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Single-cell ATAC-seq reveals GATA2-dependent priming defect in myeloid and a maturation bottleneck in
lymphoid lineages. Blood Advances, 2021, 5, 2673-2686.

Resistance to inflammation underlies enhanced fitness in clonal hematopoiesis. Science, 2021, 374,
768-772. 126 93

Loss of nr4al abrogates Fitness of asx|1-mutant Hematopoietic Clones. Blood, 2021, 138, 3272-3272.

External signals regulate continuous transcriptional states in hematopoietic stem cells. ELife, 2021, 6.0 10
10,. )

Common variants in signaling transcription-factor-binding sites drive phenotypic variability in red
blood cell traits. Nature Genetics, 2020, 52, 1333-1345.

CHD7 and Runx1 interaction provides a braking mechanism for hematopoietic differentiation.
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and mTOR Signaling to Promote Liver Growth in Zebrafish and Proliferation of HumanAHepatocytes. 1.3 69
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Distinct Roles for Matrix Metalloproteinases 2 and 9 in Embryonic Hematopoietic Stem Cell
Emergence, Migration, and Niche Colonization. Stem Cell Reports, 2017, 8, 1226-1241.
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Genome-wide Trans-ethnic Meta-analysis Identifies Seven Genetic Loci Influencing Erythrocyte Traits
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A chemical screen in zebrafish embryonic cells establishes that Akt activation is required for neural
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