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815 penomeSwideFassociationFstudyFofFWZRVVVFcasesFofFsevenFcommonFdiseasesFandFYRVVVFsharedF
controlsTFNatureRF2007RFZZ_RF]]WS_a 50.4 7801

814 jFnovelFgeneFcontainingFaFtrinucleotideFrepeatFthatFisFexpandedFandFunstableFonFquntingtonMsF
diseaseFchromosomesTF£heFquntingtonMsFmiseaseFlollaborativeF~esearchFproupTFCellRF1993RF_XRFb_WSaY 56.2 6854

813 kiologicalFinsightsFfromFWVaFschizophreniaSassociatedFgeneticFlociTFNatureRF2014RF[WWRFZXWS_ 50.4 5249

812 lommonFpolygenicFvariationFcontributesFtoFriskFofFschizophreniaFandFbipolarFdisorderTFNatureRF2009
RFZ]VRF_ZaS[X 50.4 3568

811 qostSmicrobeFinteractionsFhaveFshapedFtheFgeneticFarchitectureFofFinflammatoryFbowelFdiseaseTF
NatureRF2012RFZbWRFWWbSXZ 50.4 3239

810 vetaSanalysisFofF_ZRVZ]FindividualsFidentifiesFWWFnewFsusceptibilityFlociFforFjlzheimerMsFdiseaseTF
NaturedGeneticsRF2013RFZ[RFWZ[XSa 36.3 2714

809 rdentificationFofFriskFlociFwithFsharedFeffectsFonFfiveFmajorFpsychiatricFdisorderscFaFgenomeSwideF
analysisTFLancetqdTheRF2013RFYaWRFWY_WSWY_b 40 2112

808 umF–coreFregressionFdistinguishesFconfoundingFfromFpolygenicityFinFgenomeSwideFassociationF
studiesTFNaturedGeneticsRF2015RFZ_RFXbWS[ 36.3 2096

807 penomeSwideFassociationFstudyFidentifiesFvariantsFatFluβFandFyrljuvFassociatedFwithFjlzheimerMsF
diseaseTFNaturedGeneticsRF2009RFZWRFWVaaSbY 36.3 2018

806 ~eplicationFofFgenomeSwideFassociationFsignalsFinFβtFsamplesFrevealsFriskFlociFforFtypeFXFdiabetesTF
ScienceRF2007RFYW]RFWYY]SZW 33.3 1823

805 peneticFrelationshipFbetweenFfiveFpsychiatricFdisordersFestimatedFfromFgenomeSwideF–wysTFNatured
GeneticsRF2013RFZ[RFbaZSbZ 36.3 1628

804 –ynapticRFtranscriptionalFandFchromatinFgenesFdisruptedFinFautismTFNatureRF2014RF[W[RFXVbSW[ 50.4 1581

803 penomeSwideFassociationFstudyFidentifiesFfiveFnewFschizophreniaFlociTFNaturedGeneticsRF2011RFZYRFb]bS_] 36.3 1508

802 lommonFvariantsFatFjklj_RFv–Zj]jUv–ZjZnRFnyqjWRFlmYYFandFlmXjyFareFassociatedFwithF
jlzheimerMsFdiseaseTFNaturedGeneticsRF2011RFZYRFZXbSY[ 36.3 1421

801 penomeSwideFassociationFanalysesFidentifyFZZFriskFvariantsFandFrefineFtheFgeneticFarchitectureFofF
majorFdepressionTFNaturedGeneticsRF2018RF[VRF]]aS]aW 36.3 1301

800 ~areFchromosomalFdeletionsFandFduplicationsFincreaseFriskFofFschizophreniaTFNatureRF2008RFZ[[RFXY_SZW 50.4 1251

799 meFnovoFmutationsFinFschizophreniaFimplicateFsynapticFnetworksTFNatureRF2014RF[V]RFW_bSaZ 50.4 1163
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798 penomeSwideFassociationFanalysisFidentifiesFWYFnewFriskFlociFforFschizophreniaTFNaturedGeneticsRF
2013RFZ[RFWW[VSb 36.3 1153

797 jssociationFscanFofFWZR[VVFnonsynonymousF–wysFinFfourFdiseasesFidentifiesFautoimmunityFvariantsTF
NaturedGeneticsRF2007RFYbRFWYXbSY_ 36.3 1130

796 uargeSscaleFgenomeSwideFassociationFanalysisFofFbipolarFdisorderFidentifiesFaFnewFsusceptibilityF
locusFnearFxmZZTFNaturedGeneticsRF2011RFZYRFb__SaY 36.3 1094

795 penomeFscanFmetaSanalysisFofFschizophreniaFandFbipolarFdisorderRFpartFrrcF–chizophreniaTFAmericand
JournaldofdHumandGeneticsRF2003RF_YRFYZSZa 11 985

794 penomeSwideFassociationFstudyFidentifiesFeightFlociFassociatedFwithFbloodFpressureTFNatured
GeneticsRF2009RFZWRF]]]S_] 36.3 970

793 lollaborativeFgenomeSwideFassociationFanalysisFsupportsFaFroleFforFjwtYFandFljlwjWlFinFbipolarF
disorderTFNaturedGeneticsRF2008RFZVRFWV[]Sa 36.3 949

792 peneticFmetaSanalysisFofFdiagnosedFjlzheimerMsFdiseaseFidentifiesFnewFriskFlociFandFimplicatesFj˛†RF
tauRFimmunityFandFlipidFprocessingTFNaturedGeneticsRF2019RF[WRFZWZSZYV 36.3 917

791 penomeSwideFanalysisFofFgeneticFlociFassociatedFwithFjlzheimerFdiseaseTFJAMAdrdJournaldofdthed
AmericandMedicaldAssociationRF2010RFYVYRFWaYXSZV 27.4 888

790 rdentificationFofFlociFassociatedFwithFschizophreniaFbyFgenomeSwideFassociationFandFfollowSupTF
NaturedGeneticsRF2008RFZVRFWV[YS[ 36.3 877

789 peneticFarchitecturesFofFpsychiatricFdisorderscFtheFemergingFpictureFandFitsFimplicationsTFNatured
ReviewsdGeneticsRF2012RFWYRF[Y_S[W 30.1 866

788 jFmegaSanalysisFofFgenomeSwideFassociationFstudiesFforFmajorFdepressiveFdisorderTFMoleculard
PsychiatryRF2013RFWaRFZb_S[WW 15.1 853

787 –chizophreniaTFLancetqdTheRF2016RFYaaRFa]Sb_ 40 836

786 qighFratesFofFschizophreniaFinFadultsFwithFveloScardioSfacialFsyndromeTFArchivesdofdGenerald
PsychiatryRF1999RF[]RFbZVS[ 813

785 lommonFschizophreniaFallelesFareFenrichedFinFmutationSintolerantFgenesFandFinFregionsFunderF
strongFbackgroundFselectionTFNaturedGeneticsRF2018RF[VRFYaWSYab 36.3 787

784 £heFβtWVtFprojectFidentifiesFrareFvariantsFinFhealthFandFdiseaseTFNatureRF2015RF[X]RFaXSbV 50.4 776

783 jnalysisFofFsharedFheritabilityFinFcommonFdisordersFofFtheFbrainTFScienceRF2018RFY]VRF 33.3 666

782 penomeSwideFassociationFstudyFidentifiesFYVFlociFassociatedFwithFbipolarFdisorderTFNaturedGeneticsRF
2019RF[WRF_bYSaVY 36.3 662

781 vodelingFuinkageFmisequilibriumFrncreasesFjccuracyFofFyolygenicF~iskF–coresTFAmericandJournaldofd
HumandGeneticsRF2015RFb_RF[_]SbX 11 649
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780 penomeSwideFassociationFstudyFofFlwVsFinFW]RVVVFcasesFofFeightFcommonFdiseasesFandFYRVVVF
sharedFcontrolsTFNatureRF2010RFZ]ZRF_WYSXV 50.4 639

779 meFnovoFlwVFanalysisFimplicatesFspecificFabnormalitiesFofFpostsynapticFsignallingFcomplexesFinFtheF
pathogenesisFofFschizophreniaTFMoleculardPsychiatryRF2012RFW_RFWZXS[Y 15.1 611

778 vutationsFinFj£yXjXRFencodingFaFlaXQFpumpRFcauseFmarierFdiseaseTFNaturedGeneticsRF1999RFXWRFX_WS_ 36.3 601

777 vicroduplicationsFofFW]pWWTXFareFassociatedFwithFschizophreniaTFNaturedGeneticsRF2009RFZWRFWXXYS_ 36.3 550

776 lontributionFofFcopyFnumberFvariantsFtoFschizophreniaFfromFaFgenomeSwideFstudyFofFZWRYXWF
subjectsTFNaturedGeneticsRF2017RFZbRFX_SY[ 36.3 530

775 ~areFcodingFvariantsFinFyulpXRFjkrYRFandF£~nvXFimplicateFmicroglialSmediatedFinnateFimmunityFinF
jlzheimerMsFdiseaseTFNaturedGeneticsRF2017RFZbRFWY_YSWYaZ 36.3 508

774 penesFforFschizophreniahF~ecentFfindingsFandFtheirFpathophysiologicalFimplicationsTFLancetqdTheRF
2003RFY]WRFZW_Sb 40 488

773 mwjFyoolingcFaFtoolFforFlargeSscaleFassociationFstudiesTFNaturedReviewsdGeneticsRF2002RFYRFa]XS_W 30.1 468

772 vetaSanalysisFshowsFsignificantFassociationFbetweenFdopamineFsystemFgenesFandFattentionFdeficitF
hyperactivityFdisorderFNjmqmOTFHumandMoleculardGeneticsRF2006RFW[RFXX_]SaZ 5.6 437

771 qighSdensityFgeneticFmappingFidentifiesFnewFsusceptibilityFlociFforFrheumatoidFarthritisTFNatured
GeneticsRF2012RFZZRFWYY]SZV 36.3 436

770 –chizophreniaTFNaturedReviewsdDiseasedPrimersRF2015RFWRFW[V]_ 51.1 432

769 uocalizationFofFtypeFWFdiabetesFsusceptibilityFtoFtheFvqlFclassFrFgenesFqujSkFandFqujSjTFNatureRF
2007RFZ[VRFaa_SbX 50.4 421

768 yartitioningFheritabilityFofFregulatoryFandFcellStypeSspecificFvariantsFacrossFWWFcommonFdiseasesTF
AmericandJournaldofdHumandGeneticsRF2014RFb[RF[Y[S[X 11 411

767 £heFtraepelinianFdichotomyFSFgoingRFgoingTTTFbutFstillFnotFgoneTFBritishdJournaldofdPsychiatryRF2010RF
Wb]RFbXS[ 5.4 411

766 £heFgeneticsFofFschizophreniaFandFbipolarFdisordercFdissectingFpsychosisTFJournaldofdMedicaldGenetics
RF2005RFZXRFWbYSXVZ 5.8 406

765 penomicF~elationshipsRFwovelFuociRFandFyleiotropicFvechanismsFacrossFnightFysychiatricFmisordersTF
CellRF2019RFW_bRFWZ]bSWZaXTeWW 56.2 402

764 ~areFchromosomalFdeletionsFandFduplicationsFinFattentionSdeficitFhyperactivityFdisordercFaF
genomeSwideFanalysisTFLancetqdTheRF2010RFY_]RFWZVWSa 40 399

763 miscoveryFandFstatisticalFgenotypingFofFcopySnumberFvariationFfromFwholeSexomeFsequencingF
depthTFAmericandJournaldofdHumandGeneticsRF2012RFbWRF[b_S]V_ 11 391
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762 £heFbipolarFdisorderFriskFalleleFatFljlwjWlFalsoFconfersFriskFofFrecurrentFmajorFdepressionFandFofF
schizophreniaTFMoleculardPsychiatryRF2010RFW[RFWVW]SXX 15.1 389

761 penesFforFschizophreniaFandFbipolarFdisorderhFrmplicationsFforFpsychiatricFnosologyTFSchizophreniad
BulletinRF2006RFYXRFbSW] 1.3 385

760 landidateFsingleSnucleotideFpolymorphismsFfromFaFgenomewideFassociationFstudyFofFjlzheimerF
diseaseTFArchivesdofdNeurologyRF2008RF][RFZ[S[Y 362

759 penomicFmissectionFofFkipolarFmisorderFandF–chizophreniaRFrncludingFXaF–ubphenotypesTFCellRF2018RF
W_YRFW_V[SW_W[TeW] 56.2 360

758 vetaSanalysisFofFgenomeSwideFassociationFstudiesFofFattentionSdeficitUhyperactivityFdisorderTF
JournaldofdthedAmericandAcademydofdChilddanddAdolescentdPsychiatryRF2010RFZbRFaaZSb_ 7.2 357

757 penomewideFassociationFstudiescFhistoryRFrationaleRFandFprospectsFforFpsychiatricFdisordersTF
AmericandJournaldofdPsychiatryRF2009RFW]]RF[ZVS[] 11.9 355

756 –upportFforFtheFinvolvementFofFlargeFcopyFnumberFvariantsFinFtheFpathogenesisFofFschizophreniaTF
HumandMoleculardGeneticsRF2009RFWaRFWZb_S[VY 5.6 346

755 –usceptibilityFlocusFforFjlzheimerMsFdiseaseFonFchromosomeFWVTFScienceRF2000RFXbVRFXYVZS[ 33.3 345

754 weurodevelopmentalFhypothesisFofFschizophreniaTFBritishdJournaldofdPsychiatryRF2011RFWbaRFW_YS[ 5.4 338

753 rdentifyingFrelationshipsFamongFgenomicFdiseaseFregionscFpredictingFgenesFatFpathogenicF–wyF
associationsFandFrareFdeletionsTFPLoSdGeneticsRF2009RF[RFeWVVV[YZ 6 337

752 peneFontologyFanalysisFofFpWjFstudyFdataFsetsFprovidesFinsightsFintoFtheFbiologyFofFbipolarF
disorderTFAmericandJournaldofdHumandGeneticsRF2009RFa[RFWYSXZ 11 333

751 ysychiatricFpenomicscFjnFβpdateFandFanFjgendaTFAmericandJournaldofdPsychiatryRF2018RFW_[RFW[SX_ 11.9 328

750 ~heumatoidFarthritisFassociationFatF]qXYTFNaturedGeneticsRF2007RFYbRFWZYWSY 36.3 328

749 mefinitionFandFdescriptionFofFschizophreniaFinFtheFm–vS[TFSchizophreniadResearchRF2013RFW[VRFYSWV 3.6 323

748 lomparativeFgenomeFhybridizationFsuggestsFaFroleFforFw~XwWFandFjykjXFinFschizophreniaTFHumand
MoleculardGeneticsRF2008RFW_RFZ[aS][ 5.6 315

747 lonvergentFfunctionalFgenomicsFofFschizophreniacFfromFcomprehensiveFunderstandingFtoFgeneticF
riskFpredictionTFMoleculardPsychiatryRF2012RFW_RFaa_SbV[ 15.1 308

746 klindFanalysisFofFdenaturingFhighSperformanceFliquidFchromatographyFasFaFtoolFforFmutationF
detectionTFGenomicsRF1998RF[XRFZZSb 4.3 303

745 jFhaplotypeFimplicatedFinFschizophreniaFsusceptibilityFisFassociatedFwithFreducedFlxv£FexpressionF
inFhumanFbrainTFAmericandJournaldofdHumandGeneticsRF2003RF_YRFW[XS]W 11 301
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744 lontrastingFgeneticFarchitecturesFofFschizophreniaFandFotherFcomplexFdiseasesFusingFfastF
varianceScomponentsFanalysisTFNaturedGeneticsRF2015RFZ_RFWYa[SbX 36.3 299

743
peneSwideFanalysesFofFgenomeSwideFassociationFdataFsetscFevidenceFforFmultipleFcommonFriskF
allelesFforFschizophreniaFandFbipolarFdisorderFandFforFoverlapFinFgeneticFriskTFMoleculardPsychiatryRF
2009RFWZRFX[XS]V

15.1 296

742 peneticFidentificationFofFbrainFcellFtypesFunderlyingFschizophreniaTFNaturedGeneticsRF2018RF[VRFaX[SaYY 36.3 295

741 rmprovedFdetectionFofFcommonFvariantsFassociatedFwithFschizophreniaFbyFleveragingFpleiotropyF
withFcardiovascularSdiseaseFriskFfactorsTFAmericandJournaldofdHumandGeneticsRF2013RFbXRFWb_SXVb 11 293

740 £heF~oleFofFpenesRF–tressRFandFmopamineFinFtheFmevelopmentFofF–chizophreniaTFBiologicald
PsychiatryRF2017RFaWRFbSXV 7.9 289

739 ~areFlossSofSfunctionFvariantsFinF–n£mWjFareFassociatedFwithFschizophreniaFandFdevelopmentalF
disordersTFNaturedNeuroscienceRF2016RFWbRF[_WS_ 25.5 284

738 jlteringFtheFcourseFofFschizophreniacFprogressFandFperspectivesTFNaturedReviewsdDrugdDiscoveryRF
2016RFW[RFZa[S[W[ 64.1 284

737 jnalysisFofFcopyFnumberFvariationsFatFW[FschizophreniaSassociatedFlociTFBritishdJournaldofdPsychiatryRF
2014RFXVZRFWVaSWZ 5.4 283

736 rntegrativeFfunctionalFgenomicFanalysisFofFhumanFbrainFdevelopmentFandFneuropsychiatricFrisksTF
ScienceRF2018RFY]XRF 33.3 277

735 peneticFevidenceFimplicatesFtheFimmuneFsystemFandFcholesterolFmetabolismFinFtheFaetiologyFofF
jlzheimerMsFdiseaseTFPLoSdONERF2010RF[RFeWYb[V 3.7 276

734 penomeSwideFassociationFanalysisFidentifiesFYVFnewFsusceptibilityFlociFforFschizophreniaTFNatured
GeneticsRF2017RFZbRFW[_]SW[aY 36.3 272

733 penomeSwideFassociationFidentifiesFaFcommonFvariantFinFtheFreelinFgeneFthatFincreasesFtheFriskFofF
schizophreniaFonlyFinFwomenTFPLoSdGeneticsRF2008RFZRFeXa 6 270

732 yolygenicFdissectionFofFdiagnosisFandFclinicalFdimensionsFofFbipolarFdisorderFandFschizophreniaTF
MoleculardPsychiatryRF2014RFWbRFWVW_SWVXZ 15.1 258

731 £heFmolecularFgeneticsFofFschizophreniacFnewFfindingsFpromiseFnewFinsightsTFMoleculardPsychiatryRF
2004RFbRFWZSX_ 15.1 257

730
xptimalF£emperatureF–electionFforFvutationFmetectionFbyFmenaturingFqyulFandFlomparisonFtoF
–ingleS–trandedFlonformationFyolymorphismFandFqeteroduplexFjnalysisTFClinicaldChemistryRF1999RF
Z[RFWWYYSWWZV

5.5 252

729 penomeSwideFanalysesFforFpersonalityFtraitsFidentifyFsixFgenomicFlociFandFshowFcorrelationsFwithF
psychiatricFdisordersTFNaturedGeneticsRF2017RFZbRFW[XSW[] 36.3 251

728 rncreasedFexpressionFofFkrwWFmediatesFjlzheimerFgeneticFriskFbyFmodulatingFtauFpathologyTF
MoleculardPsychiatryRF2013RFWaRFWXX[SYZ 15.1 251

727
£bxWFhaploinsufficiencyFisFlinkedFtoFbehavioralFdisordersFinFmiceFandFhumanscFimplicationsFforF
XXqWWFdeletionFsyndromeTFProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaRF2006RFWVYRF__XbSYZ

11.5 249
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726 –chizophreniacFgenesFatFlasthTFTrendsdindGeneticsRF2005RFXWRF[WaSX[ 8.5 241

725 yredictorsFofFdevelopmentalFdyslexiaFinFnuropeanForthographiesFwithFvaryingFcomplexityTFJournald
ofdChilddPsychologydanddPsychiatrydanddAllieddDisciplinesRF2013RF[ZRF]a]SbZ 7.9 238

724 £heFpenetranceFofFcopyFnumberFvariationsFforFschizophreniaFandFdevelopmentalFdelayTFBiologicald
PsychiatryRF2014RF_[RFY_aSa[ 7.9 236

723 VariationFinFmlyWRFencodingFjlnRFisFassociatedFwithFsusceptibilityFtoFjlzheimerFdiseaseTFNatured
GeneticsRF1999RFXWRF_WSX 36.3 236

722 –trongFevidenceFthatFtrjjVYWbFonFchromosomeF]pFisFaFsusceptibilityFgeneFforFdevelopmentalF
dyslexiaTFAmericandJournaldofdHumandGeneticsRF2005RF_]RF[aWSbW 11 232

721 vethylationFz£usFinFtheFdevelopingFbrainFandFtheirFenrichmentFinFschizophreniaFriskFlociTFNatured
NeuroscienceRF2016RFWbRFZaS[Z 25.5 227

720 lognitiveFmechanismsFunderlyingFreadingFandFspellingFdevelopmentFinFfiveFnuropeanF
orthographiesTFLearningdanddInstructionRF2014RFXbRF][S__ 5.8 223

719 £ranscriptomeSwideFassociationFstudyFofFschizophreniaFandFchromatinFactivityFyieldsFmechanisticF
diseaseFinsightsTFNaturedGeneticsRF2018RF[VRF[YaS[Za 36.3 222

718 oineFmappingFofFZwoaVZjFandFgenomeSwideFsignificantFevidenceFforFitsFinvolvementFinF
schizophreniaFandFbipolarFdisorderTFMoleculardPsychiatryRF2011RFW]RFZXbSZW 15.1 221

717 penomeSwideFassociationFstudyFidentifiesFgeneticFvariationFinFneurocanFasFaFsusceptibilityFfactorFforF
bipolarFdisorderTFAmericandJournaldofdHumandGeneticsRF2011RFaaRFY_XSaW 11 221

716 nvidenceFforFnovelFsusceptibilityFgenesFforFlateSonsetFjlzheimerMsFdiseaseFfromFaFgenomeSwideF
associationFstudyFofFputativeFfunctionalFvariantsTFHumandMoleculardGeneticsRF2007RFW]RFa][S_Y 5.6 221

715 nvaluatingFhistoricalFcandidateFgenesFforFschizophreniaTFMoleculardPsychiatryRF2015RFXVRF[[[S]X 15.1 219

714 £heFvachadoSsosephFdiseaseSassociatedFmutantFformFofFataxinSYFregulatesFparkinFubiquitinationF
andFstabilityTFHumandMoleculardGeneticsRF2011RFXVRFWZWS[Z 5.6 217

713 £heFgeneticFdeconstructionFofFpsychosisTFSchizophreniadBulletinRF2007RFYYRFbV[SWW 1.3 215

712 jllF–wysFareFnotFcreatedFequalcFgenomeSwideFassociationFstudiesFrevealFaFconsistentFpatternFofF
enrichmentFamongFfunctionallyFannotatedF–wysTFPLoSdGeneticsRF2013RFbRFeWVVYZZb 6 209

711 xperationFofFtheFschizophreniaFsusceptibilityFgeneRFneuregulinFWRFacrossFtraditionalFdiagnosticF
boundariesFtoFincreaseFriskFforFbipolarFdisorderTFArchivesdofdGeneraldPsychiatryRF2005RF]XRF]ZXSa 209

710 –upportFforFgeneticFvariationFinFneuregulinFWFandFsusceptibilityFtoFschizophreniaTFMoleculard
PsychiatryRF2003RFaRFZa[S_ 15.1 206

709 vetaSanalysisFofFYXFgenomeSwideFlinkageFstudiesFofFschizophreniaTFMoleculardPsychiatryRF2009RFWZRF__ZSa[15.1 202
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708 nxpandedFljpFrepeatsFinFschizophreniaFandFbipolarFdisorderTFNaturedGeneticsRF1995RFWVRFYaVSW 36.3 199

707 lisSactingFvariationFinFtheFexpressionFofFaFhighFproportionFofFgenesFinFhumanFbrainTFHumandGeneticsRF
2003RFWWYRFWZbS[Y 6.3 198

706 peneticFoverlapFbetweenFautismRFschizophreniaFandFbipolarFdisorderTFGenomedMedicineRF2009RFWRFWVX 14.4 197

705 penomeSwideFanalysisFofFcopyFnumberFvariantsFinFattentionFdeficitFhyperactivityFdisordercFtheFroleF
ofFrareFvariantsFandFduplicationsFatFW[qWYTYTFAmericandJournaldofdPsychiatryRF2012RFW]bRFWb[SXVZ 11.9 195

704 peneticFriskFforFschizophreniacFconvergenceFonFsynapticFpathwaysFinvolvedFinFplasticityTFBiologicald
PsychiatryRF2015RF__RF[XSa 7.9 192

703 rmprovedFdetectionFofFcommonFvariantsFassociatedFwithFschizophreniaFandFbipolarFdisorderFusingF
pleiotropySinformedFconditionalFfalseFdiscoveryFrateTFPLoSdGeneticsRF2013RFbRFeWVVYZ[[ 6 192

702 lopyFnumberFvariationFinFschizophreniaFinF–wedenTFMoleculardPsychiatryRF2014RFWbRF_]XS_Y 15.1 191

701 vethylomicFtrajectoriesFacrossFhumanFfetalFbrainFdevelopmentTFGenomedResearchRF2015RFX[RFYYaS[X 9.7 188

700 rmprovedFimputationFofFlowSfrequencyFandFrareFvariantsFusingFtheFβtWVtFhaplotypeFreferenceF
panelTFNaturedCommunicationsRF2015RF]RFaWWW 17.4 186

699 rdentifyingFgeneSenvironmentFinteractionsFinFschizophreniacFcontemporaryFchallengesFforF
integratedRFlargeSscaleFinvestigationsTFSchizophreniadBulletinRF2014RFZVRF_XbSY] 1.3 186

698 lomparativeFgeneticFarchitecturesFofFschizophreniaFinFnastFjsianFandFnuropeanFpopulationsTFNatured
GeneticsRF2019RF[WRFW]_VSW]_a 36.3 185

697
penomeSwideFsignificantFassociationsFinFschizophreniaFtoFr£rqYUZRFljlwjWlFandF–mlljpaRFandF
extensiveFreplicationFofFassociationsFreportedFbyFtheF–chizophreniaFyplTFMoleculardPsychiatryRF2013
RFWaRF_VaSWX

15.1 184

696 weurexinFWFNw~XwWOFdeletionsFinFschizophreniaTFSchizophreniadBulletinRF2009RFY[RFa[WSZ 1.3 183

695 vulticenterFlinkageFstudyFofFschizophreniaFcandidateFregionsFonFchromosomesF[qRF]qRFWVpRFandF
WYqcFschizophreniaFlinkageFcollaborativeFgroupFrrrTFAmericandJournaldofdHumandGeneticsRF2000RF]_RF][XS]Y 11 182

694 peneticsFofFpsychosisdFinsightsFfromFviewsFacrossFtheFgenomeTFHumandGeneticsRF2009RFWX]RFYSWX 6.3 180

693 oullFgenomeFscreenFforFjlzheimerFdiseasecFstageFrrFanalysisTFAmericandJournaldofdMedicaldGeneticsd
PartdARF2002RFWWZRFXY[SZZ 179

692 ounctionalFanalysisFofFhumanFpromoterFpolymorphismsTFHumandMoleculardGeneticsRF2003RFWXRFXXZbS[Z 5.6 179

691 jFnovelFjlzheimerFdiseaseFlocusFlocatedFnearFtheFgeneFencodingFtauFproteinTFMoleculardPsychiatryRF
2016RFXWRFWVaSW_ 15.1 175
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690 volecularFpathwaysFinvolvedFinFneuronalFcellFadhesionFandFmembraneFscaffoldingFcontributeFtoF
schizophreniaFandFbipolarFdisorderFsusceptibilityTFMoleculardPsychiatryRF2011RFW]RFXa]SbX 15.1 175

689 penomeSwideFanalysisFofFoverFWV]FVVVFindividualsFidentifiesFbFneuroticismSassociatedFlociTF
MoleculardPsychiatryRF2016RFXWRF_ZbS[_ 15.1 175

688 rdentificationFofFpathwaysFforFbipolarFdisordercFaFmetaSanalysisTFJAMAdPsychiatryRF2014RF_WRF][_S]Z 14.5 172

687 ysychosisFgeneticscFmodelingFtheFrelationshipFbetweenFschizophreniaRFbipolarFdisorderRFandFmixedF
NorFHschizoaffectiveHOFpsychosesTFSchizophreniadBulletinRF2009RFY[RFZaXSbV 1.3 169

686 jFreplicatedFmolecularFgeneticFbasisFforFsubtypingFantisocialFbehaviorFinFchildrenFwithF
attentionSdeficitUhyperactivityFdisorderTFArchivesdofdGeneraldPsychiatryRF2008RF][RFXVYSWV 168

685 £heFcatecholSxSmethylFtransferaseFNlxv£OFgeneFasFaFcandidateFforFpsychiatricFphenotypescF
evidenceFandFlessonsTFMoleculardPsychiatryRF2006RFWWRFZZ]S[a 15.1 164

684 penomewideFlinkageFscanFinFschizoaffectiveFdisordercFsignificantFevidenceFforFlinkageFatFWqZXFcloseF
toFmr–lWRFandFsuggestiveFevidenceFatFXXqWWFandFWbpWYTFArchivesdofdGeneraldPsychiatryRF2005RF]XRFWVaWSa 164

683 peneticFinfluencesFonFschizophreniaFandFsubcorticalFbrainFvolumescFlargeSscaleFproofFofFconceptTF
NaturedNeuroscienceRF2016RFWbRFZXVSZYW 25.5 163

682 lommonFvariantsFatFV~tXFandF£loZFconferringFriskFofFschizophreniaTFHumandMoleculardGeneticsRF
2011RFXVRFZV_]SaW 5.6 162

681 sointFanalysisFofFpsychiatricFdisordersFincreasesFaccuracyFofFriskFpredictionFforFschizophreniaRF
bipolarFdisorderRFandFmajorFdepressiveFdisorderTFAmericandJournaldofdHumandGeneticsRF2015RFb]RFXaYSbZ 11 161

680 £heFgeneticsFofFattentionFdeficitFhyperactivityFdisorderTFHumandMoleculardGeneticsRF2005RFWZF–pecF
woTFXRF~X_[SaX 5.6 158

679 qaplotypesFatFtheFdystrobrevinFbindingFproteinFWFNm£wkyWOFgeneFlocusFmediateFriskFforF
schizophreniaFthroughFreducedFm£wkyWFexpressionTFHumandMoleculardGeneticsRF2005RFWZRFWbZ_S[Z 5.6 156

678 rdentificationFinFXFindependentFsamplesFofFaFnovelFschizophreniaFriskFhaplotypeFofFtheFdystrobrevinF
bindingFproteinFgeneFNm£wkyWOTFArchivesdofdGeneraldPsychiatryRF2004RF]WRFYY]SZZ 155

677 ~areFcopyFnumberFvariantscFaFpointFofFrarityFinFgeneticFriskFforFbipolarFdisorderFandFschizophreniaTF
ArchivesdofdGeneraldPsychiatryRF2010RF]_RFYWaSX_ 154

676 βniversalRFrobustRFhighlyFquantitativeF–wyFalleleFfrequencyFmeasurementFinFmwjFpoolsTFHumand
GeneticsRF2002RFWWVRFZ_WSa 6.3 152

675 lheapRFaccurateFandFrapidFalleleFfrequencyFestimationFofFsingleFnucleotideFpolymorphismsFbyF
primerFextensionFandFmqyulFinFmwjFpoolsTFHumandGeneticsRF2000RFWV_RFZaaSbY 6.3 152

674 latecholFxSmethyltransferaseFgeneFvariantFandFbirthFweightFpredictFearlySonsetFantisocialFbehaviorF
inFchildrenFwithFattentionSdeficitUhyperactivityFdisorderTFArchivesdofdGeneraldPsychiatryRF2005RF]XRFWX_[Sa 150

673 jssociationFofFtheFdopamineFmZFreceptorFgeneF_SrepeatFalleleFwithFneuropsychologicalFtestF
performanceFofFchildrenFwithFjmqmTFAmericandJournaldofdPsychiatryRF2004RFW]WRFWYYSa 11.9 148
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672 rnvestigatingFtheFcontributionFofFcommonFgeneticFvariantsFtoFtheFriskFandFpathogenesisFofFjmqmTF
AmericandJournaldofdPsychiatryRF2012RFW]bRFWa]SbZ 11.9 147

671
jdditionalFsupportFforFschizophreniaFlinkageFonFchromosomesF]FandFacFaFmulticenterFstudyTF
–chizophreniaFuinkageFlollaborativeFproupFforFlhromosomesFYRF]FandFaTFAmericandJournaldofd
MedicaldGeneticsdPartdARF1996RF]_RF[aVSbZ

147

670 lonvergentFgeneticFandFexpressionFdataFimplicateFimmunityFinFjlzheimerMsFdiseaseTFAlzheimerlsdandd
DementiaRF2015RFWWRF][aS_W 1.2 146

669 yhenotypicFvanifestationFofFpeneticF~iskFforF–chizophreniaFmuringFjdolescenceFinFtheFpeneralF
yopulationTFJAMAdPsychiatryRF2016RF_YRFXXWSa 14.5 145

668 penomeSwideFassociationFstudyFofFschizophreniaFinFaFsapaneseFpopulationTFBiologicaldPsychiatryRF
2011RF]bRFZ_XSa 7.9 145

667 peneticFrelationshipsFbetweenFschizophreniaRFbipolarFdisorderRFandFschizoaffectiveFdisorderTF
SchizophreniadBulletinRF2014RFZVRF[VZSW[ 1.3 144

666 peneticFpleiotropyFbetweenFmultipleFsclerosisFandFschizophreniaFbutFnotFbipolarFdisordercF
differentialFinvolvementFofFimmuneSrelatedFgeneFlociTFMoleculardPsychiatryRF2015RFXVRFXV_SWZ 15.1 144

665 penotypeFeffectsFofFlq~wj_RFlw~WFandFlxv£FinFschizophreniacFinteractionsFwithFtobaccoFandF
cannabisFuseTFBritishdJournaldofdPsychiatryRF2007RFWbWRFZVXS_ 5.4 144

664 peneticFdisruptionFofFvoltageSgatedFcalciumFchannelsFinFpsychiatricFandFneurologicalFdisordersTF
ProgressdindNeurobiologyRF2015RFWYZRFY]S[Z 10.9 143

663 nvidenceFthatFinteractionFbetweenFneuregulinFWFandFitsFreceptorFerbkZFincreasesFsusceptibilityFtoF
schizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2006RFWZWkRFb]SWVW3.5 143

662 rsFlxv£FaFsusceptibilityFgeneFforFschizophreniahTFSchizophreniadBulletinRF2007RFYYRF]Y[SZW 1.3 143

661
–tructuralFbrainFabnormalitiesFassociatedFwithFdeletionFatFchromosomeFXXqWWcFquantitativeF
neuroimagingFstudyFofFadultsFwithFveloScardioSfacialFsyndromeTFBritishdJournaldofdPsychiatryRF2001RF
W_aRFZWXSb

5.4 143

660 penomicFinsightsFintoFtheFoverlapFbetweenFpsychiatricFdisorderscFimplicationsFforFresearchFandF
clinicalFpracticeTFGenomedMedicineRF2014RF]RFXb 14.4 142

659 –chizophreniaFandFtheFneurodevelopmentalFcontinuumcevidenceFfromFgenomicsTFWorlddPsychiatryRF
2017RFW]RFXX_SXY[ 14.4 138

658 jFscanFofFchromosomeFWVFidentifiesFaFnovelFlocusFshowingFstrongFassociationFwithFlateSonsetF
jlzheimerFdiseaseTFAmericandJournaldofdHumandGeneticsRF2006RF_aRF_aSaa 11 137

657 jgreementFbetweenFmaternalFreportFandFantenatalFrecordsFforFaFrangeFofFpreFandFperiSnatalF
factorscFtheFinfluenceFofFmaternalFandFchildFcharacteristicsTFEarlydHumandDevelopmentRF2007RFaYRFZb_S[VZ2.2 135

656 jFgenomeSwideFassociationFstudyFforFlateSonsetFjlzheimerMsFdiseaseFusingFmwjFpoolingTFBMCd
MedicaldGenomicsRF2008RFWRFZZ 3.7 133

655 –trongFevidenceFforFassociationFbetweenFtheFdystrobrevinFbindingFproteinFWFgeneFNm£wkyWOFandF
schizophreniaFinFZaaFparentSoffspringFtriosFfromFkulgariaTFBiologicaldPsychiatryRF2004RF[[RFb_WS[ 7.9 133
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654 WholeFgenomeFlinkageFscanFofFrecurrentFdepressiveFdisorderFfromFtheFdepressionFnetworkFstudyTF
HumandMoleculardGeneticsRF2005RFWZRFYYY_SZ[ 5.6 133

653 £heFcontributionFofFrareFvariantsFtoFriskFofFschizophreniaFinFindividualsFwithFandFwithoutFintellectualF
disabilityTFNaturedGeneticsRF2017RFZbRFWW]_SWW_Y 36.3 132

652 uogicFandFjustificationFforFdimensionalFassessmentFofFsymptomsFandFrelatedFclinicalFphenomenaFinF
psychosiscFrelevanceFtoFm–vS[TFSchizophreniadResearchRF2013RFW[VRFW[SXV 3.6 132

651
–erotonergicFsystemFandFattentionFdeficitFhyperactivityFdisorderFNjmqmOcFaFpotentialFsusceptibilityF
locusFatFtheF[Sq£NWkOFreceptorFgeneFinFX_YFnuclearFfamiliesFfromFaFmultiScentreFsampleTFMoleculard
PsychiatryRF2002RF_RF_WaSX[

15.1 132

650 nvidenceFthatFduplicationsFofFXXqWWTXFprotectFagainstFschizophreniaTFMoleculardPsychiatryRF2014RFWbRFY_SZV15.1 130

649 vetaSanalysisFofFgenomeSwideFassociationFdataFofFbipolarFdisorderFandFmajorFdepressiveFdisorderTF
MoleculardPsychiatryRF2011RFW]RFXSZ 15.1 130

648
penomeSwideFjssociationFforFvajorFmepressionF£hroughFjgeFatFxnsetF–tratificationcFvajorF
mepressiveFmisorderFWorkingFproupFofFtheFysychiatricFpenomicsFlonsortiumTFBiologicaldPsychiatryRF
2017RFaWRFYX[SYY[

7.9 129

647 WakeSupFcallFforFkritishFpsychiatryTFBritishdJournaldofdPsychiatryRF2008RFWbYRF]Sb 5.4 129

646 yaternalFageFandFriskFforFschizophreniaTFBritishdJournaldofdPsychiatryRF2003RFWaYRFZV[Sa 5.4 128

645 –upportFforF~p–ZFasFaFsusceptibilityFgeneFforFschizophreniaTFBiologicaldPsychiatryRF2004RF[[RFWbXS[ 7.9 125

644 jdolescentFclinicalFoutcomesFforFyoungFpeopleFwithFattentionSdeficitFhyperactivityFdisorderTFBritishd
JournaldofdPsychiatryRF2010RFWb]RFXY[SZV 5.4 124

643 VariationFatFtheFmjxjUpYVFlocusFinfluencesFsusceptibilityFtoFmajorFmoodFepisodesFbutFnotF
psychosisFinFschizophreniaFandFbipolarFdisorderTFArchivesdofdGeneraldPsychiatryRF2006RF]YRFY]]S_Y 124

642 ounctionalFgeneFgroupFanalysisFidentifiesFsynapticFgeneFgroupsFasFriskFfactorFforFschizophreniaTF
MoleculardPsychiatryRF2012RFW_RFbb]SWVV] 15.1 123

641 mefiningFtheFnffectFofFtheFW]pWWTXFmuplicationFonFlognitionRFkehaviorRFandFvedicalFlomorbiditiesTF
JAMAdPsychiatryRF2016RF_YRFXVSYV 14.5 120

640 ysychosisFsusceptibilityFgeneFZwoaVZjFandFcognitiveFperformanceFinFschizophreniaTFArchivesdofd
GeneraldPsychiatryRF2010RF]_RF]bXS_VV 120

639 jFnetworkFofFdopaminergicFgeneFvariationsFimplicatedFasFriskFfactorsFforFschizophreniaTFHumand
MoleculardGeneticsRF2008RFW_RF_Z_S[a 5.6 120

638 ~ecentFadvancesFinFtheFgeneticsFofFschizophreniaTFHumandMoleculardGeneticsRF2003RFWXF–pecFwoFXRF~WX[SYY5.6 120

637 wovelFoindingsFfromFlwVsFrmplicateFrnhibitoryFandFnxcitatoryF–ignalingFlomplexesFinF
–chizophreniaTFNeuronRF2015RFa]RFWXVYSWZ 13.9 119

(2015-2005)
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636 peneticFvariationFofFbrainSderivedFneurotrophicFfactorFNkmwoOFinFbipolarFdisordercFcaseScontrolF
studyFofFoverFYVVVFindividualsFfromFtheFβtTFBritishdJournaldofdPsychiatryRF2006RFWaaRFXWS[ 5.4 119

635 ourtherFevidenceFthatFtheFtrjjVYWbFgeneFconfersFsusceptibilityFtoFdevelopmentalFdyslexiaTF
MoleculardPsychiatryRF2006RFWWRFWVa[SbWRFWV]W 15.1 119

634 lonfirmationFofFassociationFbetweenFexpandedFljpUl£pFrepeatsFandFbothFschizophreniaFandF
bipolarFdisorderTFPsychologicaldMedicineRF1996RFX]RFWWZ[S[Y 6.9 119

633 jccuratelyFassessingFtheFriskFofFschizophreniaFconferredFbyFrareFcopySnumberFvariationFaffectingF
genesFwithFbrainFfunctionTFPLoSdGeneticsRF2010RF]RFeWVVWVb_ 6 118

632 jFgenomeSwideFassociationFstudyFinF[_ZFschizophreniaFtriosFusingFmwjFpoolingTFMoleculard
PsychiatryRF2009RFWZRF_b]SaVY 15.1 117

631 vetaSanalysisFofFlxv£FvalW[ametFinFpanicFdisordercFethnicFheterogeneityFandFgenderFspecificityTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2007RFWZZkRF]]_S_Y 3.5 117

630 jFcomprehensiveFfamilySbasedFreplicationFstudyFofFschizophreniaFgenesTFJAMAdPsychiatryRF2013RF_VRF[_YSaW14.5 115

629 lopyFnumberFvariationFinFbipolarFdisorderTFMoleculardPsychiatryRF2016RFXWRFabSbY 15.1 113

628 jnFupdateFonFtheFgeneticsFofFschizophreniaTFCurrentdOpiniondindPsychiatryRF2006RFWbRFW[aS]Z 4.9 113

627 j£yXjXFmutationsFinFmarierMsFdiseaseFandFtheirFrelationshipFtoFneuropsychiatricFphenotypesTF
HumandMoleculardGeneticsRF1999RFaRFW]YWS] 5.6 113

626 oourFcomponentsFdescribeFbehavioralFsymptomsFinFWRWXVFindividualsFwithFlateSonsetFjlzheimerMsF
diseaseTFJournaldofdthedAmericandGeriatricsdSocietyRF2006RF[ZRFWYZaS[Z 5.6 111

625 jFsystematicFgenomewideFlinkageFstudyFinFY[YFsibFpairsFwithFschizophreniaTFAmericandJournaldofd
HumandGeneticsRF2003RF_YRFWY[[S]_ 11 111

624 loncurrentFvalidityFofFtheFxyl~r£FdiagnosticFsystemTFlomparisonFofFxyl~r£FdiagnosesFwithF
consensusFbestSestimateFlifetimeFdiagnosesTFBritishdJournaldofdPsychiatryRF1996RFW]bRF[aS]Y 5.4 111

623
~eplicationFofFbipolarFdisorderFsusceptibilityFallelesFandFidentificationFofFtwoFnovelFgenomeSwideF
significantFassociationsFinFaFnewFbipolarFdisorderFcaseScontrolFsampleTFMoleculardPsychiatryRF2013RF
WaRFWYVXS_

15.1 110

622 qighFloadingFofFpolygenicFriskFforFjmqmFinFchildrenFwithFcomorbidFaggressionTFAmericandJournaldofd
PsychiatryRF2013RFW_VRFbVbSW] 11.9 110

621 kipolarFdisorderFandFpolymorphismsFinFtheFdysbindinFgeneFNm£wkyWOTFBiologicaldPsychiatryRF2005RF
[_RF]b]S_VW 7.9 110

620 peneticFjssociationFofFvajorFmepressionFWithFjtypicalFoeaturesFandFxbesityS~elatedF
rmmunometabolicFmysregulationsTFJAMAdPsychiatryRF2017RF_ZRFWXWZSWXX[ 14.5 109

619 –uggestionFofFrolesFforFbothFcommonFandFrareFriskFvariantsFinFgenomeSwideFstudiesFofF
schizophreniaTFArchivesdofdGeneraldPsychiatryRF2010RF]_RF]]_S_Y 109
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618 peneticFoverlapFbetweenFjlzheimerMsFdiseaseFandFyarkinsonMsFdiseaseFatFtheFvjy£FlocusTFMoleculard
PsychiatryRF2015RFXVRFW[aaSb[ 15.1 107

617 lhartingFtheFlandscapeFofFpriorityFproblemsFinFpsychiatryRFpartFWcFclassificationFandFdiagnosisTF
LancetdPsychiatryqtheRF2016RFYRF__SaY 23.3 107

616 mjytWFvariantsFareFassociatedFwithFjlzheimerMsFdiseaseFandFalleleSspecificFexpressionTFHumand
MoleculardGeneticsRF2006RFW[RFX[]VSa 5.6 107

615 peneticFriskFforFattentionSdeficitUhyperactivityFdisorderFcontributesFtoFneurodevelopmentalFtraitsF
inFtheFgeneralFpopulationTFBiologicaldPsychiatryRF2014RF_]RF]]ZS_W 7.9 105

614 jFsimpleFmethodFforFanalyzingFmicrosatelliteFalleleFimageFpatternsFgeneratedFfromFmwjFpoolsFandF
itsFapplicationFtoFallelicFassociationFstudiesTFAmericandJournaldofdHumandGeneticsRF1998RF]XRFWWabSb_ 11 105

613 landidateSgeneFassociationFstudiesFofFschizophreniaTFAmericandJournaldofdHumandGeneticsRF1999RF][RF[a_SbX11 105

612 ~ethinkingFpsychosiscFtheFdisadvantagesFofFaFdichotomousFclassificationFnowFoutweighFtheF
advantagesTFWorlddPsychiatryRF2007RF]RFaZSbW 14.4 105

611 –chizophreniaFsusceptibilityFallelesFareFenrichedFforFallelesFthatFaffectFgeneFexpressionFinFadultF
humanFbrainTFMoleculardPsychiatryRF2012RFW_RFWbYSXVW 15.1 104

610 pWj–FofF–uicideFjttemptFinFysychiatricFmisordersFandFjssociationFWithFvajorFmepressionFyolygenicF
~iskF–coresTFAmericandJournaldofdPsychiatryRF2019RFW_]RF][WS]]V 11.9 103

609 lharacterizationFofFaFfamilyFwithFrareFdeletionsFinFlw£wjy[FandFmxltZFsuggestsFnovelFriskFlociFforF
autismFandFdyslexiaTFBiologicaldPsychiatryRF2010RF]aRFYXVSa 7.9 103

608 lonvergentFevidenceFforFXMRYMScyclicFnucleotideFYMSphosphodiesteraseFasFaFpossibleFsusceptibilityF
geneFforFschizophreniaTFArchivesdofdGeneraldPsychiatryRF2006RF]YRFWaSXZ 102

607
jssociationFofFtheFpaternallyFtransmittedFcopyFofFcommonFValineFalleleFofFtheFVal]]vetF
polymorphismFofFtheFbrainSderivedFneurotrophicFfactorFNkmwoOFgeneFwithFsusceptibilityFtoFjmqmTF
MoleculardPsychiatryRF2005RFWVRFbYbSZY

15.1 102

606 jtSriskFvariantFinF£lo_uXFforFtypeFrrFdiabetesFincreasesFriskFofFschizophreniaTFBiologicaldPsychiatryRF
2011RF_VRF[bS]Y 7.9 101

605
lonvergentFevidenceFthatFoligodendrocyteFlineageFtranscriptionFfactorFXFNxurpXOFandFinteractingF
genesFinfluenceFsusceptibilityFtoFschizophreniaTFProceedingsdofdthedNationaldAcademydofdSciencesdofd
thedUniteddStatesdofdAmericaRF2006RFWVYRFWXZ]bS_Z

11.5 101

604
nxaminingFforFassociationFbetweenFcandidateFgeneFpolymorphismsFinFtheFdopamineFpathwayFandF
attentionSdeficitFhyperactivityFdisordercFaFfamilySbasedFstudyTFAmericandJournaldofdMedicaldGeneticsd
PartdARF2001RFWV[RFZ]ZS_V

101

603 penomeSwideFassociationFstudyFofFborderlineFpersonalityFdisorderFrevealsFgeneticFoverlapFwithF
bipolarFdisorderRFmajorFdepressionFandFschizophreniaTFTranslationaldPsychiatryRF2017RF_RFeWW[[ 8.6 100

602 yolygenicFxverlapFketweenFlS~eactiveFyroteinRFylasmaFuipidsRFandFjlzheimerFmiseaseTFCirculationRF
2015RFWYWRFXV]WSXV]b 16.7 100

601 lannabisRFlxv£FandFpsychoticFexperiencesTFBritishdJournaldofdPsychiatryRF2011RFWbbRFYaVS[ 5.4 100

(2011-2015)
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600 peneFexpressionFimputationFacrossFmultipleFbrainFregionsFprovidesFinsightsFintoFschizophreniaFriskTF
NaturedGeneticsRF2019RF[WRF][bS]_Z 36.3 99

599 llusteringFofFmetabolicFcomorbidityFinFschizophreniacFaFgeneticFcontributionhTFJournaldofd
PsychopharmacologyRF2005RFWbRFZ_S[[ 4.6 99

598 £heFimplicationsFofFtheFsharedFgeneticsFofFpsychiatricFdisordersTFNaturedMedicineRF2016RFXXRFWXWZSWXWb 50.5 97

597 wewFapproachesFtoFpsychiatricFdiagnosticFclassificationTFNeuronRF2014RFaZRF[]ZS_W 13.9 95

596 lopyFnumberFvariationFinFschizophreniaFinFtheFsapaneseFpopulationTFBiologicaldPsychiatryRF2010RF]_RFXaYS]7.9 95

595
£ryptophanFhydroxylaseFandFcatecholSxSmethyltransferaseFgeneFpolymorphismscFrelationshipsFtoF
monoamineFmetaboliteFconcentrationsFinFl–oFofFhealthyFvolunteersTFEuropeandArchivesdofd
PsychiatrydanddClinicaldNeuroscienceRF1997RFXZ_RFXb_SYVX

5.1 95

594 –upportFforFneuregulinFWFasFaFsusceptibilityFgeneFforFbipolarFdisorderFandFschizophreniaTFBiologicald
PsychiatryRF2008RF]ZRFZWbSX_ 7.9 95

593 VariantsFofFdopamineFandFserotoninFcandidateFgenesFasFpredictorsFofFresponseFtoFrisperidoneF
treatmentFinFfirstSepisodeFschizophreniaTFPharmacogenomicsRF2008RFbRFWZY_SZY 2.6 95

592 –chizophreniaFriskFallelesFandFneurodevelopmentalFoutcomesFinFchildhoodcFaFpopulationSbasedF
cohortFstudyTFLancetdPsychiatryqtheRF2017RFZRF[_S]X 23.3 94

591 –trongFgeneticFevidenceFforFaFselectiveFinfluenceFofFpjkjjFreceptorsFonFaFcomponentFofFtheF
bipolarFdisorderFphenotypeTFMoleculardPsychiatryRF2010RFW[RFWZ]S[Y 15.1 94

590
peneticFpredictorsFofFresponseFtoFserotonergicFandFnoradrenergicFantidepressantsFinFmajorF
depressiveFdisordercFaFgenomeSwideFanalysisFofFindividualSlevelFdataFandFaFmetaSanalysisTFPLoSd
MedicineRF2012RFbRFeWVVWYX]

11.6 94

589 meterminationFofFtheFgenomicFstructureFandFmutationFscreeningFinFschizophrenicFindividualsFforF
fiveFsubunitsFofFtheFwSmethylSmSaspartateFglutamateFreceptorTFMoleculardPsychiatryRF2002RF_RF[VaSWZ 15.1 94

588 rsFtheFdysbindinFgeneFNm£wkyWOFaFsusceptibilityFgeneFforFschizophreniahTFSchizophreniadBulletinRF
2005RFYWRFaVVS[ 1.3 93

587 jFpeneticFrnvestigationFofF–exFkiasFinFtheFyrevalenceFofFjttentionSmeficitUqyperactivityFmisorderTF
BiologicaldPsychiatryRF2018RFaYRFWVZZSWV[Y 7.9 93

586 penotypingFsingleFnucleotideFpolymorphismsFbyFprimerFextensionFandFhighFperformanceFliquidF
chromatographyTFHumandGeneticsRF1999RFWVZRFabSbY 6.3 92

585 lognitiveFyerformanceFjmongFlarriersFofFyathogenicFlopyFwumberFVariantscFjnalysisFofFW[XRVVVF
βtFkiobankF–ubjectsTFBiologicaldPsychiatryRF2017RFaXRFWVYSWWV 7.9 91

584 jssociationFbetweenFgeneticFvariationFinFaFregionFonFchromosomeFWWFandFschizophreniaFinFlargeF
samplesFfromFnuropeTFMoleculardPsychiatryRF2012RFW_RFbV]SW_ 15.1 91

583 £heFserotoninSXjFreceptorFgeneFlocusFdoesFnotFcontainFcommonFpolymorphismFaffectingFm~wjF
levelsFinFadultFbrainTFMoleculardPsychiatryRF2004RFbRFWVbSWZ 15.1 91
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582 oindingFschizophreniaFgenesTFJournaldofdClinicaldInvestigationRF2005RFWW[RFWZZVSa 15.9 91

581 penomeSwideFassociationFstudyFofFjlzheimerMsFdiseaseFwithFpsychoticFsymptomsTFMoleculard
PsychiatryRF2012RFW_RFWYW]SX_ 15.1 90

580 uowFgeneFexpressionFconferredFbyFassociationFofFanFalleleFofFtheF[Sq£XlFreceptorFgeneFwithF
antipsychoticSinducedFweightFgainTFAmericandJournaldofdPsychiatryRF2005RFW]XRF]WYS[ 11.9 90

579 peneSwideFanalysisFdetectsFtwoFnewFsusceptibilityFgenesFforFjlzheimerMsFdiseaseTFPLoSdONERF2014RF
bRFebZ]]W 3.7 90

578
laseScontrolFassociationFstudyFofF[bFcandidateFgenesFrevealsFtheFm~mXF–wyFrs]X__FNlb[_£OFasFtheF
onlyFsusceptibilityFfactorFforFschizophreniaFinFtheFkulgarianFpopulationTFJournaldofdHumandGeneticsRF
2009RF[ZRFbaSWV_

4.3 88

577 jlphaSXFmacroglobulinFgeneFandFjlzheimerFdiseaseTFNaturedGeneticsRF1999RFXXRFW_SbdFauthorFreplyFXWSX 36.3 88

576 peneticFcorrelationFbetweenFamyotrophicFlateralFsclerosisFandFschizophreniaTFNatured
CommunicationsRF2017RFaRFWZ__Z 17.4 85

575 vaternallyFderivedFmicroduplicationsFatFW[qWWSqWYcFimplicationFofFimprintedFgenesFinFpsychoticF
illnessTFAmericandJournaldofdPsychiatryRF2011RFW]aRFZVaSW_ 11.9 84

574 yhenotypicFandFgeneticFcomplexityFofFpsychosisTFrnvitedFcommentaryFonFTTTF–chizophreniacFaF
commonFdiseaseFcausedFbyFmultipleFrareFallelesTFBritishdJournaldofdPsychiatryRF2007RFWbVRFXVVSY 5.4 84

573 –ubstantialFlinkageFdisequilibriumFacrossFtheFinsulinSdegradingFenzymeFlocusFbutFnoFassociationF
withFlateSonsetFjlzheimerMsFdiseaseTFHumandGeneticsRF2001RFWVbRF]Z]S[X 6.3 84

572 –chizoaffectiveFmisorderFinFtheFm–vS[TFSchizophreniadResearchRF2013RFW[VRFXWS[ 3.6 83

571 xbstetricFcomplicationsFandFschizophreniacFaFcomputedFtomographicFstudyTFPsychologicaldMedicineRF
1988RFWaRFYYWSb 6.9 82

570 jssociationFofFpeneticF~iskFVariantsFWithFjttentionSmeficitUqyperactivityFmisorderF£rajectoriesFinF
theFpeneralFyopulationTFJAMAdPsychiatryRF2016RF_YRFWXa[SWXbX 14.5 81

569 nvaluationFofFaFsusceptibilityFgeneFforFschizophreniacFgenotypeFbasedFmetaSanalysisFofF~p–ZF
polymorphismsFfromFthirteenFindependentFsamplesTFBiologicaldPsychiatryRF2006RF]VRFW[XS]X 7.9 80

568 mwjFpoolingFidentifiesFz£usFonFchromosomeFZFforFgeneralFcognitiveFabilityFinFchildrenTFHumand
MoleculardGeneticsRF1999RFaRFbW[SXX 5.6 80

567 peneticFmifferencesFinFtheFrmmediateF£ranscriptomeF~esponseFtoF–tressFyredictF~iskS~elatedFkrainF
ounctionFandFysychiatricFmisordersTFNeuronRF2015RFa]RFWWabSXVX 13.9 79

566 oamilySbasedFassociationFmappingFprovidesFevidenceFforFaFgeneFforFreadingFdisabilityFonF
chromosomeFW[qTFHumandMoleculardGeneticsRF2000RFbRFaZYSa 5.6 79

565 –haredFpolygenicFcontributionFbetweenFchildhoodFattentionSdeficitFhyperactivityFdisorderFandF
adultFschizophreniaTFBritishdJournaldofdPsychiatryRF2013RFXVYRFWV_SWW 5.4 78

(2013-2005)
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564
rdentificationFofFnovelFcandidateFgenesFforFtreatmentFresponseFtoFrisperidoneFandFsusceptibilityFforF
schizophreniacFintegratedFanalysisFamongFpharmacogenomicsRFmouseFexpressionRFandFgeneticF
caseScontrolFassociationFapproachesTFBiologicaldPsychiatryRF2010RF]_RFX]YSb

7.9 78

563 nffectsFofFdifferentialFgenotypingFerrorFrateFonFtheFtypeFrFerrorFprobabilityFofFcaseScontrolFstudiesTF
HumandHeredityRF2006RF]WRF[[S]Z 1.1 78

562 jssociationFofFpeneticF~iskFforF–chizophreniaFWithFwonparticipationFxverF£imeFinFaF
yopulationSkasedFlohortF–tudyTFAmericandJournaldofdEpidemiologyRF2016RFWaYRFWWZbS[a 3.8 77

561 penomeSwideFhaplotypeFassociationFstudyFidentifiesFtheFo~vmZjFgeneFasFaFriskFlocusFforF
jlzheimerMsFdiseaseTFMoleculardPsychiatryRF2013RFWaRFZ]WS_V 15.1 77

560 jssociationFanalysisFofFmonoamineFoxidaseFjFandFattentionFdeficitFhyperactivityFdisorderTFAmericand
JournaldofdMedicaldGeneticsdPartdARF2003RFWW]kRFaZSb 77

559 peneticFutilityFofFbroadlyFdefinedFbipolarFschizoaffectiveFdisorderFasFaFdiagnosticFconceptTFBritishd
JournaldofdPsychiatryRF2009RFWb[RFXYSb 5.4 76

558 ysychopathyFtraitFscoresFinFadolescentsFwithFchildhoodFjmqmcFtheFcontributionFofFgenotypesF
affectingFvjxjRF[q££FandFlxv£FactivityTFPsychiatricdGeneticsRF2009RFWbRFYWXSb 2.9 76

557 mistributionFandFexpressionFofFpicalmFinFjlzheimerFdiseaseTFJournaldofdNeuropathologydandd
ExperimentaldNeurologyRF2010RF]bRFWV_WS_ 3.1 76

556 jnalysisFofFrntellectualFmisabilityFlopyFwumberFVariantsFforFjssociationFWithF–chizophreniaTFJAMAd
PsychiatryRF2016RF_YRFb]YSb]b 14.5 75

555
kiologicalFoverlapFofFattentionSdeficitUhyperactivityFdisorderFandFautismFspectrumFdisordercF
evidenceFfromFcopyFnumberFvariantsTFJournaldofdthedAmericandAcademydofdChilddanddAdolescentd
PsychiatryRF2014RF[YRF_]WS_VTeX]

7.2 74

554 q£~XjcFassociationFandFexpressionFstudiesFinFneuropsychiatricFgeneticsTFAnnalsdofdMedicineRF2005RF
Y_RFWXWSb 1.5 74

553 nxaminingFtheFindependentFandFjointFeffectsFofFmolecularFgeneticFliabilityFandFenvironmentalF
exposuresFinFschizophreniacFresultsFfromFtheFnβpnrFstudyTFWorlddPsychiatryRF2019RFWaRFW_YSWaX 14.4 73

552 woFmajorFschizophreniaFlocusFdetectedFonFchromosomeFWqFinFaFlargeFmulticenterFsampleTFScienceRF
2002RFXb]RF_YbSZW 33.3 73

551 lhangesFinFdopamineFmWRFmXFandFmYFreceptorFm~wjFlevelsFinFratFbrainFfollowingFantipsychoticF
treatmentTFPsychopharmacologyRF1992RFWV]RFZ_bSaY 4.7 73

550 ventalFhealthFresilienceFinFtheFadolescentFoffspringFofFparentsFwithFdepressioncFaFprospectiveF
longitudinalFstudyTFLancetdPsychiatryqtheRF2016RFYRFZbS[_ 23.3 72

549 –x~uWFvariantsFandFriskFofFlateSonsetFjlzheimerMsFdiseaseTFNeurobiologydofdDiseaseRF2008RFXbRFXbYS] 7.5 72

548 jssociationFatF–YwnWFinFbothFbipolarFdisorderFandFrecurrentFmajorFdepressionTFMoleculardPsychiatryRF
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526 jFgenomeSwideFscanFofFWaZXFmwjFmarkersFforFallelicFassociationsFwithFgeneralFcognitiveFabilitycFaF
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499 –chizophreniaFgeneticscFnewFinsightsFfromFnewFapproachesTFBritishdMedicaldBulletinRF2009RFbWRF]WS_Z 5.4 58
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495 kiSdirectionalFchangesFinFtheFlevelsFofFmessengerF~wjsFencodingFgammaSaminobutyricFacidjF
receptorFalphaFsubunitsFafterFflurazepamFtreatmentTFEuropeandJournaldofdPharmacologyRF1992RFXX]RFYY[SZW 58

494 meFnovoFlwVsFinFbipolarFaffectiveFdisorderFandFschizophreniaTFHumandMoleculardGeneticsRF2014RFXYRF]]__SaY5.6 57
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descentTFAmericandJournaldofdHumandGeneticsRF2013RFbYRFZ]YS_V 11 55
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482 yharmacogeneticsFofFantidepressantFresponsecFjFpolygenicFapproachTFProgressdind
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481
–haredFgeneticFinfluencesFbetweenFattentionSdeficitUhyperactivityFdisorderFNjmqmOFtraitsFinF
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PsychiatryRF2017RFWaRF[SXa
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478 ~eciprocalFduplicationFofFtheFWilliamsSkeurenFsyndromeFdeletionFonFchromosomeF_qWWTXYFisF
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476 plycogenFsynthaseFkinaseSYbetaFandFtauFgenesFinteractFinFjlzheimerMsFdiseaseTFAnnalsdofdNeurologyRF
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inFprobandsFofFnuropeanForiginTFNaturedGeneticsRF2004RFY]RF_aYSZdFauthorFreplyF_aZS[ 36.3 54
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474 jyxnFepsilonFZFinfluencesFtheFmanifestationFofFjlzheimerMsFdiseaseFinFadultsFwithFmownMsF
syndromeTFBritishdJournaldofdPsychiatryRF2000RFW_]RFZ]aS_X 5.4 54
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£estingFforFgeneFxFenvironmentFinteractionFeffectsFinFattentionFdeficitFhyperactivityFdisorderFandF
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457 penotypeFlinkFwithFextremeFantisocialFbehaviorcFtheFcontributionFofFcognitiveFpathwaysTFArchivesdofd
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individualsTFPsychopharmacologyRF2014RFXYWRFXbXWSYW 4.7 45
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geneticFcorrelationFwithFmajorFdepressiveFdisorderRFanxietyFdisorderFandFschizophreniaTF
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439 jFgeneticFriskFscoreFcombiningFYXF–wysFisFassociatedFwithFbodyFmassFindexFandFimprovesFobesityF
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arthritisTFInternationaldJournaldofdEpidemiologyRF2015RFZZRFW_V]SXW 7.8 43

435 jFpopulationSbasedFstudyFofFsharedFgeneticFvariationFbetweenFpremorbidFrzFandFpsychosisFamongF
maleFtwinFpairsFandFsiblingFpairsFfromF–wedenTFArchivesdofdGeneraldPsychiatryRF2012RF]bRFZ]VS] 43

434
landidateFgeneFassociationFstudyFofFinsulinFsignalingFgenesFandFjlzheimerMsFdiseasecFevidenceFforF
–x–XRFyltWRFandFyyj~gammaFasFsusceptibilityFlociTFAmericandJournaldofdMedicaldGeneticsdPartdB:d
NeuropsychiatricdGeneticsRF2007RFWZZkRF[VaSW]

3.5 43

433 nxclusionFofFtheFmarierMsFdiseaseFgeneRFj£yXjXRFasFaFcommonFsusceptibilityFgeneFforFbipolarF
disorderTFMoleculardPsychiatryRF2001RF]RFbXS_ 15.1 43

432
nffectFofFcytochromeFlYyXlWbFmetabolizingFactivityFonFantidepressantFresponseFandFsideFeffectscF
vetaSanalysisFofFdataFfromFgenomeSwideFassociationFstudiesTFEuropeandNeuropsychopharmacologyRF
2018RFXaRFbZ[Sb[Z

1.2 43

431 lomprehensiveFanalysisFofFschizophreniaSassociatedFlociFhighlightsFionFchannelFpathwaysFandF
biologicallyFplausibleFcandidateFcausalFgenesTFHumandMoleculardGeneticsRF2016RFX[RFWXZ_S[Z 5.6 42

430 rmplicationsFofFgeneticFfindingsFforFunderstandingFschizophreniaTFSchizophreniadBulletinRF2012RFYaRFbVZS_1.3 42

429 jssociationFofFserotoninFandFdopamineFgeneFpathwaysFwithFbehavioralFsubphenotypesFinF
dementiaTFNeurobiologydofdAgingRF2012RFYYRF_bWSaVY 5.6 42

428 jFlargeFreplicationFstudyFandFmetaSanalysisFinFnuropeanFsamplesFprovidesFfurtherFsupportFforF
associationFofFjqrWFmarkersFwithFschizophreniaTFHumandMoleculardGeneticsRF2010RFWbRFWY_bSa] 5.6 42

427 rnfluenceFofFwx–WFonFverbalFintelligenceFandFworkingFmemoryFinFbothFpatientsFwithFschizophreniaF
andFhealthyFcontrolFsubjectsTFArchivesdofdGeneraldPsychiatryRF2009RF]]RFWVZ[S[Z 42

426
jFfunctionalFpolymorphismFinFtheFsuccinateSsemialdehydeFdehydrogenaseFNaldehydeF
dehydrogenaseF[FfamilyRFmemberFjWOFgeneFisFassociatedFwithFcognitiveFabilityTFMoleculardPsychiatryRF
2004RFbRF[aXS]

15.1 42

425 ljpFrepeatFlengthFinFtheFhtlaYFgeneFandFsymptomFdimensionsFinFschizophreniaTFBiologicald
PsychiatryRF1999RFZ[RFW[bXS] 7.9 42

424 –haredFgeneticFcontributionFtoFrschaemicF–trokeFandFjlzheimerMsFmiseaseTFAnnalsdofdNeurologyRF
2016RF_bRF_YbS_Z_ 9.4 42

423 £ransdiagnosticFdimensionsFofFpsychopathologyFatFfirstFepisodeFpsychosiscFfindingsFfromFtheF
multinationalFnβSpnrFstudyTFPsychologicaldMedicineRF2019RFZbRFWY_aSWYbW 6.9 42

422
penotypeSphenotypeFassociationsFinFchildrenFwithFcopyFnumberFvariantsFassociatedFwithFhighF
neuropsychiatricFriskFinFtheFβtFNrvjprwnSrmOcFaFcaseScontrolFcohortFstudyTFLancetdPsychiatryqtheRF
2019RF]RFZbYS[V[

23.3 41

421 £l£nXWmXFmutationsFunderlieFseuneFasphyxiatingFthoracicFdystrophyFwithFimpairedFretrogradeF
intraflagellarFtransportTFNaturedCommunicationsRF2015RF]RF_V_Z 17.4 41
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420 weuropsychologicalFeffectsFofFtheFl–vmWFgenomeSwideFassociatedFschizophreniaFriskFvariantF
rsWV[VYX[YTFGenesqdBraindanddBehaviorRF2013RFWXRFXVYSb 3.6 41

419 woFevidenceFofFassociationFofFtwoF[q£FtransporterFgeneFpolymorphismsFandFattentionFdeficitF
hyperactivityFdisorderTFPsychiatricdGeneticsRF2003RFWYRFWV_SWV 2.9 41

418 woFevidenceFforFassociationFbetweenFpolymorphismsFinFp~vYFandFschizophreniaTFBMCdPsychiatryRF
2005RF[RFXY 4.2 41

417 meFnovoFmutationFinFschizophreniaTFSchizophreniadBulletinRF2012RFYaRFY__SaW 1.3 40

416 lhangesFinFdopaFdecarboxylaseFm~wjFbutFnotFtyrosineFhydroxylaseFm~wjFlevelsFinFratFbrainF
followingFantipsychoticFtreatmentTFPsychopharmacologyRF1992RFWVaRFbaSWVX 4.7 40

415 VariationFinFtauFisoformFexpressionFinFdifferentFbrainFregionsFandFdiseaseFstatesTFNeurobiologydofd
AgingRF2013RFYZRFWbXXTe_SWbXXTeWX 5.6 39

414 £heFassociationFbetweenFlowerFeducationalFattainmentFandFdepressionFowingFtoFsharedFgeneticF
effectshF~esultsFinF~X[RVVVFsubjectsTFMoleculardPsychiatryRF2015RFXVRF_Y[SZY 15.1 39

413 nvaluationFofFanFapproximationFmethodFforFassessmentFofFoverallFsignificanceFofF
multipleSdependentFtestsFinFaFgenomewideFassociationFstudyTFGeneticdEpidemiologyRF2011RFY[RFa]WS] 2.6 39

412 rncreasedFfamilialFriskFandFgenomewideFsignificantFlinkageFforFjlzheimerMsFdiseaseFwithFpsychosisTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2007RFWZZkRFaZWSa 3.5 39

411 jllelicFexpressionFofFjyxnFinFhumanFbraincFeffectsFofFepsilonFstatusFandFpromoterFhaplotypesTF
HumandMoleculardGeneticsRF2004RFWYRFXaa[SbX 5.6 39

410 metailedFanalysisFofFy~xmqFandFysy~xmqFrevealsFnoFassociationFwithFschizophreniaTFAmericand
JournaldofdMedicaldGeneticsdPartdARF2003RFWXVkRFZXS] 39

409 peneticFvariabilityFatFtheFamyloidSbetaFprecursorFproteinFlocusFmayFcontributeFtoFtheFriskFofF
lateSonsetFjlzheimerMsFdiseaseTFNeurosciencedLettersRF1999RFX]bRF]_S_V 3.3 39

408 peneticFcontributorsFtoFriskFofFschizophreniaFinFtheFpresenceFofFaFXXqWWTXFdeletionTFMoleculard
PsychiatryRF2021RFX]RFZZb]SZ[WV 15.1 39

407 £heF~elationshipFketweenFyolygenicF~iskF–coresFandFlognitionFinF–chizophreniaTFSchizophreniad
BulletinRF2020RFZ]RFYY]SYZZ 1.3 38

406
jssociationFstudiesFofFXYFpositionalUfunctionalFcandidateFgenesFonFchromosomeFWVFinFlateSonsetF
jlzheimerMsFdiseaseTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2007RF
WZZkRF_]XS_V

3.5 38

405 woFassociationFbetweenFtheFputativeFfunctionalFZmqqlaFsingleFnucleotideFpolymorphismFrsW_[W_ZF
andFschizophreniaFinFlargeFnuropeanFsamplesTFBiologicaldPsychiatryRF2005RF[aRF_aSaV 7.9 38

404
jlphaS£ScateninFisFexpressedFinFhumanFbrainFandFinteractsFwithFtheFWntFsignalingFpathwayFbutFisF
notFresponsibleFforFlinkageFtoFchromosomeFWVFinFjlzheimerMsFdiseaseTFNeuroMoleculardMedicineRF
2004RF[RFWYYSZ]

4.6 38

403 yarentalFxriginFofFrnterstitialFmuplicationsFatFW[qWWTXSqWYTYFinF–chizophreniaFandF
weurodevelopmentalFmisordersTFPLoSdGeneticsRF2016RFWXRFeWVV[bbY 6 38
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402 lhartingFtheFlandscapeFofFpriorityFproblemsFinFpsychiatryRFpartFXcFpathogenesisFandFaetiologyTF
LancetdPsychiatryqtheRF2016RFYRFaZSbV 23.3 37

401 £heFsynapseFinFschizophreniaTFEuropeandJournaldofdNeuroscienceRF2014RFYbRFWV[bS]_ 3.5 37

400 –teroidFsulfataseFisFaFpotentialFmodifierFofFcognitionFinFattentionFdeficitFhyperactivityFdisorderTF
GenesqdBraindanddBehaviorRF2011RFWVRFYYZSZZ 3.6 37

399 woFconsistentFevidenceFforFassociationFbetweenFmtmwjFvariantsFandFjlzheimerFdiseaseTFNeurologyRF
2012RF_aRFWVYaSZX 6.5 37

398 qyperekplexiacFabnormalFstartleFresponseFdueFtoFglycineFreceptorFmutationsTFBritishdJournaldofd
PsychiatryRF1997RFW_VRFWV]Sa 5.4 37

397 nxomeFarraysFcaptureFpolygenicFrareFvariantFcontributionsFtoFschizophreniaTFHumandMoleculard
GeneticsRF2016RFX[RFWVVWS_ 5.6 36

396 jnalysisFofFyromqRFlxv£FandFZmqqlaFriskFvariantsFdoesFnotFsupportFindividualForFinteractiveF
effectsFonFschizophreniaFsusceptibilityTFSchizophreniadResearchRF2006RFa_RFXWS_ 3.6 36

395 llozapineFandFsulpirideFupSregulateFdopamineFmYFreceptorFm~wjFlevelsTFNeuropharmacologyRF1993RF
YXRFbVWS_ 5.5 36

394 βsingFcommonFgeneticFvariationFtoFexamineFphenotypicFexpressionFandFriskFpredictionFinFXXqWWTXF
deletionFsyndromeTFNaturedMedicineRF2020RFX]RFWbWXSWbWa 50.5 35

393 oormalisingFrecallFbyFgenotypeFasFanFefficientFapproachFtoFdetailedFphenotypingFandFcausalF
inferenceTFNaturedCommunicationsRF2018RFbRF_WW 17.4 35

392 nvidenceFthatFcommonFvariationFinFwnmmbFisFassociatedFwithFsusceptibilityFtoFlateSonsetF
jlzheimerMsFandFyarkinsonMsFdiseaseTFHumandMoleculardGeneticsRF2008RFW_RF_[bS]_ 5.6 35

391
jssociationFanalysisFofF[XaFintraSgenicF–wysFinFaFregionFofFchromosomeFWVFlinkedFtoFlateFonsetF
jlzheimerMsFdiseaseTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2008RF
WZ_kRF_X_SYW

3.5 35

390 ounctionalFanalysisFofFpolymorphismsFinFtheFpromoterFregionsFofFgenesFonFXXqWWTFHumandMutationRF
2004RFXZRFY[SZX 4.7 35

389 uinkageFdisequilibriumFmappingFprovidesFfurtherFevidenceFofFaFgeneFforFreadingFdisabilityFonF
chromosomeF]pXWTYSXXTFMoleculardPsychiatryRF2003RFaRFW_]Sa[ 15.1 35

388 yromoterFpolymorphismsFinFglutathioneS–StransferaseFgenesFaffectFtranscriptionTFPharmacogeneticsd
anddGenomicsRF2004RFWZRFZ[S[W 35

387 mysbindinSWFandFschizophreniacFfromFgeneticsFtoFneuropathologyTFJournaldofdClinicaldInvestigationRF
2004RFWWYRFWX[[S_ 15.9 35

386 –chizophreniaFgeneticFvariantsFareFnotFassociatedFwithFintelligenceTFPsychologicaldMedicineRF2013RF
ZYRFX[]YS_V 6.9 34

385 peneticFvariantsFinFtheFnrbkZFgeneFareFassociatedFwithFwhiteFmatterFintegrityTFPsychiatrydResearchdrd
NeuroimagingRF2011RFWbWRFWYYS_ 2.9 34
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384 peneticsFofFschizophreniacFjFconsensusFpaperFofFtheFWo–kyF£askFoorceFonFpeneticsTFWorlddJournald
ofdBiologicaldPsychiatryRF2017RFWaRFZbXS[V[ 3.8 33

383 peneticsFofFschizophreniaTFCurrentdOpiniondindBehavioraldSciencesRF2015RFXRFaSWZ 4 33

382 rnvestigatingFlateSonsetFjmqmcFaFpopulationFcohortFinvestigationTFJournaldofdChilddPsychologydandd
PsychiatrydanddAllieddDisciplinesRF2018RF[bRFWWV[SWWWY 7.9 33

381 vutationFscreeningFofF–lwXjFinFschizophreniaFandFidentificationFofFaFnovelFlossSofSfunctionF
mutationTFPsychiatricdGeneticsRF2016RFX]RF]VS[ 2.9 33

380 ysychiatricFgeneFdiscoveriesFshapeFevidenceFonFjmqmMsFbiologyTFMoleculardPsychiatryRF2016RFXWRFWXVXS_ 15.1 33

379 lyfipWFhaploinsufficientFratsFshowFwhiteFmatterFchangesRFmyelinFthinningRFabnormalF
oligodendrocytesFandFbehaviouralFinflexibilityTFNaturedCommunicationsRF2019RFWVRFYZ[[ 17.4 33

378 qairFlortisolFinF£winscFqeritabilityFandFpeneticFxverlapFwithFysychologicalFVariablesFandF
–tressS–ystemFpenesTFScientificdReportsRF2017RF_RFW[Y[W 4.9 33

377 rnteractionFbetweenFtheFgeneRFbodyFmassFindexFandFdepressioncFmetaSanalysisFofFWY_VWFindividualsTF
BritishdJournaldofdPsychiatryRF2017RFXWWRF_VS_] 5.4 33

376 lomplementFsystemFbiomarkersFinFfirstFepisodeFpsychosisTFSchizophreniadResearchRF2019RFXVZRFW]SXX 3.6 33

375 penomeSwideFanalysisFofFselfSreportedFriskStakingFbehaviourFandFcrossSdisorderFgeneticF
correlationsFinFtheFβtFkiobankFcohortTFTranslationaldPsychiatryRF2018RFaRFYb 8.6 32

374 jnFinheritedFduplicationFatFtheFgeneFpXWFyroteinSjctivatedFtinaseF_FNyjt_OFisFaFriskFfactorFforF
psychosisTFHumandMoleculardGeneticsRF2014RFXYRFYYW]SX] 5.6 32

373 ysychopathyFtraitsFinFadolescentsFwithFchildhoodFattentionSdeficitFhyperactivityFdisorderTFBritishd
JournaldofdPsychiatryRF2009RFWbZRF]XS_ 5.4 32

372
laseScontrolFassociationFstudyFofF][FcandidateFgenesFrevealedFaFpossibleFassociationFofFaF–wyFofF
q£~[jFtoFbeFaFfactorFsusceptibleFtoFbipolarFdiseaseFinFkulgarianFpopulationTFJournaldofdAffectived
DisordersRF2009RFWW_RFa_Sb_

6.6 32

371 visconceptionsFaboutFgeneâ��environmentFinteractionsFinFpsychiatryTFEvidencerBaseddMentaldHealthRF
2011RFWYRF][S]a 11.1 32

370 uinkedFpolymorphismsFupstreamFofFexonsFWFandFXFofFtheFhumanFcholecystokininFgeneFareFnotF
associatedFwithFschizophreniaForFbipolarFdisorderTFMoleculardPsychiatryRF1998RFYRF]_S_W 15.1 32

369 jnalysisFofFljpUl£pFrepeatFsizeFinFlhineseFsubjectsFwithFschizophreniaFandFbipolarFaffectiveF
disorderFusingFtheFrepeatFexpansionFdetectionFmethodTFBiologicaldPsychiatryRF1998RFZZRFWW]VS[ 7.9 32

368 peneticFassociationFofFtheFjyyFbindingFproteinFXFgeneFNjykkXOFwithFlateFonsetFjlzheimerFdiseaseTF
HumandMutationRF2005RFX[RFX_VS_ 4.7 32

367 rnvestigatingFtheFgeneticFarchitectureFofFgeneralFandFspecificFpsychopathologyFinFadolescenceTF
TranslationaldPsychiatryRF2018RFaRFWZ[ 8.6 31
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366 ~areFVariantFjnalysisFofFqumanFandF~odentFxbesityFpenesFinFrndividualsFwithF–evereFlhildhoodF
xbesityTFScientificdReportsRF2017RF_RFZYbZ 4.9 31

365 volecularFgeneticFcontributionFtoFtheFdevelopmentalFcourseFofFattentionSdeficitFhyperactivityF
disorderTFEuropeandChilddanddAdolescentdPsychiatryRF2009RFWaRFX]SYX 5.5 31

364 woFevidenceFforFexpandedFpolyglutamineFsequencesFinFbipolarFdisorderFandFschizophreniaTF
MoleculardPsychiatryRF1997RFXRFZ_aSaX 15.1 31

363 βbiquilinFWFpolymorphismsFareFnotFassociatedFwithFlateSonsetFjlzheimerMsFdiseaseTFAnnalsdofd
NeurologyRF2006RF[bRFXWS] 9.4 31

362 jFsingleFnucleotideFpolymorphismFinFlqj£FinfluencesFresponseFtoFacetylcholinesteraseFinhibitorsFinF
jlzheimerMsFdiseaseTFPharmacogeneticsdanddGenomicsRF2006RFW]RF_[S_ 1.9 31

361
woFevidenceFofFassociationFbetweenFlatecholSxSvethyltransferaseFNlxv£OFValW[avetFgenotypeF
andFperformanceFonFneuropsychologicalFtasksFinFchildrenFwithFjmqmcFaFcaseScontrolFstudyTFBMCd
PsychiatryRF2004RFZRFW[

4.2 31

360 peneticFabnormalitiesFofFchromosomeFXXFandFtheFdevelopmentFofFpsychosisTFCurrentdPsychiatryd
ReportsRF2004RF]RFW_]SaX 9.1 31

359 –equenceFvariationFinFtheFlqj£FlocusFshowsFnoFassociationFwithFlateSonsetFjlzheimerMsFdiseaseTF
HumandGeneticsRF2003RFWWYRFX[aS]_ 6.3 31

358 rnvestigatingFtheFgeneticFunderpinningsFofFearlySlifeFirritabilityTFTranslationaldPsychiatryRF2017RF_RFeWXZW 8.6 30

357 lharacterisationRFmutationFdetectionRFandFassociationFanalysisFofFalternativeFpromotersFandF[MFβ£~sF
ofFtheFhumanFdopamineFmYFreceptorFgeneFinFschizophreniaTFMoleculardPsychiatryRF2002RF_RFZbYS[VX 15.1 30

356
jssociationFstudiesFbetweenFriskFforFlateSonsetFjlzheimerMsFdiseaseFandFvariantsFinFinsulinF
degradingFenzymeTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2005RF
WY]kRF]XSa

3.5 30

355 vutationFscreeningFofFtheFtlwwYFgeneFrevealsFaFrareFframeshiftFmutationTFMoleculardPsychiatryRF
2001RF]RFX[bS]V 15.1 30

354 ueveragingFpenomicFjnnotationsFandFyleiotropicFnnrichmentFforFrmprovedF~eplicationF~atesFinF
–chizophreniaFpWj–TFPLoSdGeneticsRF2016RFWXRFeWVV[aVY 6 30

353 rdentifyingFmechanismsFthatFunderlieFlinksFbetweenFlxv£FgenotypeFandFaggressionFinFmaleF
adolescentsFwithFjmqmTFJournaldofdChilddPsychologydanddPsychiatrydanddAllieddDisciplinesRF2016RF[_RFZ_XSaV7.9 30

352 nxaminingFcognitionFacrossFtheFbipolarUschizophreniaFdiagnosticFspectrumTFJournaldofdPsychiatryd
anddNeuroscienceRF2018RFZYRFXZ[SX[Y 4.5 30

351 jFmultiScenterFstudyFofFjlnFandFtheFriskFofFlateSonsetFjlzheimerMsFdiseaseTFJournaldofdAlzheimerlsd
DiseaseRF2011RFXZRF[a_Sb_ 4.3 29

350 nvidenceFthatFputativeFjmqmFlowFriskFallelesFatF–wjyX[FmayFincreaseFtheFriskFofFschizophreniaTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2009RFW[VkRFabYSb 3.5 29

349 £ryptophanFhydroxylaseFgeneFandFmanicSdepressiveFillnessTFArchivesdofdGeneraldPsychiatryRF1999RF[]RFbaSb 29
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348 nvidenceFforFrareFandFcommonFgeneticFriskFvariantsFforFschizophreniaFatFproteinFkinaseFlRFalphaTF
MoleculardPsychiatryRF2010RFW[RFWWVWSWW 15.1 28

347 jnFassociationFstudyFofFcommonFvariationFatFtheFvjy£FlocusFwithFlateSonsetFjlzheimerMsFdiseaseTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2009RFW[VkRFWW[XS[ 3.5 28

346 miagnosisFofFfunctionalFpsychosescFtimeFtoFfaceFtheFfutureTFLancetqdTheRF2009RFY_YRFWbVSW 40 28

345 mevelopmentalFcoordinationFdisorderRFpsychopathologyFandFrzFinFXXqWWTXFdeletionFsyndromeTF
BritishdJournaldofdPsychiatryRF2018RFXWXRFX_SYY 5.4 27

344 wewFfindingsFfromFgeneticFassociationFstudiesFofFschizophreniaTFJournaldofdHumandGeneticsRF2009RF
[ZRFbSWZ 4.3 27

343 kipolarFdisorderFandFvariationFatFaFcommonFpolymorphismFNjWaYXpOFwithinFexonFaFofFtheFWolframF
geneTFAmericandJournaldofdMedicaldGeneticsdPartdARF2000RFb]RFW[ZS_ 27

342 jFtranscriptomeSwideFassociationFstudyFimplicatesFspecificFpreSFandFpostSsynapticFabnormalitiesFinF
schizophreniaTFHumandMoleculardGeneticsRF2020RFXbRFW[bSW]_ 5.6 27

341 wovelFrnsightFrntoFtheFntiologyFofFjutismF–pectrumFmisorderFpainedFbyFrntegratingFnxpressionFmataF
WithFpenomeSwideFjssociationF–tatisticsTFBiologicaldPsychiatryRF2019RFa]RFX][SX_Y 7.9 26

340 jlzheimerMsFdiseaseFriskFvariantFinFluβFisFassociatedFwithFneuralFinefficiencyFinFhealthyFindividualsTF
AlzheimerlsdanddDementiaRF2015RFWWRFWWZZS[X 1.2 26

339 jFgenomeSwideFstudyFshowsFaFlimitedFcontributionFofFrareFcopyFnumberFvariantsFtoFjlzheimerMsF
diseaseFriskTFHumandMoleculardGeneticsRF2013RFXXRFaW]SXZ 5.6 26

338 jFfamilySbasedFstudyFofFcommonFpolygenicFvariationFandFriskFofFschizophreniaTFMoleculardPsychiatryRF
2011RFW]RFaa_Sa 15.1 26

337
WholeFgenomeFassociationFstudyFinFaFhomogenousFpopulationFinF–handongFpeninsulaFofFlhinaF
revealsFsj~rmXFasFaFsusceptibilityFgeneFforFschizophreniaTFJournaldofdBiomedicinedanddBiotechnologyRF
2009RFXVVbRF[Y]bWa

26

336 nstimatingFnffectF–izesFandFnxpectedF~eplicationFyrobabilitiesFfromFpWj–F–ummaryF–tatisticsTF
FrontiersdindGeneticsRF2016RF_RFW[ 4.5 26

335
wewFinsightsFintoFtheFpharmacogenomicsFofFantidepressantFresponseFfromFtheFpnwmnyFandF
–£j~PmFstudiescFrareFvariantFanalysisFandFhighSdensityFimputationTFPharmacogenomicsdJournalRF2018
RFWaRFZWYSZXW

3.5 26

334 jnalysisFofFexomeFsequenceFinF]VZFtriosFforFrecessiveFgenotypesFinFschizophreniaTFTranslationald
PsychiatryRF2015RF[RFe]V_ 8.6 25

333 nxpressionFanalysisFinFaFratFpsychosisFmodelFidentifiesFnovelFcandidateFgenesFvalidatedFinFaFlargeF
caseScontrolFsampleFofFschizophreniaTFTranslationaldPsychiatryRF2015RF[RFe][] 8.6 25

332 lognitiveFanalysisFofFschizophreniaFriskFgenesFthatFfunctionFasFepigeneticFregulatorsFofFgeneF
expressionTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2016RFW_WRFWW_VSWW_b3.5 25

331 WhatFhaveFweFlearnedFfromFtheFysychiatricFpenomicsFlonsortiumTFWorlddPsychiatryRF2015RFWZRFXbWSY 14.4 25
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330 rndependentFevidenceFforFtheFselectiveFinfluenceFofFpjkjNjOFreceptorsFonFoneFcomponentFofFtheF
bipolarFdisorderFphenotypeTFMoleculardPsychiatryRF2011RFW]RF[a_Sb 15.1 25

329 nvidenceFthatFaFmr–lWFframeSshiftFdeletionFassociatedFwithFpsychosisFinFaFsingleFfamilyFmayFnotFbeFaF
pathogenicFmutationTFMoleculardPsychiatryRF2006RFWWRF_baSb 15.1 25

328 –imultaneousFquantificationFofFseveralFm~wjFspeciesFbyFsolutionFhybridisationFwithF
oligonucleotidesTFNucleicdAcidsdResearchRF1991RFWbRFYZ]] 20.1 25

327 £ranslatingFinsightsFfromFneuropsychiatricFgeneticsFandFgenomicsFforFprecisionFpsychiatryTFGenomed
MedicineRF2020RFWXRFZY 14.4 24

326 VariabilityFinFworkingFmemoryFperformanceFexplainedFbyFepistasisFvsFpolygenicFscoresFinFtheF
ZwoaVZjFpathwayTFJAMAdPsychiatryRF2014RF_WRF__aS_a[ 14.5 24

325 lhildhoodFcognitiveFdevelopmentFinFXXqWWTXFdeletionFsyndromecFcaseScontrolFstudyTFBritishdJournald
ofdPsychiatryRF2017RFXWWRFXXYSXYV 5.4 24

324 oactorFstructureFofFautisticFtraitsFinFchildrenFwithFjmqmTFJournaldofdAutismdanddDevelopmentald
DisordersRF2014RFZZRFXVZSW[ 4.6 24

323 penomeSwideFassociationFstudyFonFbipolarFdisorderFinFtheFkulgarianFpopulationTFGenesqdBraindandd
BehaviorRF2011RFWVRF_abSb_ 3.6 24

322 peneticFdifferencesFbetweenFfiveFnuropeanFpopulationsTFHumandHeredityRF2010RF_VRFWZWSb 1.1 24

321 jssociationFstudyFinFtheF[qYWSYXFlinkageFregionFforFschizophreniaFusingFpooledFmwjFgenotypingTF
BMCdPsychiatryRF2008RFaRFWW 4.2 24

320 jFregulatoryFmonoamineFoxidaseFaFpromoterFpolymorphismFandFpersonalityFtraitsTF
NeuropsychobiologyRF2002RFZ]RFWbVSY 4 24

319 –treamlinedFanalysisFofFpooledFgenotypeFdataFinF–wySbasedFassociationFstudiesTFGeneticd
EpidemiologyRF2005RFXaRFX_YSaX 2.6 24

318 lomparativeFsequencingFofFtheFproneurotensinFgeneFandFassociationFstudiesFinFschizophreniaTF
MoleculardPsychiatryRF2000RF[RFXVaSWX 15.1 24

317 £heFhighFaffinityFneurotensinFreceptorFgeneFNw£–~WOcFcomparativeFsequencingFandFassociationF
studiesFinFschizophreniaTFMoleculardPsychiatryRF2000RF[RF[[XS_ 15.1 24

316 wovelFlociFassociatedFwithFincreasedFriskFofFsuddenFcardiacFdeathFinFtheFcontextFofFcoronaryFarteryF
diseaseTFPLoSdONERF2013RFaRFe[bbV[ 3.7 24

315
nxpansionFofF[VFljpUl£pFrepeatsFexcludedFinFschizophreniaFbyFapplicationFofFaFhighlyFefficientF
approachFusingFrepeatFexpansionFdetectionFandFaFyl~FscreeningFsetTFAmericandJournaldofdHumand
GeneticsRF1996RF[bRFbWXS_

11 24

314 jssociationFofFlopyFwumberFVariationFofFtheFW[qWWTXFkyWSkyXF~egionFWithFlorticalFandF
–ubcorticalFvorphologyFandFlognitionTFJAMAdPsychiatryRF2020RF__RFZXVSZYV 14.5 24

313 lompleteF–equenceFofFtheFXXqWWTXFjlleleFinFWRV[YF–ubjectsFwithFXXqWWTXFmeletionF–yndromeF
~evealsFvodifiersFofFlonotruncalFqeartFmefectsTFAmericandJournaldofdHumandGeneticsRF2020RFWV]RFX]SZV 11 24

(2020-2011)
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312 £heFgeneticsFofFneuropsychiatricFdisordersTFBraindanddNeurosciencedAdvancesRF2019RFXRF 4 24

311
penomeSwideFassociationFstudyFrevealsFgreaterFpolygenicFloadingFforFschizophreniaFinFcasesFwithFaF
familyFhistoryFofFillnessTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2016
RFW_WkRFX_]Sab

3.5 23

310
£heFclinicalFpresentationFofFattentionFdeficitShyperactivityFdisorderFNjmqmOFinFchildrenFwithFXXqWWTXF
deletionFsyndromeTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2015RF
W]aRF_YVSa

3.5 23

309 llinicalFandFcognitiveFcharacteristicsFofFchildrenFwithFattentionSdeficitFhyperactivityFdisorderRFwithF
andFwithoutFcopyFnumberFvariantsTFBritishdJournaldofdPsychiatryRF2011RFWbbRFYbaSZVY 5.4 23

308 nvidenceFthatFvariationFinFtheFoligodendrocyteFlineageFtranscriptionFfactorFXFNxurpXOFgeneFisF
associatedFwithFpsychosisFinFjlzheimerMsFdiseaseTFNeurosciencedLettersRF2009RFZ]WRF[ZSb 3.3 23

307 jFcomparisonFofFfourFclusteringFmethodsFforFbrainFexpressionFmicroarrayFdataTFBMCdBioinformaticsRF
2008RFbRFZbV 3.6 23

306 jFfamilyFbasedFstudyFimplicatesFsoluteFcarrierFfamilyFWSmemberFYFN–ulWjYOFgeneFinF
attentionSdeficitUhyperactivityFdisorderTFBiologicaldPsychiatryRF2005RF[_RFWZ]WS] 7.9 23

305 rdentificationFofFaFpotentialFbipolarFriskFhaplotypeFinFtheFgeneFencodingFtheFwingedShelixF
transcriptionFfactorF~oXZTFMoleculardPsychiatryRF2005RFWVRFbXVS_ 15.1 23

304
jllelicFvariationFofFaFkalrFpolymorphismFinFtheFm~mYFgeneFdoesFnotFinfluenceFsusceptibilityFtoF
bipolarFdisordercFresultsFofFanalysisFandFmetaSanalysisTFAmericandJournaldofdMedicaldGeneticsdPartdARF
2001RFWV[RFYV_SWW

23

303 ~educedFburdenFofFveryFlargeFandFrareFlwVsFinFbipolarFaffectiveFdisorderTFBipolardDisordersRF2013RF
W[RFabYSa 3.8 22

302 vutationFscreeningFofFtheFYqXbFmicrodeletionFsyndromeFcandidateFgenesFmupWFandFyjtXFinF
schizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2011RFW[]kRFaZZSb 3.5 22

301 metailedFanalysisFofFtheFrelativeFpowerFofFdirectFandFindirectFassociationFstudiesFandFtheF
implicationsFforFtheirFinterpretationTFHumandHeredityRF2007RF]ZRF]YS_Y 1.1 22

300 –creeningFtheFhumanFprotocadherinFaFNylmqaOFgeneFinFschizophreniaTFGenesqdBraindanddBehaviorRF
2002RFWRFWa_SbW 3.6 22

299 nxperimentalFanalysisFofFtheFannotationFofFpromotersFinFtheFpublicFdatabaseTFHumandMoleculard
GeneticsRF2002RFWWRFWaW_SXW 5.6 22

298 yharmacogenomicFVariantsFandFmrugFrnteractionsFrdentifiedF£hroughFtheFpeneticFjnalysisFofF
llozapineFvetabolismTFAmericandJournaldofdPsychiatryRF2019RFW_]RFZ__SZa] 11.9 21

297 rdentifyingFwovelF£ypesFofFrrritabilityFβsingFaFmevelopmentalFpeneticFjpproachTFAmericandJournald
ofdPsychiatryRF2019RFW_]RF]Y[S]ZX 11.9 21

296 £heFnwlxmnFprojectcFimplicationsFforFpsychiatricFgeneticsTFMoleculardPsychiatryRF2013RFWaRF[ZVSX 15.1 21

295 £heFeffectFofFageFandFtheFqWcFvjy£FhaplotypeFonFvjy£FexpressionFinFhumanFbrainTFNeurobiologyd
ofdAgingRF2009RFYVRFW][XS] 5.6 21

MichaeltCtO’donovan
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294 nxpandedFljpUl£pFrepeatsFinFbipolarFdisordercFnoFcorrelationFwithFphenotypicFmeasuresFofFillnessF
severityTFBiologicaldPsychiatryRF1997RFZXRFa_]SaW 7.9 21

293 jssociationFofF~ecentF–tressfulFuifeFnventsFWithFventalFandFyhysicalFqealthFinFtheFlontextFofF
penomicFandFnxposomicFuiabilityFforF–chizophreniaTFJAMAdPsychiatryRF2020RF__RFWXb]SWYVZ 14.5 21

292
£argetedF–equencingFofFWVRWbaF–amplesFlonfirmsFjbnormalitiesFinFweuronalFjctivityFandF
rmplicatesFVoltageSpatedF–odiumFlhannelsFinF–chizophreniaFyathogenesisTFBiologicaldPsychiatryRF
2019RFa[RF[[ZS[]X

7.9 21

291 jFpeneticsSoirstFjpproachFtoFmissectingFtheFqeterogeneityFofFjutismcFyhenotypicFlomparisonFofF
jutismF~iskFlopyFwumberFVariantsTFAmericandJournaldofdPsychiatryRF2021RFW_aRF__Sa] 11.9 21

290 nstimatingFnxposomeF–coreFforF–chizophreniaFβsingFyredictiveFvodelingFjpproachFinF£woF
rndependentF–amplescF£heF~esultsForomFtheFnβpnrF–tudyTFSchizophreniadBulletinRF2019RFZ[RFb]VSb][ 1.3 20

289 jFneuropsychologicalFinvestigationFofFtheFgenomeFwideFassociatedFschizophreniaFriskFvariantFw~pwF
rsWXaV_aVbTFSchizophreniadResearchRF2011RFWX[RFYVZS] 3.6 20

288 voodSincongruentFpsychosisFinFbipolarFdisordercFconditionalFlinkageFanalysisFshowsFgenomeSwideF
suggestiveFlinkageFatFWqYXTYRF_pWYFandFXVqWYTYWTFBipolardDisordersRF2009RFWWRF]WVSXV 3.8 20

287 pnweticFandFclinicalFpredictorsFofFtreatmentFresponseFinFdepressioncFtheFpenyodFrandomisedFtrialF
protocolTFTrialsRF2008RFbRFXb 2.8 20

286 lommonFschizophreniaFallelesFareFenrichedFinFmutationSintolerantFgenesFandFmaintainedFbyF
backgroundFselection 20

285 jssociationsFbetweenFpolygenicFriskFforFschizophreniaFandFbrainFfunctionFduringFprobabilisticF
learningFinFhealthyFindividualsTFHumandBraindMappingRF2016RFY_RFZbWS[VV 5.9 20

284 ~eciprocalFWhiteFvatterFlhangesFjssociatedFWithFlopyFwumberFVariationFatFW[qWWTXFkyWSkyXcFjF
miffusionF£ensorFrmagingF–tudyTFBiologicaldPsychiatryRF2019RFa[RF[]YS[_X 7.9 20

283 peneticsFofFselfSreportedFriskStakingFbehaviourRFtransSethnicFconsistencyFandFrelevanceFtoFbrainF
geneFexpressionTFTranslationaldPsychiatryRF2018RFaRFW_a 8.6 20

282 –chizophreniaFtwoShitFhypothesisFinFveloScardioFfacialFsyndromeTFAmericandJournaldofdMedicald
GeneticsdPartdB:dNeuropsychiatricdGeneticsRF2013RFW]XkRFW__SaX 3.5 19

281 penomicFapproachesFtoFschizophreniaTFClinicaldTherapeuticsRF2005RFX_F–upplFjRF–XS_ 3.5 19

280 VariationFinFtheFurokinaseSplasminogenFactivatorFgeneFdoesFnotFexplainFtheFchromosomeFWVF
linkageFsignalFforFlateFonsetFjmTFAmericandJournaldofdMedicaldGeneticsdPartdARF2004RFWXZkRFXbSY_ 19

279 nvidenceFtoFsuggestFbiasedFphenotypesFinFchildrenFwithFjttentionFmeficitFqyperactivityFmisorderF
fromFcompletelyFascertainedFtriosTFMoleculardPsychiatryRF2002RF_RFb]XS] 15.1 19

278
uinkageFdisequilibriumFmappingFofFbipolarFaffectiveFdisorderFatFWXqXYSqXZFprovidesFevidenceFforF
associationFatFlβXXFandFousYXY[]TFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricd
GeneticsRF2005RFWYXkRFYaSZ[

3.5 19

277
jFfamilyFbasedFstudyFofFcatecholSxSmethyltransferaseFNlxv£OFandFattentionFdeficitFhyperactivityF
disorderFNjmqmOTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2005RF
WYYkRF]ZS_

3.5 19

(2005-1997)
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276 woFevidenceFforFassociationFbetweenFaFnonSsynonymousFpolymorphismFinFtheFgeneFencodingF
humanFmetabotropicFglutamateFreceptorF_FandFschizophreniaTFPsychiatricdGeneticsRF2000RFWVRFaYS] 2.9 19

275 uevelsFofFpjkjaFreceptorFsubunitFm~wjFinFratFbrainFfollowingFflurazepamFtreatmentTFJournaldofd
PsychopharmacologyRF1992RF]RFY]ZSb 4.6 19

274 londitionalFpWj–FanalysisFtoFidentifyFdisorderSspecificF–wysFforFpsychiatricFdisordersTFMoleculard
PsychiatryRF2021RFX]RFXV_VSXVaW 15.1 19

273 lomparisonFofFpeneticFuiabilityFforF–leepF£raitsFjmongFrndividualsFWithFkipolarFmisorderFrForFrrFandF
lontrolFyarticipantsTFJAMAdPsychiatryRF2020RF__RFYVYSYWV 14.5 19

272 llinicalFindicatorsFofFtreatmentSresistantFpsychosisTFBritishdJournaldofdPsychiatryRF2020RFXW]RFX[bSX]] 5.4 19

271 nffectsFofFpathogenicFlwVsFonFphysicalFtraitsFinFparticipantsFofFtheFβtFkiobankTFBMCdGenomicsRF
2018RFWbRFa]_ 4.5 19

270 vi~SWY_SderivedFpolygenicFriskcFeffectsFonFcognitiveFperformanceFinFpatientsFwithFschizophreniaF
andFcontrolsTFTranslationaldPsychiatryRF2017RF_RFeWVWX 8.6 18

269 npilepsyFandFseizuresFinFyoungFpeopleFwithFXXqWWTXFdeletionFsyndromecFyrevalenceFandFlinksFwithF
otherFneurodevelopmentalFdisordersTFEpilepsiaRF2019RF]VRFaWaSaXb 6.4 18

268 mynamicFexpressionFofFgenesFassociatedFwithFschizophreniaFandFbipolarFdisorderFacrossF
developmentTFTranslationaldPsychiatryRF2019RFbRF_Z 8.6 18

267 peneticallyFpredictedFcomplementFcomponentFZjFexpressioncFeffectsFonFmemoryFfunctionFandF
middleFtemporalFlobeFactivationTFPsychologicaldMedicineRF2018RFZaRFW]VaSW]W[ 6.9 18

266 lopyFnumberFvariantsFandFtherapeuticFresponseFtoFantidepressantFmedicationFinFmajorFdepressiveF
disorderTFPharmacogenomicsdJournalRF2014RFWZRFYb[Sb 3.5 18

265 mr–lWFexonFWWFrareFvariantsFfoundFmoreFcommonlyFinFschizoaffectiveFspectrumFcasesFthanFcontrolsTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2011RFW[]kRFZbVSX 3.5 18

264 –everityFofFdepressionFandFresponseFtoFantidepressantscFpnwyxmFrandomisedFcontrolledFtrialTF
BritishdJournaldofdPsychiatryRF2012RFXVVRFWYVS] 5.4 18

263 woFevidenceFthatFrareFcodingFvariantsFinFZwoaVZjFconferFriskFofFschizophreniaTFAmericandJournaldofd
MedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2010RFW[YkRFWZWWS] 3.5 18

262 lisSFandFtransSFlociFinfluenceFexpressionFofFtheFschizophreniaFsusceptibilityFgeneFm£wkyWTFHumand
MoleculardGeneticsRF2008RFW_RFWW]bS_Z 5.6 18

261
rnteractionFbetweenFtheFjmjvWXFandF–qYvmWFgenesFmayFconferFsusceptibilityFtoFlateSonsetF
jlzheimerMsFdiseaseTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2007RF
WZZkRFZZaS[X

3.5 18

260 lomplementFfactorFqFYZVXqFpolymorphismFisFnotFassociatedFwithFlateSonsetFjlzheimerMsFdiseaseTF
NeuroMoleculardMedicineRF2007RFbRFYYWSZ 4.6 18

259 vutationFscreeningFandFumFmappingFinFtheFVlo–FdeletedFregionFofFchromosomeFXXqWWFinF
schizophreniaFusingFaFnovelFmwjFpoolingFapproachTFMoleculardPsychiatryRF2002RF_RFWVbXSWVV 15.1 18
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258 –creeningFjklpWRFtheFhumanFhomologueFofFtheFmrosophilaFwhiteFgeneRFforFpolymorphismsFandF
associationFwithFbipolarFaffectiveFdisorderTFMoleculardPsychiatryRF2001RF]RF]_WS_ 15.1 18

257
jFgenomeSwideFassociationFstudyFinFindividualsFofFjfricanFancestryFrevealsFtheFimportanceFofFtheF
muffySnullFgenotypeFinFtheFassessmentFofFclozapineSrelatedFneutropeniaTFMoleculardPsychiatryRF2019
RFXZRFYXaSYY_

15.1 18

256 jssociationFofFpolygenicFscoreFforFmajorFdepressionFwithFresponseFtoFlithiumFinFpatientsFwithF
bipolarFdisorderTFMoleculardPsychiatryRF2021RFX]RFXZ[_SXZ_V 15.1 17

255 jssociationFofFcopyFnumberFvariationFacrossFtheFgenomeFwithFneuropsychiatricFtraitsFinFtheFgeneralF
populationTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2018RFW__RFZabS[VX 3.5 17

254 ounctionalF–wysFareFenrichedFforFschizophreniaFassociationFsignalsTFMoleculardPsychiatryRF2014RFWbRFX_]S_15.1 17

253 yermutationSbasedFapproachesFdoFnotFadequatelyFallowFforFlinkageFdisequilibriumFinFgeneSwideF
multiSlocusFassociationFanalysisTFEuropeandJournaldofdHumandGeneticsRF2012RFXVRFabVS] 5.3 17

252 jFhighFproportionFofFchromosomeFXWFpromoterFpolymorphismsFinfluenceFtranscriptionalFactivityTF
GenedExpressionRF2004RFWWRFXYYSb 3.4 17

251 jnticipationFandFrepeatFexpansionFinFbipolarFdisorderTFAmericandJournaldofdMedicaldGeneticsdPartdARF
2003RFWXYlRFWVS_ 17

250 lomparativeFsequencingFandFassociationFstudiesFofFaromaticFuSaminoFacidFdecarboxylaseFinF
schizophreniaFandFbipolarFdisorderTFMoleculardPsychiatryRF2000RF[RFYX_SYW 15.1 17

249 l£pWaTWFandFn~mjSWFljpUl£pFrepeatFsizeFinFbipolarFdisorderTFNeurobiologydofdDiseaseRF1999RF]RFYVXS_ 7.5 17

248 rmprovingFclassificationFofFpsychosesTFLancetdPsychiatryqtheRF2016RFYRFY]_S_Z 23.3 17

247 –tructuralFandFounctionalFweuroimagingFofFyolygenicF~iskFforF–chizophreniacFjF
~ecallSbySpenotypeSkasedFjpproachTFSchizophreniadBulletinRF2019RFZ[RFZV[SZWZ 1.3 17

246
£heFgenomicFbasisFofFmoodFinstabilitycFidentificationFofFZ]FlociFinFY]YR_V[FβtFkiobankFparticipantsRF
geneticFcorrelationFwithFpsychiatricFdisordersRFandFassociationFwithFgeneFexpressionFandFfunctionTF
MoleculardPsychiatryRF2020RFX[RFYVbWSYVbb

15.1 17

245
~eplicatedFevidenceFthatFendophenotypicFexpressionFofFschizophreniaFpolygenicFriskFisFgreaterFinF
healthyFsiblingsFofFpatientsFcomparedFtoFcontrolsRFsuggestingFgeneSenvironmentFinteractionTF£heF
nβpnrFstudyTFPsychologicaldMedicineRF2020RF[VRFWaaZSWab_

6.9 17

244 lognitiveFlharacterizationFofF–chizophreniaF~iskFVariantsFrnvolvedFinF–ynapticF£ransmissioncF
nvidenceFofFljlwjWlMsF~oleFinFWorkingFvemoryTFNeuropsychopharmacologyRF2017RFZXRFX]WXSX]XX 8.7 16

243 –chizophreniaFriskFvariantsFmodulateFwhiteFmatterFvolumeFacrossFtheFpsychosisFspectrumcFevidenceF
fromFtwoFindependentFcohortsTFNeuroImage:dClinicalRF2015RF_RF_]ZS_V 5.3 16

242 yxuj~r–cFyolygenicFumSadjustedFriskFscoreFapproachFforFsetSbasedFanalysisFofFpWj–FdataTFGeneticd
EpidemiologyRF2018RFZXRFY]]SY__ 2.6 16

241 yathogenicFcopyFnumberFvariantsFandF–lwWjFmutationsFinFpatientsFwithFintellectualFdisabilityFandF
childhoodSonsetFepilepsyTFBMCdMedicaldGeneticsRF2016RFW_RFYZ 2.1 16

(2016-2001)

33



240 ~iskFvariantFofFoligodendrocyteFlineageFtranscriptionFfactorFXFisFassociatedFwithFreducedFwhiteF
matterFintegrityTFHumandBraindMappingRF2013RFYZRFXVX[SYW 5.9 16

239 vutationFintolerantFgenesFandFtargetsFofFov~yFareFenrichedFforFnonsynonymousFallelesFinF
schizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2017RFW_ZRF_XZS_YW3.5 16

238 oineSmappingFrevealsFnovelFalternativeFsplicingFofFtheFdopamineFtransporterTFAmericandJournaldofd
MedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2010RFW[YkRFWZYZSZ_ 3.5 16

237 peneticsFandFpsychiatryTFBritishdJournaldofdPsychiatryRF1997RFW_WRFXVWSX 5.4 16

236 yhorbolFesterSinducedFexpressionFandFfunctionFofFtheFinterleukinFXFreceptorFinFhumanFkF
lymphocytesTFEuropeandJournaldofdImmunologyRF1985RFW[RFYZWSZ 6.1 16

235 mlutWFvariantsFareFassociatedFacrossFschizophreniaFandFattentionFdeficitUhyperactivityFdisorderTF
PLoSdONERF2012RF_RFeY[ZXZ 3.7 16

234 £heFimpactFofFschizophreniaFandFmoodFdisorderFriskFallelesFonFemotionalFproblemscFinvestigatingF
changeFfromFchildhoodFtoFmiddleFageTFPsychologicaldMedicineRF2018RFZaRFXW[YSXW[a 6.9 16

233 ~areFcodingFvariantsFinFtenFgenesFconferFsubstantialFriskFforFschizophreniaTTFNatureRF2022RF 50.4 16

232 yhenotypicFjssociationFjnalysesFWithFlopyFwumberFVariationFinF~ecurrentFmepressiveFmisorderTF
BiologicaldPsychiatryRF2016RF_bRFYXbSY] 7.9 15

231 lonvergingFevidenceFdoesFnotFsupportFpr£WFasFanFjmqmFriskFgeneTFAmericandJournaldofdMedicald
GeneticsdPartdB:dNeuropsychiatricdGeneticsRF2015RFW]aRFZbXS[V_ 3.5 15

230 jmqmFandFdepressioncFinvestigatingFaFcausalFexplanationTFPsychologicaldMedicineRF2021RF[WRFWabVSWab_ 6.9 15

229 nffectsFofFm£wkyWFgenotypeFonFbrainFdevelopmentFinFchildrenTFJournaldofdChilddPsychologydandd
PsychiatrydanddAllieddDisciplinesRF2011RF[XRFWXa_SbZ 7.9 15

228 woFevidenceFthatFextendedFtractsFofFhomozygosityFareFassociatedFwithFjlzheimerMsFdiseaseTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2011RFW[]kRF_]ZS_W 3.5 15

227
jssociationFbetweenF£loZFandFschizophreniaFdoesFnotFexertFitsFeffectFbyFcommonFnonsynonymousF
variationForFbyFinfluencingFcisSactingFregulationFofFm~wjFexpressionFinFadultFhumanFbrainTFAmericand
JournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2011RFW[]kRF_aWSZ

3.5 15

226 nxclusionFofFljpUl£pFtrinucleotideFrepeatFlociFwhichFmapFtoFchromosomeFZFinFbipolarFdisorderFandF
schizophreniaF1997RF_ZRFXVZSXV] 15

225 jssociationFanalysisFofFtheFglialFcellFlineSderivedFneurotrophicFfactorFNpmwoOFgeneFinFschizophreniaTF
SchizophreniadResearchRF2007RFb_RFX_WS] 3.6 15

224 rpoWRFgrowthFpathwayFpolymorphismsFandFschizophreniacFaFpoolingFstudyTFAmericandJournaldofd
MedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2007RFWZZkRFWW_SXV 3.5 15

223 penomeFwideFsignificantFlinkageFinFschizophreniaFconditioningFonFoccurrenceFofFdepressiveF
episodesTFJournaldofdMedicaldGeneticsRF2006RFZYRF[]YS_ 5.8 15
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222 kothFsplicingFvariantsFofFtheFdopamineFmXFreceptorFm~wjFareFupSregulatedFbyFantipsychoticFdrugsTF
NeurosciencedLettersRF1993RFW[VRFX[Sa 3.3 15

221 £heFgeneticsFofFmentalFretardationTFBritishdJournaldofdPsychiatryRF1994RFW]ZRF_Z_S[a 5.4 15

220 woF~eliableFjssociationFbetweenF~unsFofFqomozygosityFandF–chizophreniaFinFaFWellSyoweredF
~eplicationF–tudyTFPLoSdGeneticsRF2016RFWXRFeWVV]YZY 6 15

219 £ranscriptomeSwideFassociationFstudyFofFschizophreniaFandFchromatinFactivityFyieldsFmechanisticF
diseaseFinsights 15

218 βsingFpeneticsFtoFnxamineFaFpeneralFuiabilityFtoFlhildhoodFysychopathologyTFBehaviordGeneticsRF
2020RF[VRFXWYSXXV 3.2 15

217
yredictiveFmodelingFofFschizophreniaFfromFgenomicFdatacFlomparisonFofFpolygenicFriskFscoreFwithF
kernelFsupportFvectorFmachinesFapproachTFAmericandJournaldofdMedicaldGeneticsdPartdB:d
NeuropsychiatricdGeneticsRF2019RFWaVRFaVSa[

3.5 15

216 sumpingFtoFconclusionsRFgeneralFintelligenceRFandFpsychosisFliabilitycFfindingsFfromFtheFmultiScentreF
nβSpnrFcaseScontrolFstudyTFPsychologicaldMedicineRF2021RF[WRF]XYS]YY 6.9 15

215 penomeSwideFjssociationFjnalysisFofFyarkinsonMsFmiseaseFandF–chizophreniaF~evealsF–haredF
peneticFjrchitectureFandFrdentifiesFwovelF~iskFuociTFBiologicaldPsychiatryRF2021RFabRFXX_SXY[ 7.9 15

214 mwjFmethylationFmetaSanalysisFrevealsFcellularFalterationsFinFpsychosisFandFmarkersFofF
treatmentSresistantFschizophreniaTFELifeRF2021RFWVRF 8.9 15

213 penomeSwideFkurdenFofF~areF–hortFmeletionsFrsFnnrichedFinFvajorFmepressiveFmisorderFinFoourF
lohortsTFBiologicaldPsychiatryRF2019RFa[RFWV][SWV_Y 7.9 14

212 rncreasingFtheFllinicalFysychiatricFtnowledgeFkaseFjboutFyathogenicFlopyFwumberFVariationTF
AmericandJournaldofdPsychiatryRF2020RFW__RFXVZSXVb 11.9 14

211 £heFhealthFinformaticsFcohortFenhancementFprojectFNqrlnOcFusingFroutinelyFcollectedFprimaryFcareF
dataFtoFidentifyFpeopleFwithFaFlifetimeFdiagnosisFofFpsychoticFdisorderTFBMCdResearchdNotesRF2012RF[RFb[ 2.3 14

210 ~esponseFtoFMyredictingFtheFdiagnosisFofFautismFspectrumFdisorderFusingFgeneFpathwayFanalysisMTF
MoleculardPsychiatryRF2014RFWbRFa[bS]W 15.1 14

209 peneticFclassificationFofFpopulationsFusingFsupervisedFlearningTFPLoSdONERF2011RF]RFeWZaVX 3.7 14

208 rnvestigationFofFrareFnonSsynonymousFvariantsFatFjkljWYFinFschizophreniaFandFbipolarFdisorderTF
MoleculardPsychiatryRF2011RFW]RF_bVSW 15.1 14

207
VariationFatFtheFpjkjjFreceptorFgeneRF~hoFWFNpjk~~WOFassociatedFwithFsusceptibilityFtoFbipolarF
schizoaffectiveFdisorderTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF
2010RFW[YkRFWYZ_Sb

3.5 14

206 nxclusionFofFexpansionFofF[VFljpUl£pFtrinucleotideFrepeatsFinFbipolarFdisorderTFAmericandJournaldofd
PsychiatryRF1997RFW[ZRFWWZ]S_ 11.9 14

205 rnvestigatingFcisSactingFregulatoryFvariationFusingFassaysFofFrelativeFallelicFexpressionTFPsychiatricd
GeneticsRF2006RFW]RFW_YS_ 2.9 14

(2006-1993)
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204 –earchingFforFsusceptibilityFgenesFinFschizophreniaTFEuropeandNeuropsychopharmacologyRF2001RFWWRFYb[Sa1.2 14

203 woFassociationFbetweenFaFpolymorphicFljpFrepeatFinFtheFhumanFpotassiumFchannelFgeneFhtlaYF
andFbipolarFdisorderTFAmericandJournaldofdMedicaldGeneticsdPartdARF1999RFaaRF[_S]V 14

202 nxpandedFljpUl£pFrepeatsFinFschizophreniaTFjFstudyFofFclinicalFcorrelatesTFBritishdJournaldofd
PsychiatryRF1996RFW]bRF_]]S_W 5.4 14

201 £owardsFdiagnosticFmarkersFforFtheFpsychosesTFLancetdPsychiatryqtheRF2016RFYRFY_[Sa[ 23.3 14

200 jFvethodFtoFnxploitFtheF–tructureFofFpeneticFjncestryF–paceFtoFnnhanceFlaseSlontrolF–tudiesTF
AmericandJournaldofdHumandGeneticsRF2016RFbaRFa[_Sa]a 11 14

199 peneticFVariationFinFtheFysychiatricF~iskFpeneFljlwjWlFvodulatesF~eversalFuearningFjcrossF
–peciesTFSchizophreniadBulletinRF2019RFZ[RFWVXZSWVYX 1.3 14

198 yolygenicFriskFforFcirculatingFreproductiveFhormoneFlevelsFandFtheirFinfluenceFonFhippocampalF
volumeFandFdepressionFsusceptibilityTFPsychoneuroendocrinologyRF2019RFWV]RFXaZSXbX 5 13

197
peneticFpredictorsFofFantidepressantFsideFeffectscFaFgroupedFcandidateFgeneFapproachFinFtheF
penomeSkasedF£herapeuticFmrugsFforFmepressionFNpnwmnyOFstudyTFJournaldofdPsychopharmacologyRF
2014RFXaRFWZXS[V

4.6 13

196 rnvestigatingFtheFgeneticFvariationFunderlyingFepisodicityFinFmajorFdepressiveFdisordercFsuggestiveF
evidenceFforFaFbipolarFcontributionTFJournaldofdAffectivedDisordersRF2014RFW[[RFaWSb 6.6 13

195 peneticFsusceptibilityFforFbipolarFdisorderFandFresponseFtoFantidepressantsFinFmajorFdepressiveF
disorderTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2014RFW][kRF__SaY 3.5 13

194 yhenotypeFevaluationFandFgenomewideFlinkageFstudyFofFclinicalFvariablesFinFschizophreniaTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2011RFW[]kRFbXbSZV 3.5 13

193 –chizophreniaRFlj£lqFXXFandFor–qTFBritishdJournaldofdPsychiatryRF1996RFW]aRFYb_SYba 5.4 13

192 –chizophreniaFcopyFnumberFvariantsFandFassociativeFlearningTFMoleculardPsychiatryRF2017RFXXRFW_aSWaX 15.1 12

191
jFnationalFpopulationSbasedFeScohortFofFpeopleFwithFpsychosisFNysylymruOFlinkingFprospectivelyF
ascertainedFphenotypicallyFrichFandFgeneticFdataFtoFroutinelyFcollectedFrecordscFoverviewRF
recruitmentFandFlinkageTFSchizophreniadResearchRF2015RFW]]RFWYWS]

3.6 12

190 lognitiveFdeficitsFinFchildhoodRFadolescenceFandFadulthoodFinFXXqWWTXFdeletionFsyndromeFandF
associationFwithFpsychopathologyTFTranslationaldPsychiatryRF2020RFWVRF[Y 8.6 12

189 mysbindinFmodulatesFbrainFfunctionFduringFvisualFprocessingFinFchildrenTFNeuroImageRF2010RFZbRFaW_SXX 7.9 12

188
lonvergentFpatternsFofFassociationFbetweenFphenylalanineFhydroxylaseFvariantsFandFschizophreniaF
inFfourFindependentFsamplesTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGenetics
RF2009RFW[VkRF[]VSb

3.5 12

187 jnFassociationFstudyFofFtheFneurotensinFreceptorFgeneFwithFschizophreniaFandFclozapineFresponseTF
SchizophreniadResearchRF2004RF]]RFWbYS[ 3.6 12
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186 –treamlinedFapproachFtoFfunctionalFanalysisFofFpromoterSregionFpolymorphismsTFBioTechniquesRF
2002RFYYRFZWXRFZWZRFZW]Fpassim 2.5 12

185 VariationFinFtheFprotocadherinFgammaFjFgeneFclusterTFGenomicsRF2003RFaXRFZYYSZV 4.3 12

184 £heFmolecularFgeneticsFofFschizophreniaTFAnnalsdofdMedicineRF1996RFXaRF[ZWS] 1.5 12

183 mevelopmentalFlontributionsFofF–chizophreniaF~iskFjllelesFandFlhildhoodFyeerFVictimizationFtoF
narlySxnsetFventalFqealthF£rajectoriesTFAmericandJournaldofdPsychiatryRF2019RFW_]RFY]SZY 11.9 12

182 yolygenicFriskFforFschizophreniaFandFseasonFofFbirthFwithinFtheFβtFkiobankFcohortTFPsychologicald
MedicineRF2019RFZbRFXZbbSX[VZ 6.9 12

181 peneticFriskFforFschizophreniaFandFdevelopmentalFdelayFisFassociatedFwithFshapeFandF
microstructureFofFmidlineFwhiteSmatterFstructuresTFTranslationaldPsychiatryRF2019RFbRFWVX 8.6 11

180 jFcorrectionFforFsampleFoverlapFinFgenomeSwideFassociationFstudiesFinFaFpolygenicF
pleiotropySinformedFframeworkTFBMCdGenomicsRF2018RFWbRFZbZ 4.5 11

179 jttentionFdeficitFhyperactivityFdisorderFsymptomsFasFantecedentsFofFlaterFpsychoticFoutcomesFinF
XXqWWTXFdeletionFsyndromeTFSchizophreniadResearchRF2019RFXVZRFYXVSYX[ 3.6 11

178 jFbreakthroughFinFschizophreniaFgeneticsTFJAMAdPsychiatryRF2014RF_WRFWYWbSXV 14.5 11

177 ValidityFofFtheFconceptFofFminorFdepressionFinFaFdevelopingFcountryFsettingTFJournaldofdNervousdandd
MentaldDiseaseRF2008RFWb]RFXXSa 1.8 11

176 lhromosomeFXXFdeletionFsyndromeFandFschizophreniaTFInternationaldReviewdofdNeurobiologyRF2006RF
_YRFWSX_ 4.4 11

175
lβXXRFaFpotentialFregulatorFofFwljvFexpressioncFgenomicFcharacterizationFandFanalysisFasFaF
positionalFcandidateFsusceptibilityFgeneFforFbipolarFdisorderTFAmericandJournaldofdMedicaldGeneticsd
PartdARF2001RFWV[RFXb[SYVV

11

174 penomeFscansFandFmicroarrayscFconvergingFonFgenesFforFschizophreniahTFGenomedBiologyRF2002RFYRF~nVrnW–WVWW18.3 11

173 £heFemergenceFofFpsychoticFexperiencesFinFtheFearlyFadolescenceFofFXXqWWTXFmeletionF–yndromeTF
JournaldofdPsychiatricdResearchRF2019RFWVbRFWVSW_ 5.2 11

172 peneticFliabilityFtoFschizophreniaFisFnegativelyFassociatedFwithFeducationalFattainmentFinFβtF
kiobankTFMoleculardPsychiatryRF2020RFX[RF_VYS_V[ 15.1 11

171 jgeFatFfirstFbirthFinFwomenFisFgeneticallyFassociatedFwithFincreasedFriskFofFschizophreniaTFScientificd
ReportsRF2018RFaRFWVW]a 4.9 11

170 missectingFtheF–haredFpeneticFjrchitectureFofF–uicideFjttemptRFysychiatricFmisordersRFandFtnownF
~iskFoactorsTFBiologicaldPsychiatryRF2021RF 7.9 11

169 lisSeffectsFonFgeneFexpressionFinFtheFhumanFprenatalFbrainFassociatedFwithFgeneticFriskFforF
neuropsychiatricFdisordersTFMoleculardPsychiatryRF2021RFX]RFXVaXSXVaa 15.1 10

(2021-2002)

37



168 penomeSwideFassociationFstudyFofFdietaryFintakeFinFtheFβtFbiobankFstudyFandFitsFassociationsFwithF
schizophreniaFandFotherFtraitsTFTranslationaldPsychiatryRF2020RFWVRF[W 8.6 10

167 vosaicFcopyFnumberFvariationFinFschizophreniaTFEuropeandJournaldofdHumandGeneticsRF2013RFXWRFWVV_SWW 5.3 10

166 jnFexaminationFofFsingleFnucleotideFpolymorphismFselectionFprioritizationFstrategiesFforFtestsFofF
geneSgeneFinteractionTFBiologicaldPsychiatryRF2011RF_VRFWbaSXVY 7.9 10

165 jnalysisFofFneurograninFNw~pwOFinFschizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:d
NeuropsychiatricdGeneticsRF2011RFW[]kRF[YXS[ 3.5 10

164
jssociationFanalysisFofFtwoFcandidateFphospholipaseFgenesFthatFmapFtoFtheFchromosomeF
W[qW[TWSW[TYFregionFassociatedFwithFreadingFdisabilityTFAmericandJournaldofdMedicaldGeneticsdPartdARF
2004RFWXbkRFb_SWVY

10

163 penomeFwideFmetaSanalysisFidentifiesFgenomicFrelationshipsRFnovelFlociRFandFpleiotropicF
mechanismsFacrossFeightFpsychiatricFdisorders 10

162 weurotrophinFreceptorFactivationFrescuesFcognitiveFandFsynapticFabnormalitiesFcausedFbyF
hemizygosityFofFtheFpsychiatricFriskFgeneFlacnaWcTFMoleculardPsychiatryRF2021RFX]RFW_ZaSW_]V 15.1 10

161 jreaFdeprivationRFurbanicityRFsevereFmentalFillnessFandFsocialFdriftFSFjFpopulationSbasedFlinkageF
studyFusingFroutinelyFcollectedFprimaryFandFsecondaryFcareFdataTFSchizophreniadResearchRF2020RFXXVRFWYVSWZV3.6 9

160 jnalysisFofFcopyFnumberFvariationFusingFquantitativeFinterspeciesFcompetitiveFyl~TFNucleicdAcidsd
ResearchRF2008RFY]RFeWWX 20.1 9

159 –chizophreniacFcomplexFgeneticsRFnotFfairyFtalesTFPsychologicaldMedicineRF2008RFYaRFW]b_SbdF
discussionFWaWaSXV 6.9 9

158 mr–lWFm~wjFexpressionFisFnotFinfluencedFbyFcommonFlisSactingFregulatoryFpolymorphismsForF
imprintingTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2008RFWZ_kRFWV][Sb 3.5 9

157 £heFfutureFofFpsychiatricFgeneticsTFAnnalsdofdMedicineRF2003RFY[RFWXXSYZ 1.5 9

156 ~epeatFsizesFatFljpUl£pFlociFl£pWaTWRFn~mjWFandF£plWYS_aFinFschizophreniaTFPsychiatricdGeneticsRF
2000RFWVRFYYS_ 2.9 9

155 jdvancesFandFretreatsFinFtheFmolecularFgeneticsFofFmajorFmentalFillnessTFAnnalsdofdMedicineRF1992RF
XZRFW_WS_ 1.5 9

154
jFdataSdrivenFinvestigationFofFrelationshipsFbetweenFbipolarFpsychoticFsymptomsFandF
schizophreniaFgenomeSwideFsignificantFgeneticFlociTFAmericandJournaldofdMedicaldGeneticsdPartdB:d
NeuropsychiatricdGeneticsRF2018RFW__RFZ]aSZ_[

3.5 8

153 volecularFgeneticsFandFtheFrelationshipFbetweenFepilepsyFandFpsychosisTFBritishdJournaldofd
PsychiatryRF2010RFWb_RF_[S]dFauthorFreplyF_] 5.4 8

152 £heFmentallyFhandicappedFpersonFwithFepilepsycFaFcomparativeFstudyFinvestigatingFpsychosocialF
functioningTFJournaldofdIntellectualdDisabilitydResearchRF1989RFYYFNFytFXORFWXYSY[ 3.2 8

151 uinkageFdisequilibriumFstructureFofFtrjjVYWbFandFmlmlXRFtwoFcandidateFsusceptibilityFgenesFforF
developmentalFdyslexiaTFMoleculardPsychiatryRF2006RFWWRFWV]WSWV]W 15.1 8
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150 lomparativeFgeneticFarchitecturesFofFschizophreniaFinFnastFjsianFandFnuropeanFpopulations 8

149 lharacterizationFofF–ingleFpeneFlopyFwumberFVariantsFinF–chizophreniaTFBiologicaldPsychiatryRF2020RF
a_RF_Y]S_ZZ 7.9 8

148
peneticFcomorbidityFbetweenFmajorFdepressionFandFcardioSmetabolicFtraitsRFstratifiedFbyFageFatF
onsetFofFmajorFdepressionTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF
2020RFWaYRFYVbSYYV

3.5 8

147
rnvestigatingFattentionSdeficitFhyperactivityFdisorderFandFautismFspectrumFdisorderFtraitsFinFtheF
generalFpopulationcFWhatFhappensFinFadultFlifehTFJournaldofdChilddPsychologydanddPsychiatrydandd
AllieddDisciplinesRF2021RF]XRFZZbSZ[_

7.9 8

146 –chizophreniaRFautismFspectrumFdisordersFandFdevelopmentalFdisordersFshareFspecificFdisruptiveF
codingFmutationsTFNaturedCommunicationsRF2021RFWXRF[Y[Y 17.4 8

145 rdentifyingFschizophreniaFpatientsFwhoFcarryFpathogenicFgeneticFcopyFnumberFvariantsFusingF
standardFclinicalFassessmentcFretrospectiveFcohortFstudyTFBritishdJournaldofdPsychiatryRF2020RFXW]RFX_[SX_b5.4 7

144 TFPsychiatricdGeneticsRF2003RFWYRFWV_SWWV 2.9 7

143
vutationalFanalysisFofFtwoFpositionalFcandidateFsusceptibilityFgenesFforFbipolarFdisorderFonF
chromosomeFWXqXYSqXZcFphenylalanineFhydroxylaseFandFhumanFurvShomeoboxFuqX[TFPsychiatricd
GeneticsRF2003RFWYRFb_SWVW

2.9 7

142 ~ecentFadvancesFinFtheFgeneticsFofFpretermFbirthTFAnnalsdofdHumandGeneticsRF2020RFaZRFXV[SXWY 2.2 7

141 peneticFassociationFofFov~yFtargetsFwithFpsychiatricFdisordersTFMoleculardPsychiatryRF2021RFX]RFXb__SXbbV15.1 7

140 jssociationsFbetweenFschizophreniaFgeneticFriskRFanxietyFdisordersFandFmanicUhypomanicFepisodeF
inFaFlongitudinalFpopulationFcohortFstudyTFBritishdJournaldofdPsychiatryRF2019RFXWZRFb]SWVX 5.4 7

139 loordinationFdifficultiesRFrzFandFpsychopathologyFinFchildrenFwithFhighSriskFcopyFnumberFvariantsTF
PsychologicaldMedicineRF2021RF[WRFXbVSXbb 6.9 7

138
nffectsFofFvi~SWY_FgeneticFriskFscoreFonFbrainFvolumeFandFcorticalFmeasuresFinFpatientsFwithF
schizophreniaFandFcontrolsTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF
2018RFW__RFY]bSY_]

3.5 6

137 rsFthereFaFschizophreniaFtoFdiagnosehTFWorlddPsychiatryRF2011RFWVRFYZS[ 14.4 6

136 oailureFtoFconfirmFassociationFbetweenFyrtZljFandFpsychosisFinFXXqWWTXFdeletionFsyndromeTF
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2010RFW[YkRFbaVSX 3.5 6

135 –ymptomFdimensionsFandFtheFtraepelinianFdichotomyTFBritishdJournaldofdPsychiatryRF2007RFWbVRFY]WdF
authorFreplyFY]WSX 5.4 6

134 yolymorphismsFinFtheFphosphateFandFtensinFhomologFgeneFareFnotFassociatedFwithFlateSonsetF
jlzheimerMsFdiseaseTFNeurosciencedLettersRF2006RFZVWRF__SaV 3.3 6

133 rnvolvementFofFexpandedFtrinucleotideFrepeatsFinFcommonFdiseasesTFLancetqdTheRF1996RFYZaRFW_YbSZV 40 6

(1996-)

39



132 £heFeffectsFofFantidepressantFdrugsFonFkainateFreceptorFm~wjFlevelsTFNeuropharmacologyRF1991RF
YVRF]_[S_ 5.5 6

131 peneFexpressionFimputationFacrossFmultipleFbrainFregionsFrevealsFschizophreniaFriskFthroughoutFdevelopment 6

130 WqXWTWFdistalFcopyFnumberFvariantsFareFassociatedFwithFcerebralFandFcognitiveFalterationsFinF
humansTFTranslationaldPsychiatryRF2021RFWWRFWaX 8.6 6

129 uackFofF–upportFforFtheFpenesFbyFnarlyFnnvironmentFrnteractionFqypothesisFinFtheFyathogenesisFofF
–chizophreniaTFSchizophreniadBulletinRF2021RF 1.3 6

128 penderFdifferencesFinFlwVFburdenFdoFnotFconfoundFschizophreniaFlwVFassociationsTFScientificd
ReportsRF2016RF]RFX[ba] 4.9 6

127 lonvergentFnvidenceF£hatFZwoaVZjFrsFaF~egulatorFofFyreSmessengerF~wjFyrocessingFandFpeneF
nxpressionTFSchizophreniadBulletinRF2019RFZ[RFWX]_SWX_a 1.3 6

126 £heF~elationshipFketweenFlommonFVariantF–chizophreniaFuiabilityFandFwumberFofFxffspringFinFtheF
βtFkiobankTFAmericandJournaldofdPsychiatryRF2019RFW_]RF]]WS]]] 11.9 6

125 nffectsFofFcopyFnumberFvariationsFonFbrainFstructureFandFriskFforFpsychiatricFillnesscFuargeSscaleF
studiesFfromFtheFnwrpvjFworkingFgroupsFonFlwVsTFHumandBraindMappingRF2021RF 5.9 6

124 –chizophreniaFgeneticscFbuildingFtheFfoundationsFofFtheFfutureTFSchizophreniadBulletinRF2015RFZWRFW[Sb 1.3 5

123 vovementFmisorderFyhenotypesFinFlhildrenFWithFXXqWWTXFmeletionF–yndromeTFMovementdDisordersRF
2020RFY[RFWX_XSWX_Z 7 5

122 jFbriefFreportcFdeFnovoFcopyFnumberFvariantsFinFchildrenFwithFattentionFdeficitFhyperactivityF
disorderTFTranslationaldPsychiatryRF2020RFWVRFWY[ 8.6 5

121 £heF~elationshipFketweenFlommonFVariantF–chizophreniaFuiabilityFandFwumberFofFxffspringFinFtheF
βtFkiobankcF~esponseFtoFuawnFetFalTFAmericandJournaldofdPsychiatryRF2019RFW_]RF[_ZS[_[ 11.9 5

120 jnFexaminationFofFvβ£nmFasFaFschizophreniaFsusceptibilityFgeneTFSchizophreniadResearchRF2009RF
WV_RFWWVSW 3.6 5

119 kiasFinFtheFgenomicFdistributionFofFljpFandFl£pFtrinucleotideFrepeatsTFAmericandJournaldofdMedicald
GeneticsdPartdARF1997RF_ZRF]XSZ 5

118 yhenotypicFvariationFbetweenFparentSoffspringFtriosFandFnonStriosFinFgeneticFstudiesFofF
schizophreniaTFJournaldofdPsychiatricdResearchRF2006RFZVRF]XXS] 5.2 5

117 uackFofFeffectFofFchronicFantipsychoticFtreatmentFonFdopamineFm[FreceptorFm~wjFlevelTFEuropeand
NeuropsychopharmacologyRF1992RFXRFZV[Sb 1.2 5

116 rntroducingF–elfciteFXTVSScareerFenhancingFsoftwareTFBMJ:dBritishdMedicaldJournalRF1996RFYWYRFW][bS]V 5

115 volecularFpeneticsFandFtheFtraepelinianFmichotomycFxneFmisorderRF£woFmisordersRForFmoFWeFweedF
toF–tartF£hinkingFjfreshhTFPsychiatricdAnnalsRF2010RFZVRFaaSbW 0.5 5
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114 llozapineFvetabolismFisFjssociatedFWithFjbsoluteFweutrophilFlountFinFrndividualsFWithF
£reatmentS~esistantF–chizophreniaTFFrontiersdindPharmacologyRF2021RFWXRF][a_YZ 5.6 5

113 uargeS–caleFpenomicscFjFyaradigmF–hiftFinFysychiatryhTFBiologicaldPsychiatryRF2021RFabRF[S_ 7.9 5

112 ~areFlopyFwumberFVariantsFjreFjssociatedFWithFyoorerFlognitionFinF–chizophreniaTFBiologicald
PsychiatryRF2021RFbVRFXaSYZ 7.9 5

111
~einforcementFlearningFasFanFintermediateFphenotypeFinFpsychosishFmeficitsFsensitiveFtoFillnessF
stageFbutFnotFassociatedFwithFpolygenicFriskFofFschizophreniaFinFtheFgeneralFpopulationTF
SchizophreniadResearchRF2020RFXXXRFYabSYb]

3.6 4

110 jbsenceFofFdeFnovoFpointFmutationsFinFexonsFofFp~rwXkFinFaFlargeFschizophreniaFtrioFsampleTF
SchizophreniadResearchRF2012RFWZWRFX_ZS] 3.6 4

109
vutationFscreeningFofFtheFm£wkyWFexonicFsequenceFinF]]bFschizophrenicsFandF_WVFcontrolsFusingF
highSresolutionFmeltingFanalysisTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricd
GeneticsRF2010RFW[YkRF_]]S_Z

3.5 4

108 ~eplyFtoFkertramFetFalTTFAmericandJournaldofdHumandGeneticsRF2006RF_bRFWaYSWaZ 11 4

107 penesFandFkehaviorcFwatureâ��wurtureFrnterplayFnxplainedFkyFvichaelF~utterTFxxfordcFklackwellTF
XVV]TFX_XppTF´£WZTbbFNpbOTFr–kwFWZV[WWV]WbTFBritishdJournaldofdPsychiatryRF2006RFWabRFWbXSWbY 5.4 4

106 woFevidenceFofFassociationFbetweenFqujSm~kWFandFattentionFdeficitFhyperactivityFdisorderTF
PsychiatricdGeneticsRF2003RFWYRFWaYS[ 2.9 4

105 uackFofFfunctionalFpromoterFpolymorphismsFinFgenesFinvolvedFinFglutamateFneurotransmissionTF
PsychiatricdGeneticsRF2003RFWYRFWbYSb 2.9 4

104 jssociationFofFgeneticFliabilityFforFpsychiatricFdisordersFwithFaccelerometerSassessedFphysicalF
activityFinFtheFβtFkiobankTFPLoSdONERF2021RFW]RFeVXZbWab 3.7 4

103
qaploinsufficiencyFofFtheFschizophreniaFandFautismFriskFgeneFlyfipWFcausesFabnormalFpostnatalF
hippocampalFneurogenesisFthroughFmicroglialFandFjrpXUYFmediatedFactinFdependentFmechanismsTF
TranslationaldPsychiatryRF2021RFWWRFYWY

8.6 4

102 woFnffectFofFpenomeSWideF–ignificantF–chizophreniaF~iskFVariationFatFtheFuocusFonFtheFjllelicF
nxpressionFofFinFyostmortemF–triatumTFMoleculardNeuropsychiatryRF2019RF[RFXWXSXW_ 4.9 4

101 yrioritizingFpeneticFlontributorsFtoFlorticalFjlterationsFinFXXqWWTXFmeletionF–yndromeFβsingF
rmagingF£ranscriptomicsTFCerebraldCortexRF2021RFYWRFYXa[SYXba 5.1 4

100 £heFpsychiatricFphenotypesFofFWqXWFdistalFdeletionFandFduplicationTFTranslationaldPsychiatryRF2021RF
WWRFWV[ 8.6 4

99 jssociationsFketweenF–chizophreniaFyolygenicFuiabilityRF–ymptomFmimensionsRFandFlognitiveF
jbilityFinF–chizophreniaTFJAMAdPsychiatryRF2021RF_aRFWWZYSWW[W 14.5 4

98 jFvendelianFrandomizationFstudyFofFtheFcausalFassociationFbetweenFanxietyFphenotypesFandF
schizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsRF2020RFWaYRFY]VSY]b3.5 3

97 woFnvidenceFforFnnrichmentFinF–chizophreniaFforFlommonFjllelicFjssociationsFatFrmprintedFuociTF
PLoSdONERF2015RFWVRFeVWZZW_X 3.7 3

(2015-2021)
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96 mirectFanalysisFofFtheFgenesFencodingFpFproteinsFpFalphaF£XRFpFalphaFoRFpFalphaFZFinFjmqmTFAmericand
JournaldofdMedicaldGeneticsdPartdARF2004RFWX_kRF]aS_X 3

95 yolydactylyFandFpsychosisTFoiveFcasesFofFcoSoccurrenceTFBritishdJournaldofdPsychiatryRF1998RFW_XRFWaZS[ 5.4 3

94
£ranscriptionalFprogramsFregulatingFneuronalFdifferentiationFareFdisruptedFinFmupXFknockoutF
humanFembryonicFstemFcellsFandFenrichedFforFschizophreniaFandFrelatedFdisordersFriskFvariantsTTF
NaturedCommunicationsRF2022RFWYRFX_

17.4 3

93 –exFdifferencesFinFgeneFexpressionFinFtheFhumanFfetalFbrain 3

92 ysychiatricFpenomicscFjnFβpdateFandFanFjgenda 3

91 jFgeneticFinvestigationFofFsexFbiasFinFtheFprevalenceFofFattentionFdeficitFhyperactivityFdisorder 3

90 jFreplicationFstudyFofFs£lFbiasRFgeneticFliabilityFforFpsychosisFandFdelusionalFideationTFPsychologicald
MedicineRF2020RFWS_ 6.9 3

89 qujSmzkWF]]_XpglFNrsWWYYYXZbZOFisFassociatedFwithFclozapineSinducedFneutropeniaFandF
agranulocytosisFinFindividualsFofFnuropeanFancestryTFTranslationaldPsychiatryRF2021RFWWRFXWZ 8.6 3

88 penomeSwideFanalysesFofFsmokingFbehaviorsFinFschizophreniacFoindingsFfromFtheFysychiatricF
penomicsFlonsortiumTFJournaldofdPsychiatricdResearchRF2021RFWY_RFXW[SXXZ 5.2 3

87 llinicalFevaluationFofFpatientsFwithFaFneuropsychiatricFriskFcopyFnumberFvariantTFCurrentdOpiniondind
GeneticsdanddDevelopmentRF2021RF]aRFX]SYZ 4.9 3

86 nffectsFofFeightFneuropsychiatricFcopyFnumberFvariantsFonFhumanFbrainFstructureTFTranslationald
PsychiatryRF2021RFWWRFYbb 8.6 3

85 mevelopmentalFyrofileFofFysychiatricF~iskFjssociatedFWithFVoltageSpatedFlationFlhannelFjctivityTF
BiologicaldPsychiatryRF2021RFbVRFYbbSZVa 7.9 3

84 rnvestigatingFrareFpathogenicUlikelyFpathogenicFexonicFvariationFinFbipolarFdisorderTFMoleculard
PsychiatryRF2021RFX]RF[XYbS[X[V 15.1 3

83
yopulationSbasedFidentitySbySdescentFmappingFcombinedFwithFexomeFsequencingFtoFdetectFrareF
riskFvariantsFforFschizophreniaTFAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricd
GeneticsRF2019RFWaVRFXXYSXYW

3.5 2

82 nxaminingFpathwaysFbetweenFgeneticFliabilityFforFschizophreniaFandFpatternsFofFtobaccoFandF
cannabisFuseFinFadolescenceTFPsychologicaldMedicineRF2020RFWSa 6.9 2

81 lontributionFofFdeFnovoFandFinheritedFrareFlwVsFtoFveryFpretermFbirthTFJournaldofdMedicaldGeneticsRF
2020RF[_RF[[XS[[_ 5.8 2

80 lonstanceFnTFuieberRF£heodoreF~TF–tanleyRFandFtheFnnduringFrmpactFofFyhilanthropyFonFysychiatryF
~esearchTFBiologicaldPsychiatryRF2016RFaVRFaZSa] 7.9 2

79 ysychiatricFgeneticscFwhatMsFnewFinFXVW[hTFLancetdPsychiatryqtheRF2016RFYRFWVSWX 23.3 2
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78 βsingFkinematicFanalysesFtoFexploreFsensorimotorFcontrolFimpairmentsFinFchildrenFwithFXXqWWTXF
deletionFsyndromeTFJournaldofdNeurodevelopmentaldDisordersRF2019RFWWRFa 4.6 2

77 penomeSwideFjssociationF–tudyFrdentifiesFpeneticFVariationFinFweurocanFasFaF–usceptibilityFoactorF
forFkipolarFmisorderTFAmericandJournaldofdHumandGeneticsRF2011RFaaRFYb] 11 2

76 peneticsFofFschizophreniaTFPsychiatrydmAbingdonqdEnglandnRF2005RFZRFWZSW_ 2

75 jssociationFanalysisFofFtheFproneurotensinFgeneFandFbipolarFdisorderTFPsychiatricdGeneticsRF2000RFWVRF[WSZ2.9 2

74 woFevidenceFofFassociationFfromFtransmissionFdisequilibriumFanalysisFofFtheFhtlaYFgeneFinFbipolarF
disorderTFBipolardDisordersRF2000RFXRFYXaSYW 3.8 2

73 uinkageFanalysisFinFanFautosomalFdominantFMzonularFnuclearFpulverulentMFcongenitalFcataractRF
mappedFtoFchromosomeFWYqWWSWYTFEyeRF2000RFWZFNFytFXORFW_XS[ 4.4 2

72 jssociationFbetweenFfunctionalFpsychosisFandFexpandedFljpUl£pFrepeatsFisFnotFexplainedFbyF
healthFstratificationTFPsychiatricdGeneticsRF1998RFaRFXbSYX 2.9 2

71
βseFofFmultipleFpolygenicFriskFscoresFforFdistinguishingFschizophreniaSspectrumFdisorderFandF
affectiveFpsychosisFcategoriesFinFaFfirstSepisodeFsampledFtheFnβSpnrFstudyTTFPsychologicaldMedicineRF
2022RFWSWV

6.9 2

70 βsingFgeneticsFtoFexamineFaFgeneralFliabilityFtoFchildhoodFpsychopathology 2

69 qaploinsufficiencyFofFtheFpsychiatricFriskFgeneFlyfipWFcausesFabnormalFpostnatalFhippocampalF
neurogenesisFthroughFmicroglialFandFjrpXUYFmediatedFactinFdependentFmechanisms 2

68
penotypeSphenotypeFrelationshipsFinFchildrenFwithFcopyFnumberFvariantsFassociatedFwithFhighF
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