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ARTICLE

The good, the bad and the twisted: a survey of ligand geometry in protein crystal structures. Journal

of Computer-Aided Molecular Design, 2012, 26, 169-183.

The Good, the Bad, and the Twisted Revisited: An Analysis of Ligand Geometry in Highly Resolved
Proteina€“Ligand X-ray Structures. Journal of Medicinal Chemistry, 2021, 64, 7533-7543.
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