12

papers

12

all docs

1163117

170 8
citations h-index
12 12
docs citations times ranked

1199594
12

g-index

166

citing authors



10

12

AN QLAN A

ARTICLE IF CITATIONS

HBI1 acts downstream of ERECTA and SWR1 in regulating inflorescence architecture through the

activation of the brassinosteroid and auxin signaling pathways. New Phytologist, 2021, 229, 414-428.

ERECTA signalin%re ulates plant immune responses via chromatind€mediated promotion of

<i>WRKY33</i> binding to target genes. New Phytologist, 2021, 230, 737-756. 73 20
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