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ARTICLE

House mouse Mus musculus dispersal in East Eurasia inferred from 98 newly determined complete
mitochondrial genome sequences. Heredity, 2021, 126, 132-147.

Insights into <i>Mus musculus</i> Population Structure across Eurasia Revealed by Whole-Genome
Analysis. Genome Biology and Evolution, 2022, 14, .

Phylogeographic study using nuclear genome sequences of &lt;i&gt;Asip&lt;/i&gt; to infer the origins

of ventral fur color variation in the house mouse &lt;i&gt;Mus musculus&lt;/i&gt;. Genes and Genetic
Systems, 2021, 96, 271-284.

2.5

CITATIONS

15




