPPKMSbMSKdataaKProteomicsWK2006WKiWKhcgkXhk 4.8 13

45 —umanKProteomeKOrganizationKProteomicsKStandardsKInitiativeaKMoleculardanddCellulardProteomicsWK
2007WKiWKdiiiXdiij 7.6 13

44 TheKxMuLKNucleotideKSequenceKandKzenomeKReviewsKwatabasesaKMethodsdindMoleculardBiologyWK
2007WKgciWKdXed 1.4 12

43 vardiovascularKzOKannotationKinitiativeKyearKdKreportmKwhyKcardiovascularKzOraKProteomicsWK2008WKkWKdlhcXf4.8 12

42 ProteomicsKandKueyondmKaKreportKonKtheKfrdKtnnualKSpringKWorkshopKofKtheK—UPOXPSIKedXefKtprilK
ecciWKSanKyranciscoWKvtWKUStaKProteomicsWK2006WKiWKggflXgf 4.8 12

41 TheKxuropeanKuioinformaticsKInstitutemKempoweringKcooperationKinKresponseKtoKaKglobalKhealthK
crisisaKNucleicdAcidsdResearchWK2021WKglWKwelXwfj 20.1 12

40 ProteinKsequenceKdatabasesaKAdvancesdindProteindChemistryWK2000WKhgWKfdXjd 11

(2000-2010)
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39 vonsistentKintegrationKofKnonXreliableKheterogeneousKinformationKresourcesKappliedKtoKtheK
annotationKofKtransmembraneKproteinsaKComputersdldChemistryWK2001WKeiWKgdXl 10

38 wataKSharingKUnderKtheKzeneralKwataKProtectionKRegulationmKTimeKtoK—armonizeKLawKandKResearchK
xthicsraKHypertensionWK2021WKjjWKdcelXdcfh 8.5 10

37 ProteomicKdataKexchangeKandKstoragemKtheKneedKforKcommonKstandardsKandKpublicKrepositoriesaK
MethodsdindMoleculardBiologyWK2007WKfijWKeidXjc 1.4 9

36 TheK—UPOKinitiativeKonKModelKOrganismKProteomesWKiMOPaKProteomicsWK2012WKdeWKfgcXh 4.8 8

35 uiomolecularKwataKResourcesmKuioinformaticsKInfrastructureKforKuiomedicalKwataKScienceaKAnnuald
ReviewdofdBiomedicaldDatadScienceWK2019WKeWKdllXeee 5.6 6

34 uioinformaticsKResourcesKforKInKSilicoKProteomeKtnalysisaKJournaldofdBiomedicinedanddBiotechnologyWK
2003WKeccfWKefdXefi 6

33 KnowKyourKlimitsmKassumptionsWKconstraintsKandKinterpretationKinKsystemsKbiologyaKBiochimicadEtd
BiophysicadActadtdProteinsdanddProteomicsWK2009WKdjlgWKdekcXj 4 5

32 woKyouKdoKtextraKBioinformaticsWK2005WKedWKgdllXecc 7.2 5

31 ManagingKcoreKresourcesKforKgenomicsKandKproteomicsaKPharmacogenomicsWK2003WKgWKfgfXhc 2.6 4

30 tpplicationKofKInterProKforKtheKfunctionalKclassificationKofKtheKproteinsKofKfishKoriginKinKSWISSXPROTK
andKTrxMuLaKJournaldofdBiosciencesWK2001WKeiWKejjXkg 2.3 4

29 TxMuLORKXKPerspectivesKofKxuIKwatabaseKServicesaKComparativedanddFunctionaldGenomicsWK2002WKfWKgjXhc 3

28 uiologicalKwatabasesmKInfrastructureWKvontentKandKIntegrationK2005WKddXek 3

27 tlgorithmsKandKdatabasesaKMethodsdindMoleculardBiologyWK2009WKhigWKeghXhl 1.4 3

26 MgwKuiologyKforKhealthKandKdiseaseMKworkshopKreportaKNewdBiotechnologyWK2011WKekWKeldXf 6.4 2

25 TheKInterProKwatabaseKandKToolsKforKProteinKwomainKtnalysisaKCurrentdProtocolsdindBioinformaticsWK
2003WKeWKeajad 24.2 2

24 ProteomicsKandKdataKstandardisationaKDrugdDiscoverydTodaydBiosilicoWK2004WKeWKldXlf 2

23 TheKxuropeanKuioinformaticsKInstituteKSxMuLXxuITKinKecedaKNucleicdAcidsdResearchWK2021WK 20.1 2

22 OrganisationKandKstandardisationKofKinformationKinKSWISSXPROTKandKTrxMuLaKDatadSciencedJournalWK
2002WKdWKdfXdk 2 2
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21 MiningKUniqueXKSubstringsKfromKzenomesaKJournaldofdProteomicsdanddBioinformaticsWK2010WKfWKcllXdcf 2.1 2

20 ProteomicsKdataKcollectionXXgthKProwavKworkshopKdhKtugustKecckWKtmsterdamWKTheKNetherlandsaK
ProteomicsWK2009WKlWKedkXee 4.8 1

19 uuildingKaKbiologicalKspaceKbasedKonKproteinKsequenceKsimilaritiesKandKbiologicalKontologiesaK
CombinatorialdChemistrydanddHighdThroughputdScreeningWK2008WKddWKihfXic 1.3 1

18 watabasesKandKResourcesKforKinKsilicoKProteomeKtnalysisaKMethodsdofdBiochemicaldAnalysisWK2005WKflhXgdg 1

17 yocusKonKInterProaKBriefingsdindBioinformaticsWK2002WKfWKeedXeef 13.4 1

16 ProteinKSequenceKwatabases 1

15 UsingKtheKMolecularKuiologyKwataekdXfcc 1

14 UsingKtheKMolecularKuiologyKwataK2001WKekdXfcc 0

13 PracticalKtpplicationsKofKtheKzeneKOntologyKResourceK2010WKfdlXffl

12 wesignWKImplementationKandKUpdatingKofKKnowledgeKuasesK2010WKkjXdch

11 ProteinKSequenceKwatabasesK2005WKiclXidk

10 ProteomicKwataKStandardizationWKwepositionKandKxxchangeaKMethodsdanddPrinciplesdindMedicinald
ChemistryWK2006WKdlXfc 0.4

9 uioinformaticsmKUsingKtheKMolecularKuiologyKwataeihXekg

8 InKSilicoKvharacterizationKofKProteinsKInterProKandKProteomeKtnalysisK2005WKidlXiej

7 vomputationalKMethodsKandKuioinformaticKToolsjilXlcg

6 MusKmusculusKinKtheKSWISSXPROTKdatabasemKitsKrelevanceKtoKdevelopmentalKresearchaKGenesisWK2000WK
eiWKdXg 1.9

5
NewKdevelopmentsKinKlinkingKofKbiologicalKdatabasesKandKcomputerXgenerationKofKannotationmK
SWISSXPROTKandKitsKcomputerXannotatedKsupplementKTRxMuLaKLecturedNotesdindComputerdScienceWK
1996WKggXhd

0.9

4 tnnotatingKtheK—umanKProteomeK2008WKeddXefh

(2008-2010)
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3 InterProKandKProteomeKtnalysisKâ��KInKsilicoKtnalysisKofKProteinsKandKProteomesaKPrinciplesdandd
PracticeWK2004WKfcjXfdk

2 ProteinKSequenceKwatabaseKMethodsK2004WKdfXdj

1 wataKMiningWKQualityKandKManagementKinKtheKLifeKSciencesaaKMethodsdindMoleculardBiologyWK2022WK
egglWKfXeh 1.4
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