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k Paper IF Citations

61 GenomicNvariationNinNbaboonsNfromNcentralNMozambiqueNunveilsNcomplexNevolutionaryNrelationshipsN
withNotherNPapioNspeciesddNBmcsEcologysandsEvolutionbN2022bNhhbNjj 21 0

60 IdentifyingNaNlivingNgreatcgrandsonNofNtheNLakotaNSiouxNleaderNTatankaNIyotakeNWSittingNxullXdNSciences
AdvancesbN2021bNmbNeabhhfgi 14.3 0

59 PhysicalNactivityNattenuatesNpostprandialNhyperglycaemiaNinNhomozygousNTxygzjNlosscofcfunctionN
mutationNcarriersdNDiabetologiabN2021bNljbNgmokcgnfj 10.3 3

58
wNlargecscaleNgenomecwideNgeneNexpressionNanalysisNinNperipheralNbloodNidentifiesNveryNfewN
differentiallyNexpressedNgenesNrelatedNtoNantidepressantNtreatmentNandNresponseNinNpatientsNwithN
majorNdepressiveNdisorderdNNeuropsychopharmacologybN2021bNjlbNgihjcgiih

8.7 0

57 TheNgeneticNhistoryNofNGreenlandicc uropeanNcontactdNCurrentsBiologybN2021bNigbNhhgjchhgodej 6.3 1

56 HighNgeneticNdiversityNandNlowNdifferentiationNreflectNtheNecologicalNversatilityNofNtheNwfricanN
leoparddNCurrentsBiologybN2021bNigbNgnlhcgnmgdek 6.3 6

55 PredictorsNandNtrajectoriesNofNtreatmentNresponseNtoNSSRIsNinNpatientsNsufferingNfromNPTSzdN
PsychiatrysResearchbN2021bNifgbNggiolj 9.9 2

54 TheNderivedNalleleNofNaNnovelNintergenicNvariantNatNchromosomeNggNassociatesNwithNlowerNbodyNmassN
indexNandNaNfavorableNmetabolicNphenotypeNinNGreenlandersdNPLoSsGeneticsbN2020bNglbNegffnkjj 6 1

53 PopulationNgenomicsNofNtheNVikingNworlddNNaturebN2020bNknkbNiofciol 50.4 35

52 FastNandNaccurateNrelatednessNestimationNfromNhighcthroughputNsequencingNdataNinNtheNpresenceNofN
inbreedingdNGigaSciencebN2019bNnbN 7.6 29

51 wncestrycspecificNassociationNmappingNinNadmixedNpopulationsdNGeneticsEpidemiologybN2019bNjibNkflckhg 2.6 19

50 PopulationNGenomicNwnalysesNofNzNwNfromNwncientNRemainsN2019bNhokcjf 0

49 zetectingNNaturalNSelectionN2019bNiomcjf 5

48 LinkageNzisequilibriumbNRecombinationNandNHaplotypeNStructureN2019bNkgcnl

47 GenomecWideNwssociationNStudiesN2019bNkomckkf 2

46 PopulationNStructurebNzemographyNandNRecentNwdmixtureN2019bNhjmchmj 0

45 StatisticalNMethodsNtoNzetectNwrchaicNwdmixtureNandNIdentifyNIntrogressedNSequencesN2019bNhmkchf 0
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44 zescentcxasedNGeneNMappingNinNPedigreesNandNPopulationsN2019bNkmickol 2

43 ImprovingNGeneticNwssociationNwnalysisNthroughNIntegrationNof´ FunctionalNwnnotationsNofNtheN
HumanNGenomeN2019bNlmocif

42 wlleleNfrequencycfreeNinferenceNofNcloseNfamilialNrelationshipsNfromNgenotypesNorNlowcdepthN
sequencingNdatadNMolecularsEcologybN2019bNhnbNikcjn 5.7 28

41 yonservationNGeneticsN2019bNjkmcjf 3

40 GeneticNarchitectureNofNobesityNandNrelatedNmetabolicNtraitscrecentNinsightsNfromNisolatedN
populationsdNCurrentsOpinionsinsGeneticssandsDevelopmentbN2018bNkfbNmjcmn 4.9 3

39 GeneticNdeterminantsNofNglycatedNhemoglobinNlevelsNinNtheNGreenlandicNInuitNpopulationdNEuropeans
JournalsofsHumansGeneticsbN2018bNhlbNnlncnmk 5.3 3

38 PhysiologicalNandNGeneticNwdaptationsNtoNzivingNinNSeaNNomadsdNCellbN2018bNgmibNklocknfdegk 56.2 82

37 LosscofcfunctionNvariantsNinNwzyYiNincreaseNriskNofNobesityNandNtypeNhNdiabetesdNNaturesGeneticsbN
2018bNkfbNgmhcgmj 36.3 97

36 IdentificationNofNnovelNhighcimpactNrecessivelyNinheritedNtypeNhNdiabetesNriskNvariantsNinNtheN
GreenlandicNpopulationdNDiabetologiabN2018bNlgbNhffkchfgk 10.3 11

35 yohortcwideNdeepNwholeNgenomeNsequencingNandNtheNallelicNarchitectureNofNcomplexNtraitsdNNatures
CommunicationsbN2018bNobNjlmj 17.4 19

34 TheN ffectNofNanN xtremeNandNProlongedNPopulationNxottleneckNonNPatternsNofNzeleteriousN
VariationpNInsightsNfromNtheNGreenlandicNInuitdNGeneticsbN2017bNhfkbNmnmcnfg 4 31

33 wrchaicNwdaptiveNIntrogressionNinNTxXgkeWwRShdNMolecularsBiologysandsEvolutionbN2017bNijbNkfockhj 8.3 63

32 wNgenomicNhistoryNofNwboriginalNwustraliadNNaturebN2016bNkinbNhfmchgj 50.4 268

31 IdentificationNofNNovelNGeneticNzeterminantsNofN rythrocyteNMembraneNFattyNwcidNyompositionN
amongNGreenlandersdNPLoSsGeneticsbN2016bNghbNegfflggo 6 16

30 GeneticsNofNTypeNhNziabetespNtheNPowerNofNIsolatedNPopulationsdNCurrentsDiabetessReportsbN2016bNglbNlk 5.6 17

29 POPULwTIONNG N TIySdNGenomicNevidenceNforNtheNPleistoceneNandNrecentNpopulationNhistoryNofN
NativeNwmericansdNSciencebN2015bNijobNaabinnj 33.3 317

28 TheNancestryNandNaffiliationsNofNKennewickNMandNNaturebN2015bNkhibNjkkcjkn 50.4 157

27 GreenlandicNInuitNshowNgeneticNsignaturesNofNdietNandNclimateNadaptationdNSciencebN2015bNijobNgijicm 33.3 298
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26 NgsRelatepNaNsoftwareNtoolNforNestimatingNpairwiseNrelatednessNfromNnextcgenerationNsequencingN
datadNBioinformaticsbN2015bNigbNjffocgg 7.2 39

25 NewNevidenceNforNhybridNzonesNofNforestNandNsavannaNelephantsNinNyentralNandNWestNwfricadN
MolecularsEcologybN2015bNhjbNlgijcjm 5.7 30

24 UncoveringNtheNgeneticNhistoryNofNtheNpresentcdayNGreenlandicNpopulationdNAmericansJournalsofs
HumansGeneticsbN2015bNolbNkjclo 11 61

23 ziabetesNinNPopulationNIsolatespNLessonsNfromNGreenlanddNReviewsofsDiabeticsStudiesbN2015bNghbNihfco 3.6 4

22 TheNgenomeNofNaNLateNPleistoceneNhumanNfromNaNylovisNburialNsiteNinNwesternNMontanadNNaturebN
2014bNkflbNhhkco 50.4 357

21 UpperNPalaeolithicNSiberianNgenomeNrevealsNdualNancestryNofNNativeNwmericansdNNaturebN2014bNkfkbNnmcog50.4 581

20 PaleogenomicsdNGenomicNstructureNinN uropeansNdatingNbackNatNleastNilbhffNyearsdNSciencebN2014bN
ijlbNgggicn 33.3 232

19 TwoNancientNhumanNgenomesNrevealNPolynesianNancestryNamongNtheNindigenousNxotocudosNofN
xrazildNCurrentsBiologybN2014bNhjbNRgfikcm 6.3 62

18 TheNgeneticNprehistoryNofNtheNNewNWorldNwrcticdNSciencebN2014bNijkbNghkknih 33.3 204

17 wNcommonNGreenlandicNTxygzjNvariantNconfersNmuscleNinsulinNresistanceNandNtypeNhNdiabetesdN
NaturebN2014bNkghbNgofci 50.4 258

16 RelatewdmixpNaNsoftwareNtoolNforNestimatingNrelatednessNbetweenNadmixedNindividualsdN
BioinformaticsbN2014bNifbNgfhmcn 7.2 41

15 RecalibratingN quusNevolutionNusingNtheNgenomeNsequenceNofNanNearlyNMiddleNPleistoceneNhorsedN
NaturebN2013bNjoobNmjcn 50.4 563

14 yalculationNofNTajimaVsNzNandNotherNneutralityNtestNstatisticsNfromNlowNdepthNnextcgenerationN
sequencingNdatadNBMCsBioinformaticsbN2013bNgjbNhno 3.6 140

13 wNgenomecwideNscanNinNaffectedNsiblingNpairsNwithNidiopathicNrecurrentNmiscarriageNsuggestsNgeneticN
linkagedNMolecularsHumansReproductionbN2011bNgmbNimocnk 4.4 61

12 wNhighcresolutionNmapNofNhumanNevolutionaryNconstraintNusingNhoNmammalsdNNaturebN2011bNjmnbNjmlcnh 50.4 802

11 NewNfamiliesNofNhumanNregulatoryNRNwNstructuresNidentifiedNbyNcomparativeNanalysisNofNvertebrateN
genomesdNGenomesResearchbN2011bNhgbNgohocji 9.7 76

10 TrueNsinglecmoleculeNzNwNsequencingNofNaNpleistoceneNhorseNbonedNGenomesResearchbN2011bNhgbNgmfkcgo9.7 99

9 wNmethodNforNdetectingNIxzNregionsNsimultaneouslyNinNmultipleNindividualsccwithNapplicationsNtoN
diseaseNgeneticsdNGenomesResearchbN2011bNhgbNgglncnf 9.7 38
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8 wncientNhumanNgenomeNsequenceNofNanNextinctNPalaeoc skimodNNaturebN2010bNjlibNmkmclh 50.4 567

7 NaturalNselectionNandNtheNdistributionNofNidentitycbycdescentNinNtheNhumanNgenomedNGeneticsbN2010bN
gnlbNhokcifn 4 75

6 wNprobabilisticNmodelNofNRNwNconformationalNspacedNPLoSsComputationalsBiologybN2009bNkbNegfffjfl 5 68

5 RelatednessNmappingNandNtractsNofNrelatednessNforNgenomecwideNdataNinNtheNpresenceNofNlinkageN
disequilibriumdNGeneticsEpidemiologybN2009bNiibNhllcmj 2.6 73

4 wsappNaNframeworkNforNovercrepresentationNstatisticsNforNtranscriptionNfactorNbindingNsitesdNPLoSs
ONEbN2008bNibNeglhi 3.7 35

3 yohortcwideNdeepNwholeNgenomeNsequencingNandNtheNallelicNarchitectureNofNcomplexNtraits 1

2 wncestrycspecificNassociationNmappingNinNadmixedNpopulations 5

1 wrchaicNadaptiveNintrogressionNinNTxXgkeWwRSh 3
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