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393 phronicHmucocutaneousHcandidiasisHinHhumansHwithHinbornHerrorsHofHinterleukinUYdHimmunityVH
ScienceTH2011TH33ZTHcbUe 33.3 1309

392 nutoantibodiesHagainstHtypeHvHvs~sHinHpatientsHwithHlifeUthreateningHpOôvqUYfVHScienceTH2020TH3dXTH 33.3 1090

391 vnbornHerrorsHofHtypeHvHvs~HimmunityHinHpatientsHwithHlifeUthreateningHpOôvqUYfVHScienceTH2020TH3dXTH 33.3 994

390 çyR3HdeficiencyHinHpatientsHwithHherpesHsimplexHencephalitisVHScienceTH2007TH3YdTHYbZZUd 33.3 842

389 teneticHdissectionHofHimmunityHtoHmycobacteriagHtheHhumanHmodelVHAnnualWReviewWofWImmunologyTH
2002THZXTHbeYUcZX 34.7 771

388 zutationsHofHtheHRrçHprotoUoncogeneHinHuirschsprungOsHdiseaseVHNatureTH1994TH3cdTH3deUeX 50.4 674

387 ’yogenicHbacterialHinfectionsHinHhumansHwithHzyqeeHdeficiencyVHScienceTH2008TH3ZYTHcfYUc 33.3 608

386 uerpesHsimplexHvirusHencephalitisHinHhumanHé~pUf3oHdeficiencyVHScienceTH2006TH3YaTH3XeUYZ 33.3 601

385 tainUofUfunctionHhumanHàçnçYHmutationsHimpairHvyUYdHimmunityHandHunderlieHchronicH
mucocutaneousHcandidiasisVHJournalWofWExperimentalWMedicineTH2011THZXeTHYc3bUae 16.6 599

384 nutoantibodiesHagainstHvyUYdnTHvyUYdsTHandHvyUZZHinHpatientsHwithHchronicHmucocutaneousHcandidiasisH
andHautoimmuneHpolyendocrineHsyndromeHtypeHvVHJournalWofWExperimentalWMedicineTH2010THZXdTHZfYUd 16.6 556

383 vRseHmutationsHandHhumanHdendriticUcellHimmunodeficiencyVHNewWEnglandWJournalWofWMedicineTH2011TH
3cbTHYZdU3e 59.2 469

382 zendelianHsusceptibilityHtoHmycobacterialHdiseasegHgeneticTHimmunologicalTHandHclinicalHfeaturesHofH
inbornHerrorsHofHvs~U˛‡HimmunityVHSeminarsWinWImmunologyTH2014THZcTHabaUdX 10.7 401

381 zutationsHinHàçnç3HandHvyYZRoYHimpairHtheHdevelopmentHofHhumanHvyUYdUproducingHçHcellsVHJournalW
ofWExperimentalWMedicineTH2008THZXbTHYba3UbX 16.6 361

380 àusceptibilityHtoHleprosyHisHassociatedHwithH’nRxZHandH’npRtVHNatureTH2004THaZdTHc3cUaX 50.4 354

379 zycobacterialHdiseaseHandHimpairedHvs~U˛‡HimmunityHinHhumansHwithHinheritedHvàtYbHdeficiencyVH
ScienceTH2012TH33dTHYceaUe 33.3 348

378 WholeUgenomeHsequencingHisHmoreHpowerfulHthanHwholeUexomeHsequencingHforHdetectingHexomeH
variantsVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2015THYYZTHbad3Ue11.5 332

377 àelectiveHpredispositionHtoHbacterialHinfectionsHinHvRnxUaUdeficientHchildrengHvRnxUaUdependentHçyRsH
areHotherwiseHredundantHinHprotectiveHimmunityVHJournalWofWExperimentalWMedicineTH2007THZXaTHZaXdUZZ 16.6 329
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376 uumanHintracellularHvàtYbHpreventsHinterferonU˛–W˛†HoverUamplificationHandHautoUinflammationVH
NatureTH2015THbYdTHefUf3 50.4 311

375 plinicalHfeaturesHandHoutcomeHofHpatientsHwithHvRnxUaHandHzyqeeHdeficiencyVHMedicineWgUnitedW
StateshTH2010THefTHaX3UaZb 1.8 297

374 vzzé~Oqrsvpvr~pvràVHvmpairmentHofHimmunityHtoHpandidaHandHzycobacteriumHinHhumansHwithH
biUallelicHRORpHmutationsVHScienceTH2015TH3afTHcXcUcY3 33.3 291

373 vnfectiousHdiseaseVHyifeUthreateningHinfluenzaHandHimpairedHinterferonHamplificationHinHhumanHvRsdH
deficiencyVHScienceTH2015TH3aeTHaaeUb3 33.3 285

372 teneticHlocalizationHofHaHlocusHcontrollingHtheHintensityHofHinfectionHbyHàchistosomaHmansoniHonH
chromosomeHbq3YUq33VHNatureWGeneticsTH1996THYaTHYeYUa 36.3 278

371 RevisitingHhumanHvyUYZR˛†YHdeficiencygHaHsurveyHofHYaYHpatientsHfromH3XHcountriesVHMedicineWgUnitedW
StateshTH2010THefTH3eYUaXZ 1.8 277

370 rvolutionaryHdynamicsHofHhumanHçollUlikeHreceptorsHandHtheirHdifferentHcontributionsHtoHhostH
defenseVHPLoSWGeneticsTH2009THbTHeYXXXbcZ 6 272

369 uumanHçRns3HadaptorHmoleculeHdeficiencyHleadsHtoHimpairedHçollUlikeHreceptorH3HresponseHandH
susceptibilityHtoHherpesHsimplexHencephalitisVHImmunityTH2010TH33THaXXUYY 32.3 262

368 yowHpenetranceTHbroadHresistanceTHandHfavorableHoutcomeHofHinterleukinHYZHreceptorHbetaYH
deficiencygHmedicalHandHimmunologicalHimplicationsVHJournalWofWExperimentalWMedicineTH2003THYfdTHbZdU3b16.6 256

367 uumanHçyRsHandHvyUYRsHinHhostHdefensegHnaturalHinsightsHfromHevolutionaryTHepidemiologicalTHandH
clinicalHgeneticsVHAnnualWReviewWofWImmunologyTH2011THZfTHaadUfY 34.7 255

366 qeepHdermatophytosisHandHinheritedHpnRqfHdeficiencyVHNewWEnglandWJournalWofWMedicineTH2013TH
3cfTHYdXaUYdYa 59.2 245

365 vmpairedHintrinsicHimmunityHtoHuàôUYHinHhumanHi’àpUderivedHçyR3UdeficientHp~àHcellsVHNatureTH2012TH
afYTHdcfUd3 50.4 240

364 WholeUexomeHsequencingUbasedHdiscoveryHofHàçvzYHdeficiencyHinHaHchildHwithHfatalHclassicHxaposiH
sarcomaVHJournalWofWExperimentalWMedicineTH2010THZXdTHZ3XdUYZ 16.6 236

363 ’rimaryHimmunodeficienciesgHaHfieldHinHitsHinfancyVHScienceTH2007TH3YdTHcYdUf 33.3 236

362 àusceptibilityHtoHleprosyHisHlinkedHtoHtheHhumanH~Rnz’YHgeneVHJournalWofWInfectiousWDiseasesTH1998TH
YddTHY33Uab 7 234

361 vnheritedHinterleukinUYZHdeficiencygHvyYZoHgenotypeHandHclinicalHphenotypeHofHY3HpatientsHfromHsixH
kindredsVHAmericanWJournalWofWHumanWGeneticsTH2002THdXTH33cUae 11 229

360 uerpesHsimplexHencephalitisHinHchildrenHwithHautosomalHrecessiveHandHdominantHçRvsHdeficiencyVH
JournalWofWClinicalWInvestigationTH2011THYZYTHaeefUfXZ 15.9 227

359 uumanHherpesvirusHeHtransmissionHfromHmotherHtoHchildHandHbetweenHsiblingsHinHanHendemicH
populationVHLancetlWTheTH2000TH3bcTHYXcZUb 40 226
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358 uerpesHsimplexHvirusHencephalitisHinHaHpatientHwithHcompleteHçyR3HdeficiencygHçyR3HisHotherwiseH
redundantHinHprotectiveHimmunityVHJournalWofWExperimentalWMedicineTH2011THZXeTHZXe3Ufe 16.6 223

357 αUlinkedHsusceptibilityHtoHmycobacteriaHisHcausedHbyHmutationsHinH~rzOHimpairingHpqaXUdependentH
vyUYZHproductionVHJournalWofWExperimentalWMedicineTH2006THZX3THYdabUbf 16.6 222

356 vnbornHerrorsHofHinterferonHPvs~QUmediatedHimmunityHinHhumansgHinsightsHintoHtheHrespectiveHrolesHofH
vs~UalphaWbetaTHvs~UgammaTHandHvs~UlambdaHinHhostHdefenseVHImmunologicalWReviewsTH2008THZZcTHZfUaX 11.3 220

355 çheHhumanHmodelgHaHgeneticHdissectionHofHimmunityHtoHinfectionHinHnaturalHconditionsVHNatureW
ReviewsWImmunologyTH2004THaTHbbUcc 36.5 212

354 uumanHçβxZHdeficiencygHzycobacterialHandHviralHinfectionsHwithoutHhyperUvgrHsyndromeVHJournalWofW
ExperimentalWMedicineTH2015THZYZTHYcaYUcZ 16.6 209

353 vnbornHerrorsHofHhumanHvyUYdHimmunityHunderlieHchronicHmucocutaneousHcandidiasisVHCurrentW
OpinionWinWAllergyWandWClinicalWImmunologyTH2012THYZTHcYcUZZ 3.3 208

352 nnHnpçYHmutationHselectivelyHabolishesHinterleukinUYdHresponsesHinHhumansHwithHchronicH
mucocutaneousHcandidiasisVHImmunityTH2013TH3fTHcdcUec 32.3 204

351 termlineHpβooHmutationsHthatHselectivelyHaffectHmacrophagesHinHkindredsHwithHαUlinkedH
predispositionHtoHtuberculousHmycobacterialHdiseaseVHNatureWImmunologyTH2011THYZTHZY3UZY 19.1 202

350 ’artialHzpzaHdeficiencyHinHpatientsHwithHgrowthHretardationTHadrenalHinsufficiencyTHandHnaturalH
killerHcellHdeficiencyVHJournalWofWClinicalWInvestigationTH2012THYZZTHeZYU3Z 15.9 201

349 ueterozygousHçoxYHmutationsHimpairHçyR3HimmunityHandHunderlieHherpesHsimplexHencephalitisHofH
childhoodVHJournalWofWExperimentalWMedicineTH2012THZXfTHYbcdUeZ 16.6 196

348 vnbornHerrorsHofHhumanHàçnçYgHallelicHheterogeneityHgovernsHtheHdiversityHofHimmunologicalHandH
infectiousHphenotypesVHCurrentWOpinionWinWImmunologyTH2012THZaTH3caUde 7.8 194

347 pharacterizationHofHtreaterHziddleHrasternHgeneticHvariationHforHenhancedHdiseaseHgeneHdiscoveryVH
NatureWGeneticsTH2016THaeTHYXdYUc 36.3 192

346 çuberculosisHinHchildrenHandHadultsgHtwoHdistinctHgeneticHdiseasesVHJournalWofWExperimentalWMedicineTH
2005THZXZTHYcYdUZY 16.6 179

345 uumanHadenylateHkinaseHZHdeficiencyHcausesHaHprofoundHhematopoieticHdefectHassociatedHwithH
sensorineuralHdeafnessVHNatureWGeneticsTH2009THaYTHYXcUYY 36.3 173

344 çheHmutationHsignificanceHcutoffgHgeneUlevelHthresholdsHforHvariantHpredictionsVHNatureWMethodsTH
2016THY3THYXfUYX 21.6 171

343 uumanHuOv’HandHyéonpHdeficiencyHunderliesHautoinflammationTHimmunodeficiencyTH
amylopectinosisTHandHlymphangiectasiaVHJournalWofWExperimentalWMedicineTH2015THZYZTHf3fUbY 16.6 171

342
àevereHhepaticHfibrosisHinHàchistosomaHmansoniHinfectionHisHcontrolledHbyHaHmajorHlocusHthatHisH
closelyHlinkedHtoHtheHinterferonUgammaHreceptorHgeneVHAmericanWJournalWofWHumanWGeneticsTH1999TH
cbTHdXfUZY

11 171

341 tainsHofHglycosylationHcompriseHanHunexpectedlyHlargeHgroupHofHpathogenicHmutationsVHNatureW
GeneticsTH2005TH3dTHcfZUdXX 36.3 168
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340 nHgeneHforHuirschsprungHdiseaseHmapsHtoHtheHproximalHlongHarmHofHchromosomeHYXVHNatureWGenetics
TH1993THaTH3acUbX 36.3 168

339 ’rimaryHimmunodeficiencyHdiseasesHworldwidegHmoreHcommonHthanHgenerallyHthoughtVHJournalWofW
ClinicalWImmunologyTH2013TH33THYUd 5.7 166

338 ResistanceHtoHàchistosomaHmansoniHinHhumansgHinfluenceHofHtheHvgrWvgtaHbalanceHandHvgtZHinH
immunityHtoHreinfectionHafterHchemotherapyVHJournalWofWInfectiousWDiseasesTH1993THYceTHYXXXUe 7 165

337 tuidelinesHforHgeneticHstudiesHinHsingleHpatientsgHlessonsHfromHprimaryHimmunodeficienciesVHJournalW
ofWExperimentalWMedicineTH2014THZYYTHZY3dUaf 16.6 158

336 çheHhumanHgeneHdamageHindexHasHaHgeneUlevelHapproachHtoHprioritizingHexomeHvariantsVHProceedingsW
ofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2015THYYZTHY3cYbUZX 11.5 152

335 tenomicHàignaturesHofHàelectiveH’ressuresHandHvntrogressionHfromHnrchaicHuomininsHatHuumanH
vnnateHvmmunityHtenesVHAmericanWJournalWofWHumanWGeneticsTH2016THfeTHbUZY 11 149

334 nHnovelHimmunodeficiencyHassociatedHwithHhypomorphicHRntYHmutationsHandHpzôHinfectionVH
JournalWofWClinicalWInvestigationTH2005THYYbTH3ZfYUf 15.9 149

333 WholeUexomeUsequencingUbasedHdiscoveryHofHhumanHsnqqHdeficiencyVHAmericanWJournalWofWHumanW
GeneticsTH2010THedTHed3UeY 11 148

332 RibosomalHproteinHànHhaploinsufficiencyHinHhumansHwithHisolatedHcongenitalHaspleniaVHScienceTH2013TH
3aXTHfdcUe 33.3 145

331 vnheritedHpnRqfHdeficiencyHinHotherwiseHhealthyHchildrenHandHadultsHwithHpandidaHspeciesUinducedH
meningoencephalitisTHcolitisTHorHbothVHJournalWofWAllergyWandWClinicalWImmunologyTH2015THY3bTHYbbeUceVeZ 11.5 143

330 nHpartialHformHofHrecessiveHàçnçYHdeficiencyHinHhumansVHJournalWofWClinicalWInvestigationTH2009THYYfTHYbXZUYa15.9 140

329 phromosomeHcqZbHisHlinkedHtoHsusceptibilityHtoHleprosyHinHaHôietnameseHpopulationVHNatureWGenetics
TH2003TH33THaYZUb 36.3 138

328 àtepwiseHreplicationHidentifiesHaHlowUproducingHlymphotoxinUalphaHalleleHasHaHmajorHriskHfactorHforH
earlyUonsetHleprosyVHNatureWGeneticsTH2007TH3fTHbYdUZZ 36.3 135

327 vnheritedHandHacquiredHimmunodeficienciesHunderlyingHtuberculosisHinHchildhoodVHImmunologicalW
ReviewsTH2015THZcaTHYX3UZX 11.3 133

326 vnbornHerrorsHofHimmunityHtoHinfectiongHtheHruleHratherHthanHtheHexceptionVHJournalWofWExperimentalW
MedicineTH2005THZXZTHYfdUZXY 16.6 133

325 uumanHinterferonUgammaUmediatedHimmunityHisHaHgeneticallyHcontrolledHcontinuousHtraitHthatH
determinesHtheHoutcomeHofHmycobacterialHinvasionVHImmunologicalWReviewsTH2000THYdeTHYZfU3d 11.3 133

324 vnheritedHvyUYdRpHdeficiencyHinHpatientsHwithHchronicHmucocutaneousHcandidiasisVHJournalWofW
ExperimentalWMedicineTH2015THZYZTHcYfU3Y 16.6 130

323 yifeUthreateningHinfectiousHdiseasesHofHchildhoodgHsingleUgeneHinbornHerrorsHofHimmunitylVHAnnalsWofW
theWNewWYorkWAcademyWofWSciencesTH2010THYZYaTHYeU33 6.5 129
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322 vmmunologyHinHnaturagHclinicalTHepidemiologicalHandHevolutionaryHgeneticsHofHinfectiousHdiseasesVH
NatureWImmunologyTH2007THeTHYYcbUdY 19.1 129

321 uumanHgeneticsHofHinfectiousHdiseasesgHbetweenHproofHofHprincipleHandHparadigmVHJournalWofWClinicalW
InvestigationTH2009THYYfTHZbXcUYa 15.9 128

320 çwoHlociHcontrolHtuberculinHskinHtestHreactivityHinHanHareaHhyperendemicHforHtuberculosisVHJournalWofW
ExperimentalWMedicineTH2009THZXcTHZbe3UfY 16.6 126

319 vnheritedHqOpxZHqeficiencyHinH’atientsHwithHrarlyUOnsetHvnvasiveHvnfectionsVHNewWEnglandWJournalW
ofWMedicineTH2015TH3dZTHZaXfUZZ 59.2 125

318 vyZeoHallelesHassociatedHwithHpoorHhepatitisHpHvirusHPupôQHclearanceHprotectHagainstHinflammationH
andHfibrosisHinHpatientsHinfectedHwithHnonUYHupôHgenotypesVHHepatologyTH2012THbbTH3eaUfa 11.2 124

317 uumanHçollUlikeHreceptorUdependentHinductionHofHinterferonsHinHprotectiveHimmunityHtoHvirusesVH
ImmunologicalWReviewsTH2007THZZXTHZZbU3c 11.3 122

316 vnheritedHvyUYZpaXHdeficiencygHgeneticTHimmunologicTHandHclinicalHfeaturesHofHafHpatientsHfromH3XH
kindredsVHMedicineWgUnitedWStateshTH2013THfZTHYXfUYZZ 1.8 121

315 zalariaHinHhumansgH’lasmodiumHfalciparumHbloodHinfectionHlevelsHareHlinkedHtoHchromosomeH
bq3YUq33VHAmericanWJournalWofWHumanWGeneticsTH1998THc3THafeUbXb 11 120

314 sunctionalHanalysisHviaHstandardizedHwholeUbloodHstimulationHsystemsHdefinesHtheHboundariesHofHaH
healthyHimmuneHresponseHtoHcomplexHstimuliVHImmunityTH2014THaXTHa3cUbX 32.3 118

313 uumanHgeneticsHofHtuberculosisgHaHlongHandHwindingHroadVHPhilosophicalWTransactionsWofWtheWRoyalW
SocietyWB:WBiologicalWSciencesTH2014TH3cfTHZXY3XaZe 5.8 114

312 çyR3HimmunityHtoHinfectionHinHmiceHandHhumansVHCurrentWOpinionWinWImmunologyTH2013THZbTHYfU33 7.8 114

311 nHtlobalHrffortHtoHqefineHtheHuumanHteneticsHofH’rotectiveHvmmunityHtoHànRàUpoôUZHvnfectionVHCellTH
2020THYeYTHYYfaUYYff 56.2 113

310 ~ovelHprimaryHimmunodeficienciesHrevealedHbyHtheHinvestigationHofHpaediatricHinfectiousHdiseasesVH
CurrentWOpinionWinWImmunologyTH2008THZXTH3fUae 7.8 113

309 uumanHzannoseUbindingHyectinHinHvmmunitygHsriendTHsoeTHorHoothlVHJournalWofWExperimentalWMedicine
TH2004THYffTHYZfbUf 16.6 113

308 vnbornHerrorsHofHmucocutaneousHimmunityHtoHpandidaHalbicansHinHhumansgHaHroleHforHvyUYdH
cytokineslVHCurrentWOpinionWinWImmunologyTH2010THZZTHacdUda 7.8 112

307 tenomeUwideHassociationHstudyHidentifiesHvariantsHassociatedHwithHprogressionHofHliverHfibrosisHfromH
upôHinfectionVHGastroenterologyTH2012THYa3THYZaaUYZbZVeYZ 13.3 111

306 rxomeHandHgenomeHsequencingHforHinbornHerrorsHofHimmunityVHJournalWofWAllergyWandWClinicalW
ImmunologyTH2016THY3eTHfbdUfcf 11.5 111

305 uumanHRuOuHdeficiencyHcausesHçHcellHdefectsHandHsusceptibilityHtoHrôUu’ôHinfectionsVHJournalWofW
ClinicalWInvestigationTH2012THYZZTH3Z3fUad 15.9 109
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304 RevisitingHprohnOsHdiseaseHasHaHprimaryHimmunodeficiencyHofHmacrophagesVHJournalWofWExperimentalW
MedicineTH2009THZXcTHYe3fUa3 16.6 107

303 uumanHgeneticsHofHinfectiousHdiseasesgHaHunifiedHtheoryVHEMBOWJournalTH2007THZcTHfYbUZZ 13 107

302 çyR3HdeficiencyHinHherpesHsimplexHencephalitisgHhighHallelicHheterogeneityHandHrecurrenceHriskVH
NeurologyTH2014THe3THYeeeUfd 6.5 105

301 nllelesHofHtheH~Rnz’YHgeneHareHriskHfactorsHforHpediatricHtuberculosisHdiseaseVHProceedingsWofWtheW
NationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2005THYXZTHYZYe3Ue 11.5 103

300 vnheritedHpnRqfHdeficiencyHinHZHunrelatedHpatientsHwithHinvasiveHrxophialaHinfectionVHJournalWofW
InfectiousWDiseasesTH2015THZYYTHYZaYUbX 7 101

299 vnheritedHzàçYHdeficiencyHunderliesHsusceptibilityHtoHrôUu’ôHinfectionsVHPLoSWONETH2012THdTHeaaXYX 3.7 101

298 plinicalHandHepidemiologicalHassessmentHofHsteroidUresistantHnephroticHsyndromeHassociatedHwithH
theH~’uàZHRZZf HvariantVHKidneyWInternationalTH2009THdbTHdZdU3b 9.9 100

297 rstimatingHtheHageHofHrareHdiseaseHmutationsgHtheHexampleHofHçripleUnHsyndromeVHJournalWofWMedicalW
GeneticsTH2004THaYTHaabUf 5.8 100

296 vnheritedHhumanHOαaXHdeficiencyHunderlyingHclassicHxaposiHsarcomaHofHchildhoodVHJournalWofW
ExperimentalWMedicineTH2013THZYXTHYda3Ubf 16.6 99

295 yifeUthreateningHinfluenzaHpneumonitisHinHaHchildHwithHinheritedHvRsfHdeficiencyVHJournalWofW
ExperimentalWMedicineTH2018THZYbTHZbcdUZbeb 16.6 98

294 çheHgeneticHtheoryHofHinfectiousHdiseasesgHaHbriefHhistoryHandHselectedHillustrationsVHAnnualWReviewW
ofWGenomicsWandWHumanWGeneticsTH2013THYaTHZYbUa3 9.7 98

293 nnHautosomalHdominantHmajorHgeneHconfersHpredispositionHtoHpulmonaryHtuberculosisHinHadultsVH
JournalWofWExperimentalWMedicineTH2006THZX3THYcdfUea 16.6 97

292 çheHgeneHforHincontinentiaHpigmentiHisHassignedHtoHαqZeVHGenomicsTH1989THaTHaZdUf 4.3 95

291
teneticTHimmunologicalTHandHclinicalHfeaturesHofHpatientsHwithHbacterialHandHfungalHinfectionsHdueHtoH
inheritedHvyUYdRnHdeficiencyVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofW
AmericaTH2016THYY3THreZddUreZeb

11.5 94

290
àusceptibilityHtoHperiportalHPàymmersQHfibrosisHinHhumanHschistosomaHmansoniHinfectionsgHevidenceH
thatHintensityHandHdurationHofHinfectionTHgenderTHandHinheritedHfactorsHareHcriticalHinHdiseaseH
progressionVHJournalWofWInfectiousWDiseasesTH1999THYeXTHYZfeU3Xc

7 92

289 vyUYZR˛†YHdeficiencyHinHtwoHofHfiftyHchildrenHwithHsevereHtuberculosisHfromHvranTHzoroccoTHandH
çurkeyVHPLoSWONETH2011THcTHeYebZa 3.7 91

288 rvolutionaryHinsightsHintoHtheHhighHworldwideHprevalenceHofHzoyZHdeficiencyHallelesVHHumanW
MolecularWGeneticsTH2006THYbTHZcbXUe 5.6 91

287 nHnovelHprimaryHimmunodeficiencyHwithHspecificHnaturalUkillerHcellHdeficiencyHmapsHtoHtheH
centromericHregionHofHchromosomeHeVHAmericanWJournalWofWHumanWGeneticsTH2006THdeTHdZYUd 11 91

(2006-2009)
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286 vnbornHerrorsHinHR~nHpolymeraseHvvvHunderlieHsevereHvaricellaHzosterHvirusHinfectionsVHJournalWofW
ClinicalWInvestigationTH2017THYZdTH3ba3U3bbc 15.9 91

285 nutoantibodiesHneutralizingHtypeHvHvs~sHareHpresentHinHaMHofHuninfectedHindividualsHoverHdXHyearsH
oldHandHaccountHforHZXMHofHpOôvqUYfHdeathsVHScienceWImmunologyTH2021THcTH 28 91

284 nHzissenseHyRRxZHôariantHvsHaHRiskHsactorHforHrxcessiveHvnflammatoryHResponsesHinHyeprosyVHPLoSW
NeglectedWTropicalWDiseasesTH2016THYXTHeXXXaaYZ 4.8 89

283 çuberculosisHandHimpairedHvyUZ3UdependentHvs~U˛‡HimmunityHinHhumansHhomozygousHforHaHcommonH
missenseHvariantVHScienceWImmunologyTH2018TH3TH 28 88

282 nHpatientHwithHtyrosineHkinaseHZHdeficiencyHwithoutHhyperUvgrHsyndromeVHJournalWofWPediatricsTH2012TH
YcXTHYXbbUd 3.6 86

281 teneticHsusceptibilityHtoHherpesHsimplexHvirusHYHencephalitisHinHmiceHandHhumansVHCurrentWOpinionWinW
AllergyWandWClinicalWImmunologyTH2007THdTHafbUbXb 3.3 86

280 zajorHhistocompatibilityHcomplexHclassHvvHexpressionHdeficiencyHcausedHbyHaHRsαn~xHfounderH
mutationgHaHsurveyHofH3bHpatientsVHBloodTH2011THYYeTHbYXeUYe 2.2 84

279 àevereHinfluenzaHpneumonitisHinHchildrenHwithHinheritedHçyR3HdeficiencyVHJournalWofWExperimentalW
MedicineTH2019THZYcTHZX3eUZXbc 16.6 83

278 uumanHvs~U˛‡HimmunityHtoHmycobacteriaHisHgovernedHbyHbothHvyUYZHandHvyUZ3VHScienceWImmunologyTH
2018TH3TH 28 83

277 nHrecessiveHformHofHhyperUvgrHsyndromeHbyHdisruptionHofHγ~s3aYUdependentHàçnç3HtranscriptionH
andHactivityVHScienceWImmunologyTH2018TH3TH 28 82

276 uostHgeneticsHofHsevereHinfluenzagHfromHmouseHzxYHtoHhumanHvRsdVHCurrentWOpinionWinWImmunologyTH
2016TH3eTHYXfUZX 7.8 81

275 plinicalHfeaturesHofHpandidiasisHinHpatientsHwithHinheritedHinterleukinHYZHreceptorH˛†YHdeficiencyVH
ClinicalWInfectiousWDiseasesTH2014THbeTHZXaUY3 11.6 81

274 RecurrentHrhinovirusHinfectionsHinHaHchildHwithHinheritedHzqnbHdeficiencyVHJournalWofWExperimentalW
MedicineTH2017THZYaTHYfafUYfdZ 16.6 80

273 ’reexistingHautoantibodiesHtoHtypeHvHvs~sHunderlieHcriticalHpOôvqUYfHpneumoniaHinHpatientsHwithH
n’àUYVHJournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 79

272 vnheritedHvs~nRYHdeficiencyHinHotherwiseHhealthyHpatientsHwithHadverseHreactionHtoHmeaslesHandH
yellowHfeverHliveHvaccinesVHJournalWofWExperimentalWMedicineTH2019THZYcTHZXbdUZXdX 16.6 77

271 nHnovelHformHofHhumanHàçnçYHdeficiencyHimpairingHearlyHbutHnotHlateHresponsesHtoHinterferonsVH
BloodTH2010THYYcTHbefbUfXc 2.2 77

270 zycobacterialHdiseaseHinHpatientsHwithHchronicHgranulomatousHdiseasegHn´ retrospectiveHanalysisHofH
dYHcasesVHJournalWofWAllergyWandWClinicalWImmunologyTH2016THY3eTHZaYUZaeVe3 11.5 76

269 yeprosyHasHaHgeneticHdiseaseVHMammalianWGenomeTH2011THZZTHYfU3Y 3.2 76
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268 qualHçHcellUHandHoHcellUintrinsicHdeficiencyHinHhumansHwithHbiallelicHRyç’RHmutationsVHJournalWofW
ExperimentalWMedicineTH2016THZY3THZaY3UZa3b 16.6 75

267 ’artialHrecessiveHvs~U˛‡RYHdeficiencygHgeneticTHimmunologicalHandHclinicalHfeaturesHofHYaHpatientsH
fromHYYHkindredsVHHumanWMolecularWGeneticsTH2011THZXTHYbXfUZ3 5.6 75

266 ngeUdependentHzendelianHpredispositionHtoHherpesHsimplexHvirusHtypeHYHencephalitisHinHchildhoodVH
JournalWofWPediatricsTH2010THYbdTHcZ3UfTHcZfVeY 3.6 75

265 teneticsHofHhumanHsusceptibilityHtoHactiveHandHlatentHtuberculosisgHpresentHknowledgeHandHfutureH
perspectivesVHLancetWInfectiousWDiseaseslWTheTH2018THYeTHecaUedb 25.5 74

264 çheHinterplayHbetweenHenvironmentalHandHhostHfactorsHduringHanHoutbreakHofHvisceralHleishmaniasisH
inHeasternHàudanVHMicrobesWandWInfectionTH2002THaTHYaafUbd 9.3 74

263 teneticHcontrolHofHvisceralHleishmaniasisHinHaHàudaneseHpopulationgHcandidateHgeneHtestingHindicatesH
aHlinkageHtoHtheH~Rnz’YHregionVHGenesWandWImmunityTH2003THaTHYXaUf 4.4 73

262 vnheritedHtv~àYHdeficiencyHunderliesHgrowthHretardationHalongHwithHneutropeniaHandH~xHcellH
deficiencyVHJournalWofWClinicalWInvestigationTH2017THYZdTHYffYUZXXc 15.9 73

261 çheHimpactHofHhostHgeneticsHonHsusceptibilityHtoHhumanHinfectiousHdiseasesVHCurrentWOpinionWinW
ImmunologyTH1997THfTHbXfUYc 7.8 72

260 teneticHdissectionHofHimmunityHinHleprosyVHCurrentWOpinionWinWImmunologyTH2005THYdTHaaUe 7.8 71

259 plinicalHepidemiologyHofHlaboratoryUconfirmedHouruliHulcerHinHoeningHaHcohortHstudyVHTheWLancetW
GlobalWHealthTH2014THZTHeaZZU3X 13.6 70

258 nHmajorHsusceptibilityHlocusHonHchromosomeHZZqYZHplaysHaHcriticalHroleHinHtheHcontrolHofHkalaUazarVH
AmericanWJournalWofWHumanWGeneticsTH2003THd3THYXbZUcX 11 69

257 tranulomatousHreactionHtoHintradermalHinjectionHofHleprominHPzitsudaHreactionQHisHlinkedHtoHtheH
humanH~Rnz’YHgeneHinHôietnameseHleprosyHsibshipsVHJournalWofWInfectiousWDiseasesTH2000THYeYTH3XZUe 7 69

256 sullHresultsHofHtheHgenomeUwideHscanHwhichHlocalisesHaHlocusHcontrollingHtheHintensityHofHinfectionHbyH
àchistosomaHmansoniHonHchromosomeHbq3YUq33VHEuropeanWJournalWofWHumanWGeneticsTH1999THdTHeeUfd 5.3 69

255 zerkelHcellHpolyomavirusHinfectionHoccursHduringHearlyHchildhoodHandHisHtransmittedHbetweenH
siblingsVHJournalWofWClinicalWVirologyTH2013THbeTHZeeUfY 14.5 68

254 qisruptionHofHanHantimycobacterialHcircuitHbetweenHdendriticHandHhelperHçHcellsHinHhumanHà’’yZaH
deficiencyVHNatureWImmunologyTH2018THYfTHfd3Ufeb 19.1 67

253 teneticHlessonsHlearnedHfromHαUlinkedHzendelianHsusceptibilityHtoHmycobacterialHdiseasesVHAnnalsWofW
theWNewWYorkWAcademyWofWSciencesTH2011THYZacTHfZUYXY 6.5 67

252 αUlinkedHrecessiveHçyRdHdeficiencyHinH~YMHofHmenHunderHcXHyearsHoldHwithHlifeUthreateningH
pOôvqUYfVHScienceWImmunologyTH2021THcTH 28 67

251 RhinoscleromagHaHsrenchHnationalHretrospectiveHstudyHofHepidemiologicalHandHclinicalHfeaturesVH
ClinicalWInfectiousWDiseasesTH2008THadTHY3fcUaXZ 11.6 65

(2008-2016)
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250 vnheritedHpaXphoxHdeficiencyHdiffersHfromHclassicHchronicHgranulomatousHdiseaseVHJournalWofWClinicalW
InvestigationTH2018THYZeTH3fbdU3fdb 15.9 65

249 nutosomalHRecessiveHpardiomyopathyH’resentingHasHncuteHzyocarditisVHJournalWofWtheWAmericanW
CollegeWofWCardiologyTH2017THcfTHYcb3UYccb 15.1 64

248 vnbornHrrrorsHofHR~nHyariatHzetabolismHinHuumansHwithHorainstemHôiralHvnfectionVHCellTH2018THYdZTHfbZUfcbVeYe56.2 64

247 uumanHgeneticHvariantsHandHageHareHtheHstrongestHpredictorsHofHhumoralHimmuneHresponsesHtoH
commonHpathogensHandHvaccinesVHGenomeWMedicineTH2018THYXTHbf 14.4 64

246 yeprosyHasHaHgeneticHmodelHforHsusceptibilityHtoHcommonHinfectiousHdiseasesVHHumanWGeneticsTH2008TH
YZ3THZZdU3b 6.3 63

245 teneticHpredispositionHtoHclinicalHtuberculosisgHbridgingHtheHgapHbetweenHsimpleHandHcomplexH
inheritanceVHAmericanWJournalWofWHumanWGeneticsTH2000THcdTHZdaUd 11 62

244 prohnOsHdiseaseHsusceptibilityHgenesHareHassociatedHwithHleprosyHinHtheHôietnameseHpopulationVH
JournalWofWInfectiousWDiseasesTH2012THZXcTHYdc3Ud 7 61

243
RobustnessHandHpowerHofHtheHmaximumUlikelihoodUbinomialHandHmaximumUlikelihoodUscoreH
methodsTHinHmultipointHlinkageHanalysisHofHaffectedUsibshipHdataVHAmericanWJournalWofWHumanW
GeneticsTH1998THc3THc3eUad

11 60

242 nssociationHofHvyYZRoYHpolymorphismsHwithHpulmonaryHtuberculosisHinHadultsHinHzoroccoVHJournalWofW
InfectiousWDiseasesTH2004THYfXTHbeXUd 7 60

241 çheHhumanHgeneHconnectomeHasHaHmapHofHshortHcutsHforHmorbidHalleleHdiscoveryVHProceedingsWofWtheW
NationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2013THYYXTHbbbeUc3 11.5 59

240 uumanHndaptiveHvmmunityHRescuesHanHvnbornHrrrorHofHvnnateHvmmunityVHCellTH2017THYceTHdefUeXXVeYX 56.2 57

239 ~rzOHisHaHkeyHcomponentHofH~sU˛”oUHandHvRsU3UdependentHçyR3UmediatedHimmunityHtoHherpesH
simplexHvirusVHJournalWofWAllergyWandWClinicalWImmunologyTH2011THYZeTHcYXUdVeYUa 11.5 57

238 teneticHandHfunctionalHanalysisHofHcommonHzRpYHexonHdHpolymorphismsHinHleprosyHsusceptibilityVH
HumanWGeneticsTH2010THYZdTH33dUae 6.3 57

237 ’rimaryHimmunodeficienciesHofHprotectiveHimmunityHtoHprimaryHinfectionsVHClinicalWImmunologyTH
2010THY3bTHZXaUf 9 57

236 rvaluationHofHaHmodelHforHefficientHscreeningHofHtuberculosisHcontactHsubjectsVHAmericanWJournalWofW
RespiratoryWandWCriticalWCareWMedicineTH2008THYddTHYXaYUd 10.2 57

235 pomplexHsegregationHanalysisHofHleprosyHinHsouthernHôietnamVHGeneticWEpidemiologyTH1995THYZTHc3UeZ 2.6 57

234 çheHhumanHpvoYUrôrRYUrôrRZHcomplexHgovernsHkeratinocyteUintrinsicHimmunityHtoH
˛†UpapillomavirusesVHJournalWofWExperimentalWMedicineTH2018THZYbTHZZefUZ3YX 16.6 56

233 vnvasiveHpneumococcalHdiseaseHinHchildrenHcanHrevealHaHprimaryHimmunodeficiencyVHClinicalW
InfectiousWDiseasesTH2014THbfTHZaaUbY 11.6 56
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232 uumanHprimaryHimmunodeficienciesHofHtypeHvHinterferonsVHBiochimieTH2007THefTHedeUe3 4.6 56

231 zendelianHtraitsHthatHconferHpredispositionHorHresistanceHtoHspecificHinfectionsHinHhumansVHCurrentW
OpinionWinWImmunologyTH2006THYeTH3e3UfX 7.8 55

230
ôalueHofHantibioticHlevelsHinHserumHandHcardiacHvegetationsHforHpredictingHantibacterialHeffectHofH
ceftriaxoneHinHexperimentalHrscherichiaHcoliHendocarditisVHAntimicrobialWAgentsWandWChemotherapyTH
1987TH3YTHYc3ZUf

5.9 55

229
uomozygousHgainUofUfunctionHmutationHinHsiblingsHwithHaHsyndromicHformHofHrecurrentHrespiratoryH
papillomatosisVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH
2019THYYcTHYfXbbUYfXc3

11.5 55

228 uumanHgeneticsHofHinfectiousHdiseasesgHéniqueHinsightsHintoHimmunologicalHredundancyVHSeminarsWinW
ImmunologyTH2018TH3cTHYUYZ 10.7 53

227 uaploinsufficiencyHatHtheHhumanHvs~tRZHlocusHcontributesHtoHmycobacterialHdiseaseVHHumanW
MolecularWGeneticsTH2013THZZTHdcfUeY 5.6 53

226 vsolatedHcongenitalHaspleniagHaHsrenchHnationwideHretrospectiveHsurveyHofHZXHcasesVHJournalWofW
PediatricsTH2011THYbeTHYaZUeTHYaeVeY 3.6 53

225 nssociationHofHkillerHcellHimmunoglobulinUlikeHreceptorHgenesHwithHuodgkinOsHlymphomaHinHaHfamilialH
studyVHPLoSWONETH2007THZTHeaXc 3.7 52

224 rnvironmentalTHgeneticHandHimmunologicalHfactorsHinHhumanHresistanceHtoHàchistosomaHmansoniVH
ImmunologicalWInvestigationsTH1992THZYTHaZ3Ub3 2.9 52

223 nHnarrowHrepertoireHofHtranscriptionalHmodulesHresponsiveHtoHpyogenicHbacteriaHisHimpairedHinH
patientsHcarryingHlossUofUfunctionHmutationsHinHzβqeeHorHvRnxaVHNatureWImmunologyTH2014THYbTHYY3aUaZ 19.1 51

222 uighHheritabilityHofHantimycobacterialHimmunityHinHanHareaHofHhyperendemicityHforHtuberculosisH
diseaseVHJournalWofWInfectiousWDiseasesTH2010THZXYTHYbUf 7 51

221 RespectiveHrolesHofHserologicalHstatusHandHbloodHspecificHantihumanHherpesvirusHeHantibodyHlevelsHinH
humanHherpesvirusHeHintrafamilialHtransmissionHinHaHhighlyHendemicHareaVHCancerWResearchTH2004THcaTHedeZUd10.1 50

220 uumanHà~ORn3YHvariationsHimpairHcorticalHneuronUintrinsicHimmunityHtoHuàôUYHandHunderlieHherpesH
simplexHencephalitisVHNatureWMedicineTH2019THZbTHYed3UYeea 50.5 49

219 nutoUantibodiesHtoHtypeHvHvs~sHcanHunderlieHadverseHreactionsHtoHyellowHfeverHliveHattenuatedH
vaccineVHJournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 49

218 vmmunologyHtaughtHbyHhumanHgeneticsVHColdWSpringWHarborWSymposiaWonWQuantitativeWBiologyTH2013TH
deTHYbdUdZ 3.9 48

217 RevisitingHhumanHprimaryHimmunodeficienciesVHJournalWofWInternalWMedicineTH2008THZcaTHYYbUZd 10.8 47

216 zaximumUyikelihoodUoinomialHmethodHforHgeneticHmodelUfreeHlinkageHanalysisHofHquantitativeHtraitsH
inHsibshipsVHGeneticWEpidemiologyTH1999THYdTHYXZUYd 2.6 47

215 yongHsegmentHandHshortHsegmentHfamilialHuirschsprungOsHdiseasegHvariableHclinicalHexpressionHatHtheH
RrçHlocusVHJournalWofWMedicalWGeneticsTH1994TH3YTHcXZUc 5.8 47

(1994-2007)
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214 uomozygosityHforH’YYXanHunderliesHtuberculosisHinHaboutHYMHofHpatientsHinHaHcohortHofHruropeanH
ancestryVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2019THYYcTHYXa3XUYXa3a11.5 46

213 nHroleHforHinterleukinUYZWZ3HinHtheHmaturationHofHhumanHnaturalHkillerHandHpqbcSHçHcellsHinHvivoVH
BloodTH2008THYYYTHbXXeUYc 2.2 46

212 ~ewHmechanismHofHαUlinkedHanhidroticHectodermalHdysplasiaHwithHimmunodeficiencygHimpairmentHofH
ubiquitinHbindingHdespiteHnormalHfoldingHofH~rzOHproteinVHBloodTH2011THYYeTHfZcU3b 2.2 45

211 ànRàUpoôUZUrelatedHzvàUpgHnHkeyHtoHtheHviralHandHgeneticHcausesHofHxawasakiHdiseaselVHJournalWofW
ExperimentalWMedicineTH2021THZYeTH 16.6 45

210 yethalHtuberculosisHinHaHpreviouslyHhealthyHadultHwithHvyUYZHreceptorHdeficiencyVHJournalWofWClinicalW
ImmunologyTH2011TH3YTHb3dUf 5.7 44

209 zaximumUlikelihoodHexpressionHofHtheHtransmissionWdisequilibriumHtestHandHpowerHconsiderationsVH
AmericanWJournalWofWHumanWGeneticsTH1998THc3THccaUd 11 44

208 nHnovelHαUlinkedHrecessiveHformHofHzendelianHsusceptibilityHtoHmycobaterialHdiseaseVHJournalWofW
MedicalWGeneticsTH2007THaaTHecb 5.8 44

207 teneticHepidemiologyHofHinfectiousHdiseasesHinHhumansgHdesignHofHpopulationUbasedHstudiesVH
EmergingWInfectiousWDiseasesTH1998THaTHbf3UcX3 10.2 44

206 àtandardizedHWholeUoloodHçranscriptionalH’rofilingHrnablesHtheHqeconvolutionHofHpomplexHvnducedH
vmmuneHResponsesVHCellWReportsTH2016THYcTHZdddUZdfY 10.6 43

205 ngeHisHanHimportantHriskHfactorHforHonsetHandHsequelaeHofHreversalHreactionsHinHôietnameseHpatientsH
withHleprosyVHClinicalWInfectiousWDiseasesTH2007THaaTH33UaX 11.6 43

204 ’auciUHandHzultibacillaryHyeprosygHçwoHqistinctTHteneticallyH~eglectedHqiseasesVHPLoSWNeglectedW
TropicalWDiseasesTH2016THYXTHeXXXa3ab 4.8 43

203 vnheritedHvyUYeo’HdeficiencyHinHhumanHfulminantHviralHhepatitisVHJournalWofWExperimentalWMedicineTH
2019THZYcTHYdddUYdfX 16.6 42

202 ngeUdependentHassociationHbetweenHpulmonaryHtuberculosisHandHcommonHçOαHvariantsHinHtheH
eqYZUY3HlinkageHregionVHAmericanWJournalWofWHumanWGeneticsTH2013THfZTHaXdUYa 11 42

201 uumanHleukocyteHantigenHclassHvHregionHsingleUnucleotideHpolymorphismsHareHassociatedHwithH
leprosyHsusceptibilityHinHôietnamHandHvndiaVHJournalWofWInfectiousWDiseasesTH2011THZX3THYZdaUeY 7 40

200 pomparisonHofHfourHsibUpairHlinkageHmethodsHforHanalyzingHsibshipsHwithHmoreHthanHtwoHaffectedsgH
interestHofHtheHbinomialHmaximumHlikelihoodHapproachVHGeneticWEpidemiologyTH1998THYbTH3dYUfX 2.6 40

199 nHfunctionalHpromoterHvariantHinHvyYZoHpredisposesHtoHcerebralHmalariaVHHumanWMolecularWGeneticsTH
2008THYdTHZYfXUb 5.6 40

198 teneticHepidemiologyHofHhostHpredispositionHmicrofilaraemiaHinHhumanHloiasisVHTropicalWMedicineWandW
InternationalWHealthTH1999THaTHbcbUda 2.3 40

197 vnheritedHhumanHvs~U˛‡HdeficiencyHunderliesHmycobacterialHdiseaseVHJournalWofWClinicalWInvestigationTH
2020THY3XTH3YbeU3YdY 15.9 40
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196 plassicHxaposiHsarcomaHinH3HunrelatedHçurkishHchildrenHbornHtoHconsanguineousHkindredsVHPediatricsTH
2010THYZbTHedXaUe 7.4 38

195 WholeUexomeHsequencingHtoHanalyzeHpopulationHstructureTHparentalHinbreedingTHandHfamilialH
linkageVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2016THYY3THcdY3Ue11.5 37

194 nHmildHformHofHàypZfn3HdisordergHaHframeshiftHdeletionHleadsHtoHtheHparadoxicalHtranslationHofHanH
otherwiseHnoncodingHmR~nHspliceHvariantVHPLoSWONETH2012THdTHeZfdXe 3.7 37

193 vnterestHofHtumorHnecrosisHfactorUalphaHU3XeHtWnHandHinterleukinUYXHUbfZHpWnHpolymorphismsHinH
humanHnfricanHtrypanosomiasisVHInfectionlWGeneticsWandWEvolutionTH2006THcTHYZ3Uf 4.5 37

192 vnfectionHandHdiseaseHinHhumanHschistosomiasisHmansoniHareHunderHdistinctHmajorHgeneHcontrolVH
MicrobesWandWInfectionTH1999THYTHbcYUd 9.3 36

191 qominantUnegativeHmutationsHinHhumanHvycàçHunderlieHhyperUvgrHsyndromeVHJournalWofWExperimentalW
MedicineTH2020THZYdTH 16.6 36

190 uumanHçUbetHtovernsHvnnateHandHvnnateUlikeHndaptiveHvs~U˛‡HvmmunityHagainstHzycobacteriaVHCellTH
2020THYe3THYeZcUYeadVe3Y 56.2 35

189 ’leiotropicHeffectsHforH’arkinHandHyRRxZHinHleprosyHtypeUYHreactionsHandH’arkinsonOsHdiseaseVH
ProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2019THYYcTHYbcYcUYbcZa11.5 35

188 çheHzilieuHvntˆ'rieurHstudyHUHanHintegrativeHapproachHforHstudyHofHhumanHimmunologicalHvarianceVH
ClinicalWImmunologyTH2015THYbdTHZddUf3 9 35

187 zendelianHpredispositionHtoHherpesHsimplexHencephalitisVHHandbookWofWClinicalWNeurologyWoWEditedWByW
PWJWVinkenWandWGWWWBruynTH2013THYYZTHYXfYUd 3 35

186 qissectionHofHfamilialHcorrelationsHinHhepatitisHpHvirusHPupôQHseroprevalenceHsuggestsHintrafamilialH
viralHtransmissionHandHgeneticHpredispositionHtoHinfectionVHGutTH2008THbdTHYZceUda 19.2 35

185 nHtimeUdependentHlogisticHhazardHfunctionHforHmodelingHvariableHageHofHonsetHinHanalysisHofHfamilialH
diseasesVHGeneticWEpidemiologyTH1990THdTH3fYUaXd 2.6 35

184 ~eutralizingHnutoantibodiesHtoHçypeHvHvs~sHinHkYXMHofH’atientsHwithHàevereHpOôvqUYfH’neumoniaH
uospitalizedHinHzadridTHàpainVHJournalWofWClinicalWImmunologyTH2021THaYTHfYaUfZZ 5.7 35

183 çuberculinHskinHtestHnegativityHisHunderHtightHgeneticHcontrolHofHchromosomalHregionHYYpYaUYbHinH
settingsHwithHdifferentHtuberculosisHendemicitiesVHJournalWofWInfectiousWDiseasesTH2015THZYYTH3YdUZY 7 34

182 nHnovelHformHofHcellHtypeUspecificHpartialHvs~UgammaRYHdeficiencyHcausedHbyHaHgermHlineHmutationH
ofHtheHvs~tRYHinitiationHcodonVHHumanWMolecularWGeneticsTH2010THYfTHa3aUaa 5.6 34

181 rvidenceHforHaHmajorHgeneHcontrollingHsusceptibilityHtoHtegumentaryHleishmaniasisHinHaHrecentlyH
exposedHoolivianHpopulationVHAmericanWJournalWofWHumanWGeneticsTH1997THcYTHfceUdf 11 34

180 uerpesHsimplexHencephalitisHinHaHpatientHwithHaHdistinctiveHformHofHinheritedHvs~nRYHdeficiencyVH
JournalWofWClinicalWInvestigationTH2021THY3YTH 15.9 34

179 rôrRZHdeficiencyHisHassociatedHwithHmildHçUcellHabnormalitiesVHJournalWofWClinicalWImmunologyTH2013TH
33THYaUZY 5.7 33

(2013-2010)
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178 xaposiHàarcomaHofHphildhoodgHvnbornHorHncquiredHvmmunodeficiencyHtoHOncogenicHuuôUeVHPediatricW
BloodWandWCancerTH2016THc3TH3fZUd 3 33

177 ’opôizgHaHwebserverHforHvisualizingHminorHalleleHfrequenciesHandHdamageHpredictionHscoresHofH
humanHgeneticHvariationsVHBioinformaticsTH2018TH3aTHa3XdUa3Xf 7.2 33

176 vnheritedHhumanHvRnxUYHdeficiencyHselectivelyHimpairsHçyRHsignalingHinHfibroblastsVHProceedingsWofW
theWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2017THYYaTHrbYaUrbZ3 11.5 31

175 utpàgHanHonlineHtoolHforHprioritizingHdiseaseUcausingHgeneHvariantsHbyHbiologicalHdistanceVHBMCW
GenomicsTH2014THYbTHZbc 4.5 31

174 nHmajorHgeneHcontrolsHleprosyHsusceptibilityHinHaHhyperendemicHisolatedHpopulationHfromHnorthHofH
orazilVHJournalWofWInfectiousWDiseasesTH2010THZXYTHYbfeUcXb 7 31

173 teneticHpredispositionHtoHleprosygHnHmajorHgeneHrevealsHnovelHpathwaysHofHimmunityHtoH
zycobacteriumHlepraeVHSeminarsWinWImmunologyTH2006THYeTHaXaUYX 10.7 31

172 rvidenceHforHaHrecessiveHmajorHgeneHpredisposingHtoHhumanHherpesvirusHeHPuuôUeQHinfectionHinHaH
populationHinHwhichHuuôUeHisHendemicVHJournalWofWInfectiousWDiseasesTH2003THYedTHYfaaUbX 7 31

171 nmodiaquineUinducedHimmuneHagranulocytosisVHBritishWJournalWofWHaematologyTH1989THdYTHdUYY 4.5 31

170 yinkageHstudiesHdoHnotHconfirmHtheHcytogeneticHlocationHofHincontinentiaHpigmentiHonHαpYYVHHumanW
GeneticsTH1988THeXTHZeZUc 6.3 31

169 uumanHinbornHerrorsHofHimmunityHtoHinfectionHaffectingHcellsHotherHthanHleukocytesgHfromHtheH
immuneHsystemHtoHtheHwholeHorganismVHCurrentWOpinionWinWImmunologyTH2019THbfTHeeUYXX 7.8 30

168 çuberculinHskinHtestHandHinHvitroHassaysHprovideHcomplementaryHmeasuresHofHantimycobacterialH
immunityHinHchildrenHandHadolescentsVHChestTH2010THY3dTHYXdYUd 5.3 30

167 nnalysisHofHvyZeoHvariantsHinHanHrgyptianHpopulationHdefinesHtheHZXHkilobasesHminimalHregionH
involvedHinHspontaneousHclearanceHofHhepatitisHpHvirusVHPLoSWONETH2012THdTHe3ebde 3.7 30

166 yethalHvnfectiousHqiseasesHasHvnbornHrrrorsHofHvmmunitygHçowardHaHàynthesisHofHtheHtermHandH
teneticHçheoriesVHAnnualWReviewWofWPathology:WMechanismsWofWDiseaseTH2021THYcTHZ3UbX 34 30

165 yackHofHantibodyHtoHuçyôUvHandHuvôHinHpatientsHwithHmultipleHsclerosisHfromHsranceHandHsrenchHWestH
vndiesVHBritishWMedicalWJournalTH1986THZf3THaZaUb 29

164 yinkageHdisequilibriumHpatternHandHageUatUdiagnosisHareHcriticalHforHreplicatingHgeneticHassociationsH
acrossHethnicHgroupsHinHleprosyVHHumanWGeneticsTH2013THY3ZTHYXdUYc 6.3 28

163 nssociationHofHaHpolymorphismHinHtheHcollagenHvH˛–YHgeneHwithHosteoporosisHinHsrenchHwomenVH
ArthritisWandWRheumatismTH1998THaYTHYedUYee 28

162
pomparativeHefficacyHofHcefotiamTHcefmenoximeTHandHceftriaxoneHinHexperimentalHendocarditisHandH
correlationHwithHpharmacokineticsHandHinHvitroHefficacyVHAntimicrobialWAgentsWandWChemotherapyTH
1987TH3YTHbYeUZZ

5.9 28

161 ’olyclonalHexpansionHofHçpRHôbetaHZYV3HpqaHandHpqeHçHcellsHisHaHhallmarkHofHzultisystemH
vnflammatoryHàyndromeHinHphildrenVHScienceWImmunologyTH2021THcTH 28 28
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160 ’artialHvs~U˛‡RZHdeficiencyHisHdueHtoHproteinHmisfoldingHandHcanHbeHrescuedHbyHinhibitorsHofH
glycosylationVHBloodTH2013THYZZTHZ3fXUaXY 2.2 27

159 qetectionHofHaHmajorHgeneHpredisposingHtoHhumanHçHlymphotropicHvirusHtypeHvHinfectionHinHchildrenH
amongHanHendemicHpopulationHofHnfricanHoriginVHJournalWofWInfectiousWDiseasesTH2000THYeZTHaXbUYZ 7 27

158 tenomeHsearchHforHalcoholHdependenceHusingHtheHweightedHpairwiseHcorrelationHlinkageHmethodgH
interestingHfindingsHonHchromosomeHaVHGeneticWEpidemiologyTH1999THYdHàupplHYTHàaZYUc 2.6 27

157 nHôarietyHofHnluUzediatedHpopyH~umberHôariationsHpanHénderlieHvyUYZR˛†YHqeficiencyVHJournalWofW
ClinicalWImmunologyTH2018TH3eTHcYdUcZd 5.7 26

156 uighHtitersHofHantiUhumanHherpesvirusHeHantibodiesHinHelderlyHmalesHinHanHendemicHpopulationVH
JournalWofWtheWNationalWCancerWInstituteTH2002THfaTHY333Ub 9.7 26

155
olacklistingHvariantsHcommonHinHprivateHcohortsHbutHnotHinHpublicHdatabasesHoptimizesHhumanH
exomeHanalysisVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH
2019THYYcTHfbXUfbf

11.5 26

154 nssociationHofHç~sàseHregulatoryHvariantsHwithHexcessiveHinflammatoryHresponsesHbutHnotHleprosyH
perHseVHJournalWofWInfectiousWDiseasesTH2015THZYYTHfceUdd 7 25

153 vRsaHhaploinsufficiencyHinHaHfamilyHwithHWhippleOsHdiseaseVHELifeTH2018THdTH 8.9 25

152 çuberculinHskinHtestHreactivityHisHdependentHonHhostHgeneticHbackgroundHinHpolombianHtuberculosisH
householdHcontactsVHClinicalWInfectiousWDiseasesTH2012THbaTHfceUdY 11.6 25

151 àegregationHofHuynWç~sHregionHisHlinkedHtoHleprosyHclinicalHspectrumHinHfamiliesHdisplayingHmixedH
leprosyHsubtypesVHGenesWandWImmunityTH2003THaTHcdUd3 4.4 25

150 RescueHofHrecurrentHdeepHintronicHmutationHunderlyingHcellHtypeUdependentHquantitativeH~rzOH
deficiencyVHJournalWofWClinicalWInvestigationTH2019THYZfTHbe3Ubfd 15.9 25

149
yongitudinalHsurveyHofHyoaHloaHfilariasisHinHsouthernHpameroongHlongUtermHstabilityHandHfactorsH
influencingHindividualHmicrofilarialHstatusVHAmericanWJournalWofWTropicalWMedicineWandWHygieneTH1995TH
bZTH3dXUb

3.2 25

148 phronicHmucocutaneousHcandidiasisHandHconnectiveHtissueHdisorderHinHhumansHwithHimpairedH
w~xYUdependentHresponsesHtoHvyUYdnWsHandHçtsU˛†VHScienceWImmunologyTH2019THaTH 28 25

147
vncompleteHpenetranceHforHisolatedHcongenitalHaspleniaHinHhumansHwithHmutationsHinHtranslatedHandH
untranslatedHexonsVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH
2018THYYbTHreXXdUreXYc

11.5 24

146 nssociationHstudyHofHgenesHcontrollingHvyUYZUdependentHvs~U˛‡HimmunitygHàçnçaHallelesHincreaseHriskH
ofHpulmonaryHtuberculosisHinHzoroccoVHJournalWofWInfectiousWDiseasesTH2014THZYXTHcYYUe 7 24

145 vdentificationHofHaHmajorHlocusTHç~sYTHthatHcontrolsHoptUtriggeredHtumorHnecrosisHfactorHproductionH
byHleukocytesHinHanHareaHhyperendemicHforHtuberculosisVHClinicalWInfectiousWDiseasesTH2013THbdTHfc3UdX 11.6 24

144 rffectHofHignoringHgenotypeUenvironmentHinteractionHonHsegregationHanalysisHofHquantitativeHtraitsVH
GeneticWEpidemiologyTH1993THYXTHbeYUc 2.6 24

143 teneHsetHsignatureHofHreversalHreactionHtypeHvHinHleprosyHpatientsVHPLoSWGeneticsTH2013THfTHeYXX3cZa 6 23
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142 sromHinfectiousHdiseasesHtoHprimaryHimmunodeficienciesVHImmunologyWandWAllergyWClinicsWofWNorthW
AmericaTH2008THZeTHZ3bUbeTHvii 3.3 23

141
’ositiveHcorrelationHbetweenHrpsteinUoarrHvirusHviralHloadHandHantiUviralHcapsidHimmunoglobulinHtH
titersHdeterminedHforHuodgkinOsHlymphomaHpatientsHandHtheirHrelativesVHJournalWofWClinicalW
MicrobiologyTH2006THaaTHadUbX

9.7 23

140
çheHpharmacokineticsHandHextravascularHdiffusionHofHteicoplaninHinHrabbitsHandHcomparativeHefficacyH
withHvancomycinHinHanHexperimentalHendocarditisHmodelVHJournalWofWAntimicrobialWChemotherapyTH
1988THZYTHcZYU3Y

5.1 23

139 uumanHgeneticHandHimmunologicalHdeterminantsHofHcriticalHpOôvqUYfHpneumoniaVVHNatureTH2022TH 50.4 23

138 nHgeneralHefficientHandHflexibleHapproachHforHgenomeUwideHassociationHanalysesHofHimputedH
genotypesHinHfamilyUbasedHdesignsVHGeneticWEpidemiologyTH2014TH3eTHbcXUdY 2.6 22

137 tenesHandHenvironmentHinHsusceptibilityHtoHvisceralHleishmaniasisVHComptesWRendusWmWBiologiesTH2006TH
3ZfTHec3UdX 1.4 22

136 uumanHgeneticsHofHcommonHmycobacterialHinfectionsVHImmunologicWResearchTH2003THZeTHYXfUZf 4.3 22

135 satalHpytomegalovirusHvnfectionHinHanHndultHwithHvnheritedH~OàZHqeficiencyVHNewWEnglandWJournalWofW
MedicineTH2020TH3eZTHa3dUaab 59.2 21

134 nHmajorHgeneHeffectHcontrolsHresistanceHtoHcariesVHJournalWofWDentalWResearchTH2011THfXTHd3bUf 8.1 21

133 nHgenomeHwideHassociationHstudyHidentifiesHaHlncRnaHasHriskHfactorHforHpathologicalHinflammatoryH
responsesHinHleprosyVHPLoSWGeneticsTH2017THY3THeYXXcc3d 6 20

132 çyR3HcontrolsHconstitutiveHvs~U˛†HantiviralHimmunityHinHhumanHfibroblastsHandHcorticalHneuronsVH
JournalWofWClinicalWInvestigationTH2021THY3YTH 15.9 19

131 upôUnssociatedHyiverHsibrosisHandHuàqYdoY3VHNewWEnglandWJournalWofWMedicineTH2018TH3dfTHYedbUYedc 59.2 19

130 ’aternalHuniparentalHisodisomyHofHchromosomeHcHcausingHaHcomplexHsyndromeHincludingHcompleteH
vs~UgammaHreceptorHYHdeficiencyVHAmericanWJournalWofWMedicalWGeneticslWPartWATH2010THYbZnTHcZZUf 2.5 18

129 uumanHancientHq~nHanalysesHrevealHtheHhighHburdenHofHtuberculosisHinHruropeansHoverHtheHlastH
ZTXXXHyearsVHAmericanWJournalWofWHumanWGeneticsTH2021THYXeTHbYdUbZa 11 18

128 uumansHwithHinheritedHç´ cellHpqZeHdeficiencyHareHsusceptibleHtoHskinHpapillomavirusesHbutHareH
otherwiseHhealthyVHCellTH2021THYeaTH3eYZU3eZeVe3X 56.2 18

127 çheHdissectionHofHcomplexHsusceptibilityHtoHinfectiousHdiseasegHbacterialTHviralHandHparasiticH
infectionsVHCurrentWOpinionWinWImmunologyTH2014TH3XTHdZUe 7.8 17

126 sactorsHassociatedHwithHpostUseasonalHserologicalHtiterHandHriskHfactorsHforHinfectionHwithHtheH
pandemicHnWuY~YHvirusHinHtheHsrenchHgeneralHpopulationVHPLoSWONETH2013THeTHecXYZd 3.7 17

125 àtrongHcorrelationsHofHantiUviralHcapsidHantigenHantibodyHlevelsHinHfirstUdegreeHrelativesHfromH
familiesHwithHrpsteinUoarrHvirusUrelatedHlymphomasVHJournalWofWInfectiousWDiseasesTH2009THYffTHYYZYUd 7 17
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124 nHmajorHsusceptibilityHlocusHforHuçyôUYHinfectionHinHchildhoodHmapsHtoHchromosomeHcqZdVHHumanW
MolecularWGeneticsTH2006THYbTH33XcUYZ 5.6 17

123 vmprovingHtheHrobustnessHofHtheHweightedHpairwiseHcorrelationHtestHforHlinkageHanalysisVHGeneticW
EpidemiologyTH1996THY3THbbfUd3 2.6 17

122 serritinHuHgeneHpolymorphismHinHidiopathicHhemochromatosisVHHumanWGeneticsTH1989THeYTHYZ3Uc 6.3 17

121 vnheritedH’qUYHdeficiencyHunderliesHtuberculosisHandHautoimmunityHinHaHchildVHNatureWMedicineTH2021
THZdTHYcacUYcba 50.5 17

120 qistinctHantibodyHrepertoiresHagainstHendemicHhumanHcoronavirusesHinHchildrenHandHadultsVHJCIW
InsightTH2021THcTH 9.9 17

119 çhreeHpopiesHofHsourHvnterferonHReceptorHtenesHénderlieHaHzildHçypeHvHvnterferonopathyHinHqownH
àyndromeVHJournalWofWClinicalWImmunologyTH2020THaXTHeXdUeYf 5.7 16

118 zycobacteriumHsimiaeHinfectionHinHtwoHunrelatedHpatientsHwithHdifferentHformsHofHinheritedHvs~U˛‡RZH
deficiencyVHJournalWofWClinicalWImmunologyTH2014TH3aTHfXaUf 5.7 16

117 vnheritedHdeficiencyHofHstressHgranuleHγ~sαYHinHpatientsHwithHmonocytosisHandHmycobacterialH
diseaseVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2021THYYeTH 11.5 16

116 qisentanglingHinbornHandHacquiredHimmunityHinHhumanHtwinsVHCellTH2015THYcXTHY3Ub 56.2 15

115 vntegrativeHstudyHofHpandemicHnWuY~YHinfluenzaHinfectionsgHdesignHandHmethodsHofHtheH
po’ansluUsranceHcohortVHBMCWPublicWHealthTH2012THYZTHaYd 4.1 15

114 vnterferonHgammaHreceptorHZHgeneHvariantsHareHassociatedHwithHliverHfibrosisHinHpatientsHwithH
chronicHhepatitisHpHinfectionVHGutTH2010THbfTHYYZXUc 19.2 15
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112
’harmacokineticHinteractionsHbetweenH~ànvqsHPindomethacinHorHsulindacQHandHuZUreceptorH
antagonistsHPcimetidineHorHranitidineQHinHhumanHvolunteersVHClinicalWPharmacologyWandWTherapeuticsTH
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6.1 15

111 zechanismsHofHviralHinflammationHandHdiseaseHinHhumansVHScienceTH2021TH3daTHYXeXUYXec 33.3 15

110 plinicalHseaturesHofHàpontaneousH’artialHuealingHquringHzycobacteriumHulceransHvnfectionVHOpenW
ForumWInfectiousWDiseasesTH2016TH3THofwXY3 1 14

109
zajorHyociHonHphromosomesHeqHandH3qHpontrolHvnterferonH˛‡H’roductionHçriggeredHbyHoacillusH
palmetteUtuerinHandHcUkqaHrarlyHàecretoryHnntigenHçargetTHRespectivelyTHinHôariousH’opulationsVH
JournalWofWInfectiousWDiseasesTH2016THZY3THYYd3Uf

7 14

108 nccountingHforHgeneticHheterogeneityHinHhomozygosityHmappinggHapplicationHtoHzendelianH
susceptibilityHtoHmycobacterialHdiseaseVHJournalWofWMedicalWGeneticsTH2011THaeTHbcdUdY 5.8 14

107 nHrecessiveHmajorHgeneHcontrolsHtheHmitsudaHreactionHinHaHregionHendemicHforHleprosyVHJournalWofW
InfectiousWDiseasesTH2005THYfZTHYadbUeZ 7 14
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106
~egativeHselectionHonHhumanHgenesHunderlyingHinbornHerrorsHdependsHonHdiseaseHoutcomeHandH
bothHtheHmodeHandHmechanismHofHinheritanceVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofW
theWUnitedWStatesWofWAmericaTH2021THYYeTH

11.5 14

105 tenomeUwideHassociationHstudyHofHouruliHulcerHinHruralHoeninHhighlightsHroleHofHtwoHyncR~nsHandH
theHautophagyHpathwayVHCommunicationsWBiologyTH2020TH3THYdd 6.7 13

104 vnhibitionHofHurpçHr3HligasesHasHpotentialHtherapyHforHpOôvqUYfVHCellWDeathWandWDiseaseTH2021THYZTH3YX 9.8 13

103 phronicHgranulomatousHdiseaseHinHzoroccogHgeneticTHimmunologicalTHandHclinicalHfeaturesHofHYZH
patientsHfromHYXHkindredsVHJournalWofWClinicalWImmunologyTH2014TH3aTHabZUe 5.7 12
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101 çrichodysplasiaHàpinulosaH’olyomavirusHvnfectionHOccursHduringHrarlyHphildhoodHwith´ vntrafamilialH
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100 àevereHzycobacterialHqiseasesHinHaH’atientHwithHtOsHv˛”o˛–HzutationHWithoutHrqnVHJournalWofWClinicalW
ImmunologyTH2016TH3cTHYZUb 5.7 11

99 nHdeepHintronicHspliceHmutationHofHunderliesHhyperHvgrHsyndromeHbyHnegativeHdominanceVH
ProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2019THYYcTHYcac3UYcadZ11.5 11

98
çheHproteomeHofHçollUlikeHreceptorH3UstimulatedHhumanHimmortalizedHfibroblastsgHimplicationsHforH
susceptibilityHtoHherpesHsimplexHvirusHencephalitisVHJournalWofWAllergyWandWClinicalWImmunologyTH2013TH
Y3YTHYYbdUcc

11.5 11

97 pombinedHlinkageHandHassociationHstudiesHshowHthatHuynHclassHvvHvariantsHcontrolHlevelsHofH
antibodiesHagainstHrpsteinUoarrHvirusHantigensVHPLoSWONETH2014THfTHeYXZbXY 3.7 11

96 yinkageHanalysisHofHquantitativeHtraitHlocigHsibHpairsHorHsibshipslVHHumanWHeredityTH2000THbXTHZbYUc 1.1 11

95 RobustnessHofHtheHunifiedHmodelHtoHsharedHenvironmentalHeffectsHinHtheHanalysisHofHdichotomousH
traitsVHGeneticWEpidemiologyTH1989THcTHZZfU3a 2.6 11

94 nHnewH3pZbHlocusHisHassociatedHwithHliverHfibrosisHprogressionHinHhumanHimmunodeficiencyH
virusWhepatitisHpHvirusUcoinfectedHpatientsVHHepatologyTH2016THcaTHYacZUYadZ 11.2 11

93 àkinUspecificHantibodiesHneutralizingHmycolactoneHtoxinHduringHtheHspontaneousHhealingHofH
infectionVHScienceWAdvancesTH2020THcTHeaaxddeY 14.3 10

92 nnHextensiveHcomparisonHofHquantitativeHtraitHyociHmappingHmethodsVHHumanWHeredityTH2010THcfTHZXZUYY 1.1 10

91 uighHoccurenceHofHqRoYHYYHinHchronicHlymphocyticHleukaemiaHfamiliesVHBritishWJournalWofW
HaematologyTH2002THYYfTHdY3Ub 4.5 10

90 vncorporationHofHcovariatesHinHmultipointHmodelUfreeHlinkageHanalysisHofHbinaryHtraitsgHhowH
importantHareHunaffectedslVHEuropeanWJournalWofWHumanWGeneticsTH2001THfTHcY3UZX 5.3 10

89 npheresisHinHtheHmanagementHofHloiasisHwithHhighHmicrofilariaemiaHandHrenalHdiseaseVHBritishWMedicalW
JournalTH1986THZfZTHZa 10
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88
pommonHhomozygosityHforHpredictedHlossUofUfunctionHvariantsHrevealsHbothHredundantHandH
advantageousHeffectsHofHdispensableHhumanHgenesVHProceedingsWofWtheWNationalWAcademyWofWSciencesW
ofWtheWUnitedWStatesWofWAmericaTH2020THYYdTHY3cZcUY3c3c

11.5 9

87 nHpurelyHquantitativeHformHofHpartialHrecessiveHvs~U˛‡RZHdeficiencyHcausedHbyHmutationsHofHtheH
initiationHorHsecondHcodonVHHumanWMolecularWGeneticsTH2018THZdTH3fYfU3f3b 5.6 9

86 péo~HandH~royHcommonHvariantsHinHtheHchromosomeHYXpY3HlinkageHregionHareHassociatedHwithH
multibacillaryHleprosyHinHôietnamVHHumanWGeneticsTH2014THY33THee3Uf3 6.3 9

85 çwoUlocusHdevelopmentsHofHtheHweightedHpairwiseHcorrelationHmethodHforHlinkageHanalysisVHGeneticW
EpidemiologyTH1998THYbTHafYUbYX 2.6 9

84 teneticHmodelUfreeHlinkageHanalysisHusingHtheHmaximumUlikelihoodUbinomialHmethodHforHcategoricalH
traitsVHGeneticWEpidemiologyTH1999THYdHàupplHYTHàacdUdZ 2.6 9

83 vnheritedHtnçnZHqeficiencyHvsHqominantHbyHuaploinsufficiencyHandHqisplaysHvncompleteHplinicalH
’enetranceVHJournalWofWClinicalWImmunologyTH2021THaYTHc3fUcbd 5.7 9

82 àeqçailorgHaHuserUfriendlyHwebserverHforHtheHextractionHofHq~nHorHproteinHsequencesHfromH
nextUgenerationHsequencingHdataVHNucleicWAcidsWResearchTH2019THadTHWcZ3UWc3Y 20.1 8

81 tenotypeHcombinationsHofHtwoHvyaHpolymorphismsHinfluencingHvyUaHplasmaHlevelsHareHassociatedH
withHdifferentHrisksHofHsevereHmalariaHinHtheHzalianHpopulationVHImmunogeneticsTH2015THcdTHZe3Ue 3.2 8

80 zicrodeletionHonHchromosomeHepZ3VYHinHaHfamilialHformHofHsevereHouruliHulcerVHPLoSWNeglectedW
TropicalWDiseasesTH2018THYZTHeXXXcaZf 4.8 8

79 pausalHanalysisHofHuY~YpdmXfHinfluenzaHinfectionHriskHinHaHhouseholdHcohortVHJournalWofW
EpidemiologyWandWCommunityWHealthTH2015THcfTHZdZUd 5.1 7

78  uantifyingHgenomicHimprintingHinHtheHpresenceHofHlinkageVHBiometricsTH2006THcZTHYXdYUeX 1.8 7

77 ’rˆ'dispositionHgˆ'nˆ'tiqueHˆ HlaHbilharzioseHchezHlâ��uommeHgHzˆ'thodesHdeHrechercheHetHapplicationHˆ H
lâ��ˆ'tudeHdeHlâ��infectionHparHàchistosomaHzansoniVHSociˆ'tˆ'WDeWBiologieWJournalTH2000THYfaTHYbUYe 7

76 nbsenceHofHlinkageHbetweenHzupHandHaHgeneHinvolvedHinHsusceptibilityHtoHhumanHschistosomiasisVH
BrazilianWJournalWofWMedicalWandWBiologicalWResearchTH1998TH3YTHccbUdX 2.8 7

75 uowHcanHmaximumHlikelihoodHmethodsHrevealHcandidateHgeneHeffectsHonHaHquantitativeHtraitlVH
GeneticWEpidemiologyTH1995THYZTHdefUfa 2.6 7

74 nHglobalHeffortHtoHdissectHtheHhumanHgeneticHbasisHofHresistanceHtoHànRàUpoôUZHinfectionVHNatureW
ImmunologyTH2021TH 19.1 7

73 uighHçhZHcytokineHlevelsHandHupperHairwayHinflammationHinHhumanHinheritedHçUbetHdeficiencyVH
JournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 7

72 vnsufficientHtypeHvHvs~HimmunityHunderliesHlifeUthreateningHpOôvqUYfHpneumoniaVHComptesWRendusWmW
BiologiesTH2021TH3aaTHYfUZb 1.4 7

71 nssociationHofHrareHpredictedHlossUofUfunctionHvariantsHofHinfluenzaUrelatedHtypeHvHvs~HgenesHwithH
criticalHpOôvqUYfHpneumoniaVHJournalWofWClinicalWInvestigationTH2021THY3YTH 15.9 7
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70 zendelianHàusceptibilityHtoHzycobacterialHqiseaseHpausedHbyHaH~ovelHsounderHvyYZoHzutationHinH
àaudiHnrabiaVHJournalWofWClinicalWImmunologyTH2018TH3eTHZdeUZeZ 5.7 6

69 çheHzaximumUyikelihoodUoinomialHmethodHrevisitedgHaHrobustHapproachHforHmodelUfreeHlinkageH
analysisHofHquantitativeHtraitsHinHlargeHsibshipsVHGeneticWEpidemiologyTH2011TH3bTHacUbc 2.6 6

68 tenomewideHlinkageHanalysisHofHtheHgranulomatousHmitsudaHreactionHimplicatesHchromosomalH
regionsHZq3bHandHYdqZYVHJournalWofWInfectiousWDiseasesTH2007THYfcTHYZaeUbZ 7 6

67 nnHautosomeUwideHsearchHforHlociHunderlyingHwheezingHageHofHonsetHinHtermanHasthmaticHchildrenH
identifiesHaHnewHregionHofHinterestHonHcqZaUqZbVHGeneticWEpidemiologyTH2001THZYHàupplHYTHàYceUd3 2.6 6

66 çheHcomplexHpatternHofHgeneticHassociationsHofHleprosyHwithHuynHclassHvHandHclassHvvHallelesHcanHbeH
reducedHtoHfourHaminoHacidHpositionsVHPLoSWPathogensTH2020THYcTHeYXXeeYe 7.6 6

65 uumanHàçnç3HvariantsHunderlieHautosomalHdominantHhyperUvgrHsyndromeHbyHnegativeHdominanceVH
JournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 6

64 vdentificationHofHanHrndoglinHôariantHnssociatedHWithHupôURelatedHyiverHsibrosisH’rogressionHbyH
~extUtenerationHàequencingVHFrontiersWinWGeneticsTH2019THYXTHYXZa 4.5 6

63 nutosomalHqominantHvs~U˛‡RYHqeficiencyH’resentingHwithHbothHntypicalHzycobacteriosisHandH
çuberculosisHinHaHoptUôaccinatedHàouthHnfricanH’atientVHJournalWofWClinicalWImmunologyTH2018TH3eTHacXUac35.7 6

62 sromHβourH~oseHtoHβourHçoesgHnHReviewHofHàevereHncuteHRespiratoryHàyndromeHporonavirusHZH
’andemicUnssociatedH’ernioVHJournalWofWInvestigativeWDermatologyTH2021THYaYTHZdfYUZdfc 4.3 6

61 oiochemicallyHdeleteriousHhumanH~sxoYHvariantsHunderlieHanHautosomalHdominantHformHofHcommonH
variableHimmunodeficiencyVHJournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 6

60 àtudyingHsevereHlongHpOôvqHtoHunderstandHpostUinfectiousHdisordersHbeyondHpOôvqUYfVVHNatureW
MedicineTH2022TH 50.5 6

59 pqtgHnnHOnlineHàerverHforHqetectingHoiologicallyHplosestHqiseaseUpausingHtenesHandHitsHnpplicationH
toH’rimaryHvmmunodeficiencyVHFrontiersWinWImmunologyTH2018THfTHY3aX 8.4 5

58 ’revalenceHandHriskHfactorsHforHlatentHtuberculosisHinfectionHamongHhealthcareHworkersHinHzoroccoVH
PLoSWONETH2019THYaTHeXZZYXeY 3.7 5

57 ’lasmaHapolipoproteinHuHlimitsHupôHreplicationHandHassociatesHwithHresponseHtoH~à3HproteaseH
inhibitorsUbasedHtherapyVHLiverWInternationalTH2015TH3bTHYe33Uaa 7.9 5

56 nHmajorHlocusHonHchromosomeH3pZZHconferringHpredispositionHtoHhumanHherpesvirusHeHinfectionVH
EuropeanWJournalWofWHumanWGeneticsTH2012THZXTHcfXUb 5.3 5

55
zultipointHdevelopmentHofHtheHweightedHpairwiseHcorrelationHPW’pQHlinkageHmethodHforHpedigreesH
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GeneticWEpidemiologyTH2001THZYTHaXUbZ

2.6 5

54 RobustnessHofHtheHmaximumUlikelihoodUbinomialHapproachHforHlinkageHanalysisHofHquantitativeHtraitH
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53 vntroductionHofHtheHvoqHinformationHintoHtheHweightedHpairwiseHcorrelationHmethodHforHlinkageH
analysisVHGeneticWEpidemiologyTH1999THYdTH3bUbX 2.6 5
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52 codingHvariantsHareHassociatedHwithHaHhighHriskHofHhepatocellularHcarcinomaHoccurrenceHinHpatientsH
withHupôUHorHuoôUrelatedHliverHdiseaseVHOncotargetTH2017THeTHcZeaZUcZebd 3.3 5
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ProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2020THYYdTHYf3cdUYf3db11.5 5

50 xaposiHsarcomaTHoralHmalformationsTHmitralHdysplasiaTHandHscoliosisHassociatedHwithHdq3aUq3cV3H
heterozygousHterminalHdeletionVHAmericanWJournalWofWMedicalWGeneticslWPartWATH2017THYd3THYebeUYecb 2.5 4

49 samilyUbasedHgenomeUwideHassociationHstudyHofHleprosyHinHôietnamVHPLoSWPathogensTH2020THYcTHeYXXebcb7.6 4

48 zultifocalHçuberculousHosteomyelitisgHpossibleHinheritedHinterferonHgammaHaxisHdefectVHIndianW
JournalWofWPediatricsTH2013THeXTHbXbUe 3 4

47 rvaluationHofHapproachesHtoHidentifyHassociatedHà~’sHthatHexplainHtheHlinkageHevidenceHinHnuclearH
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46 teneticHàusceptibilityHtoHçuberculosisgHsromHzonogenicHtoH’olygenicHvnheritanceVHSepsisTH2001THaTHZ3dUZac 4

45 zodelingHtheHageUofUonsetHfunctionHinHsegregationHanalysisgHaHcausalHschemeHforHleprosyVHGeneticW
EpidemiologyTH1989THcTHbXYUYc 2.6 4

44 nHcommonHçz’RààZHvariantHhasHaHprotectiveHeffectHagainstHsevereHpOôvqUYfVVHCurrentWResearchWinW
TranslationalWMedicineTH2022THdXTHYX3333 3.7 4

43
vmpactHofHvyZeoTHn’OuHandHvç’nH’olymorphismsHonHrfficacyHandHàafetyHofHçôRUHorHoOpUoasedHçripleH
çherapyHinHçreatmentUrxperiencedHupôUYH’atientsHwithHpompensatedHpirrhosisHfromHtheHn~RàH
pOZXUpé’vpHàtudyVHPLoSWONETH2015THYXTHeXYabYXb

3.7 4

42 vnbornHerrorsHofHçyR3UHorHzqnbUdependentHtypeHvHvs~HimmunityHinHchildrenHwithHenterovirusH
rhombencephalitisVHJournalWofWExperimentalWMedicineTH2021THZYeTH 16.6 4

41 RareH’athogenicHôariantsHinHzitochondrialHandHvnflammationUnssociatedHtenesHzayHyeadHtoH
vnflammatoryHpardiomyopathyHinHphagasHqiseaseVHJournalWofWClinicalWImmunologyTH2021THaYTHYXaeUYXc3 5.7 4

40 nnHe çyHvariantHofHγαqpHisHassociatedHwithHvs~U˛‡HproductionHfollowingHzycobacteriumHtuberculosisH
antigenUspecificHstimulationVHScientificWReportsTH2017THdTHYZeXX 4.9 3
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