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ARTICLE IF CITATIONS

Evaluating methylation of human ribosomal DNA at each CpG site reveals its utility for cancer
detection using cell-free DNA. Briefings in Bioinformatics, 2022, 23, .

Genome-wide cell-free DNA methylation analyses improve accuracy of non-invasive diagnostic imaging 19. 30
for early-stage breast cancer. Molecular Cancer, 2021, 20, 36. :

cfDNApipe: a comprehensive quality control and analysis pipeline for cell-free DNA high-throughput

sequencing data. Bioinformatics, 2021, 37, 4251-4252.

DISMIR: <u>D</u>eep learning-based noninvasive cancer detection by <u>i</u>ntegrating DNA
<u>s<[u>equence and methylation information of <u>i</u>ndividual cell-free DNA <u>r<ﬁ1>eads. 6.5 24
Briefings in Bioinformatics, 2021, 22, .



