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A multilocus genetic study evidences the association of autoimmune-related genes with Psoriatic
Arthritis in Italian patients. Immunobiology, 2022, 227, 152232.

Impact of TRAF3IP2, IL10 and HCP5 Genetic Polymorphisms in the Response to TNF-i Treatment in Patients

with Psoriatic Arthritis. Journal of Personalized Medicine, 2022, 12, 1094. 11 1

Altered expression of miR-142, miR-155, miR-499a and of their putative common target <i>MDM2«</[i> in
systemic lupus erythematosus. Epigenomics, 2021, 13, 5-13.

Inhibition of HECT E3 ligases as potential therapy for COVID-19. Cell Death and Disease, 2021, 12, 310. 2.7 33

mRNA expression analysis confirms CD44 splicing impairment in systemic lupus erythematosus patients.
Lupus, 2021, 30, 1086-1093.

Emerging Role of microRNAs and Long Non-Coding RNAs in SjAqgrena€™s Syndrome. Genes, 2021, 12, 903. 1.0 9

What Is in the Field for Genetics and Epigenetics of Diabetic Neuropathy: The Role of MicroRNAs.
Journal of Diabetes Research, 2021, 2021, 1-10.

VDR Polymorphisms in Autoimmune Connective Tissue Diseases: Focus on Italian Population. Journal of

Immunology Research, 2021, 2021, 1-6. 0.9 10

Expression profiles of the SARS-CoV-2 host invasion genes in nasopharyngeal and oropharyngeal
swabs of COVID-19 patients. Heliyon, 2020, 6, e€05143.

COVID-19 and Genetic Variants of Protein Involved in the SARS-CoV-2 Entry into the Host Cells. Genes, 10 88
2020, 11, 1010. ’

Genetic variants of the human host influencing the coronavirus-associated phenotypes (SARS, MERS) Tj ETQq1 1 0/84314 rgBT [Ov

Mitochondrial DNA Copy Number in Peripheral Blood Is Reduced in Type 2 Diabetes Patients with
Polyneuropathy and Associated with a <i>MIR499A<[i> Gene Polymorphism. DNA and Cell Biology, 2020, 0.9 18
39, 1467-1472.

Expression study of candidate miRNAs and evaluation of their potential use as biomarkers of diabetic
neuropathy. Epigenomics, 2020, 12, 575-585.

Precision Medicine in Non-Communicable Diseases. High-Throughput, 2020, 9, 3. 4.4 9

miRNAs in drug response variability: potential utility as biomarkers for personalized medicine.
Pharmacogenomics, 2019, 20, 1049-1059.

A common polymorphism in MIR155 gene promoter region is associated with a lower risk to develop

type 2 diabetes. Acta Diabetologica, 2019, 56, 717-718. 1.2 4

Genetics and Autoimmunity. , 2019, , 93-104.

STAT4, TRAF3IP2, IL10, and HCP5 Polymorphisms in S{Mgrené@”‘s Syndrome: Association with Disease

Susceptibility and Clinical Aspects. Journal of Inmunology Research, 2019, 2019, 1-8. 0.9 25
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Association between a MIR499A polymorphism and diabetic neuropathy in type 2 diabetes. Journal of

Diabetes and Its Complications, 2018, 32, 11-17.

Evaluation of <i>ATG5<[i> polymorphisms in Italian patients with systemic lupus erythematosus:

contribution to disease susceptibility and clinical phenotypes. Lupus, 2018, 27, 1464-1469. 08 25

Impact of glutathione transferases genes polymorphisms in nevirapine adverse reactions: a possible
role for GSTM1 in SJS/TEN susceptibility. European Journal of Clinical Pharmacology, 2017, 73, 1253-1259.

Polymorphisms in MIR122, MIR196A2, and MIR124A Genes are Associated with Clinical Phenotypes in

Inflammatory Bowel Diseases. Molecular Diagnosis and Therapy, 2017, 21, 107-114. 1.6 17

A polymorphism upstream MIR1279 gene is associated with pericarditis development in Systemic Lupus
Erythematosus and contributes to definition of a genetic risk profile for this complication. Lupus,
2017, 26, 841-848.

Polymorphisms in miRNA genes and their involvement in autoimmune diseases susceptibility. 13 23
Immunologic Research, 2017, 65, 811-827. ’

Polymorphisms in STAT4, PTPN2, PSORS1C1 and TRAF3IP2 Genes Are Associated with the Response to TNF

Inhibitors in Patients with Rheumatoid Arthritis. PLoS ONE, 2017, 12, e0169956.




