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39 DetectionPofPaPSyRSe–oVejPvariantPofPconcernPinPSouthPyfricafPNaturedP2021dPmqjdPlkpellk 50.4 685

38 EscapePofPSyRSe–oVejPmhiYfVjPfromPneutralizationPbyPconvalescentPplasmafPNaturedP2021dPmqkdPiljeiln 50.4 344

37 SixteenPnovelPlineagesPofPSyRSe–oVejPinPSouthPyfricafPNaturemMedicinedP2021dPjodPllhelln 50.5 206

36 RapidPepidemicPexpansionPofPthePSyRSe–oVejPOmicronPvariantPinPsouthernPyfricaffPNaturedP2022dP 50.4 205

35 EscapePofPSyRSe–oVejPmhiYfVjPfromPneutralizationPbyPconvalescentPplasma 71

34 ThePemergencePandPongoingPconvergentPevolutionPofPthePSyRSe–oVejPNmhiYPlineagesfPCelldP2021dP
ipldPmipqemjhhfeo 56.2 61

33 WholePGenomePSequencingPofPSyRSe–oVejrPydaptingPIlluminaPProtocolsPforPQuickPandPyccurateP
OutbreakPInvestigationPduringPaPPandemicfPGenesdP2020dPiidP 4.2 39

32 EarlyPtransmissionPofPSyRSe–oVejPinPSouthPyfricarPynPepidemiologicalPandPphylogeneticPreportfP
InternationalmJournalmofmInfectiousmDiseasesdP2021dPihkdPjklejli 10.5 37

31 yPyearPofPgenomicPsurveillancePrevealsPhowPthePSyRSe–oVejPpandemicPunfoldedPinPyfricafPSciencedP
2021dPkoldPljkelki 33.3 35

30 PersistentPSyRSe–oVejPinfectionPandPintraehostPevolutionPinPassociationPwithPadvancedPHIVPinfection 32

29 yPgenomicsPnetworkPestablishedPtoPrespondPrapidlyPtoPpublicPhealthPthreatsPinPSouthPyfricafPLancetm
Microbe,mThedP2020dPidPejjqeejkh 22.2 30

28 IdentifyingPRecentPHIVPInfectionsrPFromPSerologicalPyssaysPtoPGenomicsfPVirusesdP2015dPodPmmhpejl 6.2 23

27 EmergencePandPphenotypicPcharacterizationPofP–fifjdPaPgloballyPdetectedPlineagePthatPrapidlyP
accumulatedPmutationsPofPconcern 23

26 OrigindPimportsPandPexportsPofPHIVeiPsubtypeP–PinPSouthPyfricarPyPhistoricalPperspectivefPInfection,m
GeneticsmandmEvolutiondP2016dPlndPjhhejhp 4.5 22

25 SyRSe–oVejPprolongedPinfectionPduringPadvancedPHIVPdiseasePevolvesPextensivePimmunePescapeffP
CellmHostmandmMicrobedP2022dP 23.4 22

24 EarlyPtransmissionPofPSyRSe–oVejPinPSouthPyfricarPynPepidemiologicalPandPphylogeneticPreportP2020
dP 20

23 HIVeiPandPSyRSe–oVejrPPatternsPinPthePevolutionPofPtwoPpandemicPpathogensfPCellmHostmandmMicrobedP
2021dPjqdPihqkeiiih 23.4 19

Eduan Wilkinson

2



22 HistoryPandPoriginPofPthePHIVeiPsubtypeP–PepidemicPinPSouthPyfricaPandPthePgreaterPsouthernPyfricanP
regionfPScientificmReportsdP2015dPmdPinpqo 4.9 18

21 yPnovelPvariantPofPinterestPofPSyRSe–oVejPwithPmultiplePspikePmutationsPdetectedPthroughPtravelP
surveillancePinPyfrica 17

20 HighPResolutionPanalysisPofPTransmissionPDynamicsPofPSarse–ovejPinPTwoPMajorPHospitalPOutbreaksP
inPSouthPyfricaPLeveragingPIntrahostPDiversityP2020dP 15

19 TrackingPexternalPintroductionsPofPHIVPusingPphylodynamicsPrevealsPaPmajorPsourcePofPinfectionsPinP
ruralPKwaZulueNataldPSouthPyfricafPVirusmEvolutiondP2018dPldPveyhko 3.7 15

18 SyRSe–oVejPshiftingPtransmissionPdynamicsPandPhiddenPreservoirsPpotentiallyPlimitPefficacyPofPpublicP
healthPinterventionsPinPItalyfPCommunicationsmBiologydP2021dPldPlpq 6.7 13

17 RapidPepidemicPexpansionPofPthePSyRSe–oVejPOmicronPvariantPinPsouthernPyfrica 12

16 SyRSe–oVejPevolvedPduringPadvancedPHIVPdiseasePimmunosuppressionPhasPzetaelikePescapePofP
vaccinePandPDeltaPinfectionPelicitedPimmunityfP2021dP 12

15 NextPGenerationPSequencingPandPzioinformaticsPynalysisPofPFamilyPGeneticPInheritancefPFrontiersminm
GeneticsdP2020dPiidPmllinj 4.5 11

14 ynalysisPofPViralPDiversityPinPRelationPtoPthePRecencyPofPHIVei–PInfectionPinPzotswanafPPLoSmONEdP
2016dPiidPehinhnlq 3.7 9

13 MultiplePEarlyPIntroductionsPofPSyRSe–oVejPtoP–apePTowndPSouthPyfricafPVirusesdP2021dPikdP 6.2 9

12 DetectionPofPtransmissionPclustersPofPHIVeiPsubtypeP–PoverPaPjieyearPperiodPinP–apePTowndPSouthP
yfricafPPLoSmONEdP2014dPqdPeihqjqn 3.7 8

11
SequencingPandPphylogeneticPanalysisPofPnearPfullelengthPHIVeiPsubtypesPydPzdPGPandPuniqueP
recombinantPy–PandPyDPviralPstrainsPidentifiedPinPSouthPyfricafPAIDSmResearchmandmHumanm
RetrovirusesdP2015dPkidPlijejh

1.6 7

10 –ombiningPPhylogeneticPandPNetworkPypproachesPtoPIdentifyPHIVeiPTransmissionPLinksPinPSanP
MateoP–ountydP–aliforniafPFrontiersminmMicrobiologydP2018dPqdPjoqq 5.7 5

9 SyRSe–oVejPGeneticPdiversityPandPlineagePdynamicsPofPinPEgypt 3

8 yPyearPofPgenomicPsurveillancePrevealsPhowPthePSyRSe–oVejPpandemicPunfoldedPinPyfrica 3

7 EmergencePandPphenotypicPcharacterizationPofPthePglobalPSyRSe–oVejP–fifjPlineageffPNaturem
CommunicationsdP2022dPikdPiqon 17.4 3

6 HighPratePofPoccultPhepatitisPzPvirusPinfectionPinPhemodialysisPunitsPofPKwaZulueNataldPSouthPyfricafP
JournalmofmMedicalmVirologydP2019dPqidPioqoeiphk 19.7 2

5 FactorsPinfluencingPHIVeiPphylogeneticPclusteringfPCurrentmOpinionminmHIVmandmAIDSdP2019dPildPinieioj 4.2 2
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4 –omparisonPofPSyRSe–oVejPsequencingPusingPthePONTPGridIONPandPthePIlluminaPMiSeqffPBMCm
GenomicsdP2022dPjkdPkiq 4.5 2

3 ReplacementPofPthePGammaPbyPthePDeltaPvariantPinPzrazilrPImpactPofPlineagePdisplacementPonPtheP
ongoingPpandemicffPVirusmEvolutiondP2022dPpdPveachjl 3.7 1

2 TheProlePofPhigheriskPgeographiesPinPthePperpetuationPofPthePHIVPepidemicPinPruralPSouthPyfricarPyP
spatialPmolecularPepidemiologyPstudyfPPLOSmGlobalmPublicmHealthdP2022dPjdPehhhhihm 0

1 ThePgeographyPandPinterecommunityPconfigurationPofPnewPsexualPpartnershipPformationPinPaPruralP
SouthPyfricanPpopulationPoverPfourteenPyearsPZjhhkâ��jhinafPPLOSmGlobalmPublicmHealthdP2022dPjdPehhhhhmm
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