6

papers

6

all docs

1478505

394 6
citations h-index
6 6
docs citations times ranked

1872680

g-index

625

citing authors



# ARTICLE IF CITATIONS

Genome-Wide Prediction and Validation of Intergenic Enhancers in Arabidopsis Using Open Chromatin

Signatures. Plant Cell, 2015, 27, 2415-2426.

Cold stress induces enhanced chromatin accessibility and bivalent histone modifications H3K4me3 and 8.8 119
H3K27me3 of active genes in potato. Genome Biology, 2019, 20, 123. :

Towards genome-wide prediction and characterization of enhancers in plants. Biochimica Et
Biophysica Acta - Gene Regulatory Mechanisms, 2017, 1860, 131-139.

Genomic editing of intronic enhancers unveils their role in fine-tuning tissue-specific gene expression 6.6 43
in <i>Arabidopsis thaliana</i>. Plant Cell, 2021, 33, 1997-2014. :

Amplification and adaptation of centromeric repeats in polyploid switchgrass species. New

Phytologist, 2018, 218, 1645-1657.

Rapid validation of transcriptional enhancers using agrobacterium-mediated transient assay. Plant 43 13
Methods, 2019, 15, 21. :



