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Crystal structure of the human mitochondrial chaperonin symmetrical football complex.

Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, 6044-6049.
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Crystallization and structure determination of a symmetrical “football' complex of the mammalian
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Fine-structural variance of famllﬁ 3 carbohydrate-binding modules as extracellular biomass-sensing
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