12

papers

12

all docs

933447

508 10
citations h-index
12 12
docs citations times ranked

1281871
11

g-index

688

citing authors



10

12

ARTICLE IF CITATIONS

Comparative analysis of DNA extraction and PCR product purification methods for cervicovaginal
microbiome analysis using cpn60 microbial profiling. PLoS ONE, 2022, 17, e0262355.

Extraction-free RT-LAMP to detect SARS-CoV-2 is less sensitive but highly specific compared to

standard RT-PCR in 101 samples. Journal of Clinical Virology, 2021, 136, 104764. 3.1 22

Gardnerella vaginalis diversity and ecology in relation to vaginal symptoms. Research in
Microbiology, 2017, 168, 837-844.

Microbial profiling of cpn60 universal target sequences in artificial mixtures of vaginal bacteria
sampled by nylon swabs or self-sampling devices under different storage conditions. Journal of 1.6 4
Microbiological Methods, 2017, 136, 57-64.

Gardnerella vaginalis Subgroups Defined by cpn60 Sequencing and Sialidase Activity in Isolates from
Canada, Belgium and Kenya. PLoS ONE, 2016, 11, e0146510.

A Study of the Vaginal Microbiome in Healthy Canadian Women Utilizing cpn60-Based Molecular

Profiling Reveals Distinct Gardnerella Subgroup Community State Types. PLoS ONE, 2015, 10, e0135620. 2.5 93

Enhanced whole genome sequence and annotation of Clostridium stercorarium DSM8532T using
RNA-seq transcriptomics and high-throughput proteomics. BMC Genomics, 2014, 15, 567.

The Microbiological Context of HIV Resistance: Vaginal Microbiota and Mucosal Inflammation at the

Viral Point of Entry. International Journal of Inflammation, 2012, 2012, 1-10. L5 26

Bacterial vaginosis, HIV serostatus and T-cell subset distribution in a cohort of East African
commercial sex workers. Aids, 2012, 26, 387-393.

Resolution and Characterization of Distinct cpn60-Based Subgroups of Gardnerella vaginalis in the 05 o1
Vaginal Microbiota. PLoS ONE, 2012, 7, e43009. ’

Selection, Phenotyping and Identification of Acid and Hydrogen Peroxide Producing Bacteria from

Vaginal Samples of Canadian and East African Women. PLoS ONE, 2012, 7, e41217.

Molecular Definition of Vaginal Microbiota in East African Commercial Sex Workers. Applied and

Environmental Microbiology, 2011, 77, 4066-4074. 31 &



