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Comparative genomic analysis of Staphylococcus aureus isolates associated with either bovine

intramammary infections or human infections demonstrates the importance of
restriction-modification systems in host adaptation. Microbial Genomics, 2022, 8, .

9 Draft Genome Sequences of 113 Escherichia coli Strains Isolated from Intramammary Infections in 0.6 1
Dairy Cattle. Microbiology Resource Announcements, 2021, 10, . :

Comparative genomic analysis of Escherichia coli isolates from cases of bovine clinical mastitis

identifies nine specific pathotype marker genes. Microbial Genomics, 2021, 7, .

Relative virulence of Staphylococcus aureus bovine mastitis strains representing the main Canadian
4 spa types and clonal complexes as determined using in vitro and in vivo mastitis models. Journal of 3.4 8
Dairy Science, 2021, 104, 11904-11921.



