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Exome sequencing reveals MCM8 mutation underlies ovarian failure and chromosomal instability.
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MCM9 Mutations Are Associated with Ovarian Failure, Short Stature, and Chromosomal Instability. 6.2 179
American Journal of Human Genetics, 2014, 95, 754-762. :

Organization of the archaeal MCM complex on DNA and implications for the helicase mechanism.
Nature Structural and Molecular Biology, 2005, 12, 756-762.

From The Cover: The dynamic processivity of the T4 DNA polymerase during replication. Proceedings of
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Creating a dynamic picture of the sliding clamp during T4 DNA Eolymerase holoenzyme assembly by
using fluorescence resonance energy transfer. Proceedings of the National Academy of Sciences of
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Identification and Mapping of Proteind”Protein Interactions by a Combination of Cross-Linking,

Cleavage, and Proteomics. Bioconjugate Chemistry, 2005, 16, 741-750. 3.6 109

Crystal Structure of a Transcribing RNA Polymerase Il Complex Reveals a Complete Transcription
Bubble. Molecular Cell, 2015, 59, 258-269.

MCM Forked Substrate Specificity Involves Dynamic Interaction with the 58€2-Tail. Journal of Biological

Chemistry, 2007, 282, 34229-34234. 3.4 83

Steric exclusion and wrapping of the excluded DNA strand occurs along discrete external binding
paths during MCM helicase unwinding. Nucleic Acids Research, 2011, 39, 6585-6595.

A clamp-like biohybrid catalyst for DNA oxidation. Nature Chemistry, 2013, 5, 945-951. 13.6 64

Intricacies in ATP-Dependent Clamp Loading. Structure, 2001, 9, 999-1004.

Examination of the Role of the Clamp-loader and ATP Hydrolysis in the Formation of the Bacteriophage

T4 Polymerase Holoenzyme. Journal of Molecular Biology, 2003, 326, 435-451. 4.2 46

Protein-Protein Interactions in the Bacteriophage T4 Replisome. Journal of Biological Chemistry, 2003,
278,3145-3152.

On the Solution Structure of the T4 Sliding Clamp (gp45). Biochemistry, 2004, 43, 12723-12727. 2.5 42

Assembly of the bacteriophage T4 primosome: Single-molecule and ensemble studies. Proceedings of
the National Academy of Sciences of the United States of America, 2005, 102, 3254-3259.

The MCM8/9 complex: A recent recruit to the roster of helicases involved in genome maintenance. DNA 0.8 40
Repair, 2019, 76, 1-10. :

Architecture of the bacteriophage T4 primosome: Electron microscopy studies of helicase (gp41) and

primase (gp61). Proceedings of the National Academy of Sciences of the United States of America, 2005,
102, 3623-3626.

Structure of Shroom domain 2 reveals a three-segmented coiled-coil required for dimerization, Rock

binding, and apical constriction. Molecular Biology of the Cell, 2012, 23, 2131-2142. 21 30
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Dynamic protein interactions in the bacteriophage T4 replisome. Trends in Biochemical Sciences, 2001,

26, 566-572.

Building a Replisome Solution Structure by Elucidation of Protein-Protein Interactions in the
Bacteriophage T4 DNA Polymerase Holoenzyme. Journal of Biological Chemistry, 2001, 276, 39340-39349.

The Application of a Minicircle Substrate in the Study of the Coordinated T4 DNA Replication. Journal
of Biological Chemistry, 2003, 278, 49828-49838.

Dissociative Properties of the Proteins within the Bacteriophage T4 Replisome. Journal of Biological 3.4 23
Chemistry, 2003, 278, 49839-49849. :

Structural Mechanisms of Hexameric Helicase Loading, Assembly, and Unwinding. F1000Research, 2016,
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Kinetics and Fidelity of Polymerization by DNA Polymerase lll from <i>Sulfolobus solfataricus</i>.
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Characterization of a Functional DnaG-Type Primase in Archaea: Implications for a Dual-Primase
System. Journal of Molecular Biology, 2010, 397, 664-676.

A trimeric DNA polymerase complex increases the native replication processivity. Nucleic Acids
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Assembly and Distributive Action of an Archaeal DNA Polymerase Holoenzyme. Journal of Molecular
Biology, 2013, 425, 4820-4836.

DNA Interactions Probed by Hydrogen-Deuterium Exchange (HDX) Fourier Transform lon Cyclotron
Resonance Mass Spectrometry Confirm External Binding Sites on the Minichromosomal Maintenance 3.4 18
(MCM) Helicase. Journal of Biological Chemistry, 2016, 291, 12467-12480.

Differential Temperature-Dependent Multimeric Assemblies of Replication and Repair Polymerases on
DNA Increase Processivity. Biochemistry, 2012, 51, 7367-7382.

Biochemical Characterization of the Human Mitochondrial Replicative Twinkle Helicase. Journal of
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Structure of a Highly Conserved Domain of Rock1 Required for Shroom-Mediated Regulation of Cell
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Mechanistic insights into how CMG helicase facilitates replication past DNA roadblocks. DNA Repair, 28 15
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Bacterial DnaB helicase interacts with the excluded strand to regulate unwinding. Journal of
Biological Chemistry, 2017, 292, 19001-19012.

Contacts and context that regulate DNA helicase unwinding and replisome progression. The Enzymes, 17 15
2019, 45, 183-223. ’

Motifs of the C-terminal domain of MCM9 direct localization to sites of mitomycin-C damage for

RADS51 recruitment. Journal of Biological Chemistry, 2021, 296, 100355.

Characterization of a coupled DNA replication and translesion synthesis polymerase
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The excluded DNA strand is SEW important for hexameric helicase unwinding. Methods, 2016, 108,
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Novel Interaction of the Bacterial-Like DnaG Primase with the MCM Helicase in Archaea. Journal of

Molecular Biology, 2013, 425, 1259-1273. 42 1

Coordination and Substitution of DNA Polymerases in Response to Genomic Obstacles. Chemical
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A hand-off of DNA between archaeal polymerases allows high-fidelity replication to resume at a
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Beyond the Lesion: Back to High Fidelity DNA Synthesis. Frontiers in Molecular Biosciences, 2021, 8, a5 3
811540. )
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