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022405. 0.8 18
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26 Chromatin histone modifications and rigidity affect nuclear morphology independent of lamins.
Molecular Biology of the Cell, 2018, 29, 220-233. 0.9 257
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30 Chromatin and lamin A determine two different mechanical response regimes of the cell nucleus.
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2017, 112, 373a. 0.2 0

33 Facilitated dissociation of transcription factors from single DNA binding sites. Proceedings of the
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34 Supercoiling DNA Locates Mismatches. Physical Review Letters, 2017, 119, 147801. 2.9 28

35 Oligomerization and ATP stimulate condensin-mediated DNA compaction. Scientific Reports, 2017, 7,
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36 Nucleation of Multiple Buckled Structures in Intertwined DNA Double Helices. Physical Review
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39 A comparison of nucleosome organization in Drosophila cell lines. PLoS ONE, 2017, 12, e0178590. 1.1 6
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44 Dependence of the structure and mechanics of metaphase chromosomes on oxidized cysteines.
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56 Biophysics of proteinâ€“DNA interactions and chromosome organization. Physica A: Statistical
Mechanics and Its Applications, 2015, 418, 126-153. 1.2 49
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71 Binding-rebinding dynamics of proteins interacting nonspecifically with a long DNA molecule.
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ATP Hydrolysis Enhances RNA Recognition and Antiviral Signal Transduction by the Innate Immune
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79 Remote control of DNA-acting enzymes by varying the Brownian dynamics of a distant DNA end.
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81 Variation of the folding and dynamics of the <i><scp>E</scp>scherichia coli</i> chromosome with
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Nucleic Acids Research, 2011, 39, 2249-2259. 6.5 148

98 Transition dynamics and selection of the distinct S-DNA and strand unpeeling modes of double helix
overstretching. Nucleic Acids Research, 2011, 39, 3473-3481. 6.5 82
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134 Formation of loops in DNA under tension. Physical Review E, 2005, 71, 021911. 0.8 68

135 Defining a Centromere-like Element in Bacillus subtilis by Identifying the Binding Sites for the
Chromosome-Anchoring Protein RacA. Molecular Cell, 2005, 17, 773-782. 4.5 93
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151 Unzipping dynamics of long DNAs. Physical Review E, 2002, 66, 051914. 0.8 21

152
Nonlinear partial differential equations and applications: From the Cover: Mitotic chromosomes are
chromatin networks without a mechanically contiguous protein scaffold. Proceedings of the
National Academy of Sciences of the United States of America, 2002, 99, 15393-15397.

3.3 154
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