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Highly accurate protein structure prediction with AlphaFold. Nature, 2021, 596, 583-589. . 17,754

Highly accurate protein structure prediction for the human proteome. Nature, 2021, 596, 590-596. 27.8 1,773
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Advancing mathematics by guiding human intuition with Al. Nature, 2021, 600, 70-74.
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Protein structure prediction using multiple deep neural networks in the 13th Critical Assessment of
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