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ARTICLE IF CITATIONS

Heimler Syndrome Is Caused by Hypomorphic Mutations in the Peroxisome-Biogenesis Genes PEX1 and
PEX6. American Journal of Human Genetics, 2015, 97, 535-545.

DNA Diagnostics of Hereditary Hearing Loss: A Targeted Resequencing Approach Combined with a

Mutation Classification System. Human Mutation, 2016, 37, 812-819. 2:5 76

Osmotic stress inhibits leaf growth of <i>Arabidopsis thaliana</i> by enhancing ARFa€mediated auxin
responses. New Phytologist, 2020, 226, 1766-1780.

Genetic Association Analysis in a Clinically and Histologically Confirmed Otosclerosis Population
Confirms Association With the TGFB1 Gene but Suggests an Association of the RELN Gene With a 1.3 17
Clinically Indistinguishable Otosclerosis-Like Phenotype. Otology and Neurotology, 2014, 35, 1058-1064.

Variants affecting diverse domains of MEPE are associated with two distinct bone disorders, a
craniofacial bone defect and otosclerosis. Genetics in Medicine, 2019, 21, 1199-1208.

Insufficient evidence for a role of SERPINF1 in otosclerosis. Molecular Genetics and Genomics, 2019,

294,1001-1006. 21 1

A wide range of protective and predisposing variants in aggrecan influence the susceptibility for

otosclerosis. Human Genetics, 2022, 141, 951-963.

Genetic and clinical diagnosis in non-syndromic hearing loss. Hearing, Balance and Communication, 0.4 5
2013, 11, 138-145. )



