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102
PretreatmentKcytogeneticKabnormalitiesKareKpredictiveKofKinductionKsuccessYKcumulativeKincidenceK
ofKrelapseYKandKoverallKsurvivalKinKadultKpatientsKwithKdeKnovoKacuteKmyeloidKleukemianKresultsKfromK
wancerKandKLeukemiaK±roupKvKTwuL±vKlhjeUbKBloodYK2002YKeddYKhgfiagj

2.2 1287

101
IxHeKandKIxHfKgeneKmutationsKidentifyKnovelKmolecularKsubsetsKwithinKdeKnovoKcytogeneticallyK
normalKacuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKstudybKJournalnofnClinicalnOncologyYK
2010YKflYKfghlaii

2.2 599

100 udverseKprognosticKsignificanceKofKKITKmutationsKinKadultKacuteKmyeloidKleukemiaKwithKinvTejUKandK
tTlofeUnKaKwancerKandKLeukemiaK±roupKvKStudybKJournalnofnClinicalnOncologyYK2006YKfhYKgmdhaee 2.2 534

99 wytogeneticsKinKacuteKleukemiabKBloodnReviewsYK2004YKelYKeeiagj 11.1 506

98
wlinicalKrelevanceKofKmutationsKandKgeneaexpressionKchangesKinKadultKacuteKmyeloidKleukemiaKwithK
normalKcytogeneticsnKareKweKreadyKforKaKprognosticallyKprioritizedKmolecularKclassificationsbKBloodYK
2007YKedmYKhgeahl

2.2 452

97 MicroRNuKexpressionKinKcytogeneticallyKnormalKacuteKmyeloidKleukemiabKNewnEnglandnJournalnofn
MedicineYK2008YKgilYKememafl 59.2 386

96
PrognosticKsignificanceKofKtheKyuropeanKLeukemiaNetKstandardizedKsystemKforKreportingK
cytogeneticKandKmolecularKalterationsKinKadultsKwithKacuteKmyeloidKleukemiabKJournalnofnClinicaln
OncologyYK2012YKgdYKhieiafg

2.2 310

95
PrognosticKfactorsKandKoutcomeKofKcoreKbindingKfactorKacuteKmyeloidKleukemiaKpatientsKwithKtTlofeUK
differKfromKthoseKofKpatientsKwithKinvTejUnKaKwancerKandKLeukemiaK±roupKvKstudybKJournalnofnClinicaln
OncologyYK2005YKfgYKikdiaek

2.2 272

94
zavorableKprognosticKimpactKofKNPMeKmutationsKinKolderKpatientsKwithKcytogeneticallyKnormalKdeK
novoKacuteKmyeloidKleukemiaKandKassociatedKgeneaKandKmicroRNuaexpressionKsignaturesnKaKwancerK
andKLeukemiaK±roupKvKstudybKJournalnofnClinicalnOncologyYK2010YKflYKimjajdh

2.2 268

93 TyTfKmutationsKimproveKtheKnewKyuropeanKLeukemiaNetKriskKclassificationKofKacuteKmyeloidK
leukemianKaKwancerKandKLeukemiaK±roupKvKstudybKJournalnofnClinicalnOncologyYK2011YKfmYKegkgale 2.2 266

92
PrognosticKsignificanceKofYKandKgeneKandKmicroRNuKexpressionKsignaturesKassociatedKwithYKwyvPuK
mutationsKinKcytogeneticallyKnormalKacuteKmyeloidKleukemiaKwithKhighariskKmolecularKfeaturesnKaK
wancerKandKLeukemiaK±roupKvKStudybKJournalnofnClinicalnOncologyYK2008YKfjYKidklalk

2.2 266

91
PretreatmentKcytogeneticsKaddKtoKotherKprognosticKfactorsKpredictingKcompleteKremissionKandK
longatermKoutcomeKinKpatientsKjdKyearsKofKageKorKolderKwithKacuteKmyeloidKleukemianKresultsKfromK
wancerKandKLeukemiaK±roupKvKlhjebKBloodYK2006YKedlYKjgakg

2.2 253

90
zLTgKxlgicIlgjKmutationsKareKassociatedKwithKpoorKdiseaseafreeKsurvivalKandKaKdistinctK
geneaexpressionKsignatureKamongKyoungerKadultsKwithKdeKnovoKcytogeneticallyKnormalKacuteK
myeloidKleukemiaKlackingKzLTgKinternalKtandemKduplicationsbKBloodYK2008YKeeeYKeiifam

2.2 221

89 TheKprognosticKandKfunctionalKroleKofKmicroRNusKinKacuteKmyeloidKleukemiabKBloodYK2011YKeekYKeefeam 2.2 218

88 uSXLeKmutationsKidentifyKaKhighariskKsubgroupKofKolderKpatientsKwithKprimaryKcytogeneticallyK
normalKuMLKwithinKtheKyLNKzavorableKgeneticKcategorybKBloodYK2011YKeelYKjmfdam 2.2 216

87 ugearelatedKprognosticKimpactKofKdifferentKtypesKofKxNMTguKmutationsKinKadultsKwithKprimaryK
cytogeneticallyKnormalKacuteKmyeloidKleukemiabKJournalnofnClinicalnOncologyYK2012YKgdYKkhfaid 2.2 215

86 ucquiredKcopyKnumberKalterationsKinKadultKacuteKmyeloidKleukemiaKgenomesbKProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2009YKedjYKefmidai 11.5 209
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85
WilmsSKtumorKeKgeneKmutationsKindependentlyKpredictKpoorKoutcomeKinKadultsKwithKcytogeneticallyK
normalKacuteKmyeloidKleukemianKaKcancerKandKleukemiaKgroupKvKstudybKJournalnofnClinicalnOncologyYK
2008YKfjYKhimiajdf

2.2 200

84
OverexpressionKofKtheKyTSarelatedKgeneYKyR±YKpredictsKaKworseKoutcomeKinKacuteKmyeloidKleukemiaK
withKnormalKkaryotypenKaKwancerKandKLeukemiaK±roupKvKstudybKJournalnofnClinicalnOncologyYK2005YK
fgYKmfghahf

2.2 199

83
RUNXeKmutationsKareKassociatedKwithKpoorKoutcomeKinKyoungerKandKolderKpatientsKwithK
cytogeneticallyKnormalKacuteKmyeloidKleukemiaKandKwithKdistinctKgeneKandKMicroRNuKexpressionK
signaturesbKJournalnofnClinicalnOncologyYK2012YKgdYKgedmael

2.2 195

82 yxpressionKandKprognosticKimpactKofKlncRNusKinKacuteKmyeloidKleukemiabKProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2014YKeeeYKeljkmalh 11.5 181

81
zLTgKinternalKtandemKduplicationKassociatesKwithKadverseKoutcomeKandKgeneaKandK
microRNuaexpressionKsignaturesKinKpatientsKjdKyearsKofKageKorKolderKwithKprimaryKcytogeneticallyK
normalKacuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKstudybKBloodYK2010YKeejYKgjffaj

2.2 179

80
RepetitiveKcyclesKofKhighadoseKcytarabineKbenefitKpatientsKwithKacuteKmyeloidKleukemiaKandK
invTejUTpegqffUKorKtTejoejUTpegoqffUnKresultsKfromKwuL±vKlhjebKJournalnofnClinicalnOncologyYK2004YK
ffYKedlkamh

2.2 166

79
HighKexpressionKlevelsKofKtheKyTSarelatedKgeneYKyR±YKpredictKadverseKoutcomeKandKimproveK
molecularKriskabasedKclassificationKofKcytogeneticallyKnormalKacuteKmyeloidKleukemianKaKwancerKandK
LeukemiaK±roupKvKStudybKJournalnofnClinicalnOncologyYK2007YKfiYKgggkahg

2.2 165

78
HighKvuuLwKexpressionKassociatesKwithKotherKmolecularKprognosticKmarkersYKpoorKoutcomeYKandKaK
distinctKgeneaexpressionKsignatureKinKcytogeneticallyKnormalKpatientsKyoungerKthanKjdKyearsKwithK
acuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKTwuL±vUKstudybKBloodYK2008YKeeeYKigkeam

2.2 159

77
PrognosticKsignificanceKofKexpressionKofKaKsingleKmicroRNuYKmiRaeleaYKinKcytogeneticallyKnormalK
acuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKstudybKJournalnofnClinicalnOncologyYK2010YK
flYKifikajh

2.2 155

76 xeregulationKofKxUXhKandKyR±KinKacuteKlymphoblasticKleukemiabKNaturenGeneticsYK2016YKhlYKehleaehlm 36.3 145

75 wlinicalKroleKofKmicroRNusKinKcytogeneticallyKnormalKacuteKmyeloidKleukemianKmiRaeiiKupregulationK
independentlyKidentifiesKhighariskKpatientsbKJournalnofnClinicalnOncologyYK2013YKgeYKfdljamg 2.2 141

74
ucuteKmyeloidKleukemiaKwithKcomplexKkaryotypesKandKabnormalKchromosomeKfenKumplificationK
disclosesKoverexpressionKofKuPPYKyTSfYKandKyR±KgenesbKProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericaYK2004YKedeYKgmeiafd

11.5 141

73 wlinicalKimportanceKofKcytogeneticsKinKacuteKmyeloidKleukaemiabKBestnPracticenandnResearchninn
ClinicalnHaematologyYK2001YKehYKemahk 4.2 140

72
PrognosticKimportanceKofKMNeKtranscriptKlevelsYKandKbiologicKinsightsKfromKMNeaassociatedKgeneK
andKmicroRNuKexpressionKsignaturesKinKcytogeneticallyKnormalKacuteKmyeloidKleukemianKaKcancerK
andKleukemiaKgroupKvKstudybKJournalnofnClinicalnOncologyYK2009YKfkYKgemlafdh

2.2 135

71 ypigeneticsKmeetsKgeneticsKinKacuteKmyeloidKleukemianKclinicalKimpactKofKaKnovelKsevenageneKscorebK
JournalnofnClinicalnOncologyYK2014YKgfYKihlaij 2.2 119

70 wytogeneticYKmolecularKgeneticYKandKclinicalKcharacteristicsKofKacuteKmyeloidKleukemiaKwithKaK
complexKkaryotypebKSeminarsninnOncologyYK2008YKgiYKgjiakk 5.5 114

69 IndependentKconfirmationKofKaKprognosticKgeneaexpressionKsignatureKinKadultKacuteKmyeloidK
leukemiaKwithKaKnormalKkaryotypenKaKwancerKandKLeukemiaK±roupKvKstudybKBloodYK2006YKedlYKejkkalg 2.2 108

68 OutcomeKofKinductionKandKpostremissionKtherapyKinKyoungerKadultsKwithKacuteKmyeloidKleukemiaK
withKnormalKkaryotypenKaKcancerKandKleukemiaKgroupKvKstudybKJournalnofnClinicalnOncologyYK2005YKfgYKhlfamg2.2 106
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67
vuuLwKandKyR±KexpressionKlevelsKareKassociatedKwithKoutcomeKandKdistinctKgeneKandKmicroRNuK
expressionKprofilesKinKolderKpatientsKwithKdeKnovoKcytogeneticallyKnormalKacuteKmyeloidKleukemianKaK
wancerKandKLeukemiaK±roupKvKstudybKBloodYK2010YKeejYKijjdam

2.2 99

66
LowadoseKinterleukinafKimmunotherapyKdoesKnotKimproveKoutcomeKofKpatientsKageKjdKyearsKandK
olderKwithKacuteKmyeloidKleukemiaKinKfirstKcompleteKremissionnKwancerKandKLeukemiaK±roupKvKStudyK
mkfdbKJournalnofnClinicalnOncologyYK2008YKfjYKhmgham

2.2 97

65 MolecularKheterogeneityKandKprognosticKbiomarkersKinKadultsKwithKacuteKmyeloidKleukemiaKandK
normalKcytogeneticsbKCurrentnOpinionninnHematologyYK2005YKefYKjlaki 3.3 95

64 whromosomeKaberrationsYKgeneKmutationsKandKexpressionKchangesYKandKprognosisKinKadultKacuteK
myeloidKleukemiabKHematologynAmericannSocietynofnHematologynEducationnProgramYK2006YKfddjYKejmakk 3.1 91

63
ubnormalKcytogeneticsKatKdateKofKmorphologicKcompleteKremissionKpredictsKshortKoverallKandK
diseaseafreeKsurvivalYKandKhigherKrelapseKrateKinKadultKacuteKmyeloidKleukemianKresultsKfromKcancerK
andKleukemiaKgroupKvKstudyKlhjebKJournalnofnClinicalnOncologyYK2004YKffYKfhedal

2.2 89

62 wytogeneticsKandKmolecularKgeneticsKofKacuteKlymphoblasticKleukemiabKHematology/OncologynClinicsn
ofnNorthnAmericaYK2009YKfgYKmmeaededYKv 3.1 88

61 wlinicalKoutcomeKofKdeKnovoKacuteKmyeloidKleukaemiaKpatientsKwithKnormalKcytogeneticsKisKaffectedK
byKmolecularKgeneticKalterationsnKaKconciseKreviewbKBritishnJournalnofnHaematologyYK2007YKegkYKglkahdd 4.5 88

60
womparisonKofKcytogeneticKandKmolecularKgeneticKdetectionKofKtTlofeUKandKinvTejUKinKaKprospectiveK
seriesKofKadultsKwithKdeKnovoKacuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKStudybK
JournalnofnClinicalnOncologyYK2001YKemYKfhlfamf

2.2 86

59 LongatermKdiseaseafreeKsurvivorsKwithKcytogeneticallyKnormalKacuteKmyeloidKleukemiaKandKMLLK
partialKtandemKduplicationnKaKwancerKandKLeukemiaK±roupKvKstudybKBloodYK2007YKedmYKiejhak 2.2 85

58
SpectralKkaryotypingKinKpatientsKwithKacuteKmyeloidKleukemiaKandKaKcomplexKkaryotypeKshowsK
hiddenKaberrationsYKincludingKrecurrentKoverrepresentationKofKfeqYKeeqYKandKffqbKGenesn
ChromosomesnandnCancerYK2002YKghYKegkaig

5 76

57 xiagnosticKandKprognosticKvalueKofKcytogeneticsKinKacuteKmyeloidKleukemiabKHematology/Oncologyn
ClinicsnofnNorthnAmericaYK2011YKfiYKeegiajeYKvii 3.1 74

56 MutationsKofKtheKWilmsKtumorKeKgeneKTWTeUKinKolderKpatientsKwithKprimaryKcytogeneticallyKnormalK
acuteKmyeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKstudybKBloodYK2010YKeejYKkllamf 2.2 71

55 udvancesKinKmolecularKgeneticsKandKtreatmentKofKcoreabindingKfactorKacuteKmyeloidKleukemiabK
CurrentnOpinionninnOncologyYK2008YKfdYKkeeal 4.2 68

54 miRageieKinterplaysKwithKitsKhostKgeneKvuuLwKandKindependentlyKaffectsKoutcomeKofKpatientsKwithK
cytogeneticallyKnormalKacuteKmyeloidKleukemiabKBloodYK2012YKefdYKfhmail 2.2 58

53 TenayearKoutcomeKofKpatientsKwithKacuteKmyeloidKleukemiaKnotKtreatedKwithKallogeneicK
transplantationKinKfirstKcompleteKremissionbKBloodnAdvancesYK2018YKfYKejhiaejid 7.8 58

52 InfluenceKofKnewKmolecularKprognosticKmarkersKinKpatientsKwithKkaryotypicallyKnormalKacuteK
myeloidKleukemianKrecentKadvancesbKCurrentnOpinionninnHematologyYK2007YKehYKedjaeh 3.3 57

51
udditionalKcytogeneticKabnormalitiesKinKadultsKwithKPhiladelphiaKchromosomeapositiveKacuteK
lymphoblasticKleukaemianKaKstudyKofKtheKwancerKandKLeukaemiaK±roupKvbKBritishnJournalnofn
HaematologyYK2004YKefhYKfkiall

4.5 57

50
MutationKpatternsKidentifyKadultKpatientsKwithKdeKnovoKacuteKmyeloidKleukemiaKagedKjdKyearsKorK
olderKwhoKrespondKfavorablyKtoKstandardKchemotherapynKanKanalysisKofKullianceKstudiesbKLeukemiaYK
2018YKgfYKegglaeghl

10.7 56
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49
wentralKreviewKofKcytogeneticsKisKnecessaryKforKcooperativeKgroupKcorrelativeKandKclinicalKstudiesKofK
adultKacuteKleukemianKtheKwancerKandKLeukemiaK±roupKvKexperiencebKInternationalnJournalnofn
OncologyYK2008YKggYKfgmahh

1 50

48 LowKexpressionKofKMNeKassociatesKwithKbetterKtreatmentKresponseKinKolderKpatientsKwithKdeKnovoK
cytogeneticallyKnormalKacuteKmyeloidKleukemiabKBloodYK2011YKeelYKhellaml 2.2 48

47 PersistenceKofKxNMTguKRllfKmutationsKduringKremissionKdoesKnotKadverselyKaffectKoutcomesKofK
patientsKwithKacuteKmyeloidKleukaemiabKBritishnJournalnofnHaematologyYK2016YKekiYKffjafgj 4.5 43

46 SPuRwKpromotesKleukemicKcellKgrowthKandKpredictsKacuteKmyeloidKleukemiaKoutcomebKJournalnofn
ClinicalnInvestigationYK2014YKefhYKeiefafh 15.9 42

45 ±uSjKexpressionKidentifiesKhighariskKadultKuMLKpatientsnKpotentialKimplicationsKforKtherapybK
LeukemiaYK2014YKflYKefifaefil 10.7 38

44 wlinicalKsignificanceKofKtheKmostKcommonKchromosomeKtranslocationsKinKadultKacuteKmyeloidK
leukemiabKJournalnofnthenNationalnCancernInstitutenMonographsYK2008YKifak 4.8 37

43 MicroRNuKexpressionKinKacuteKmyeloidKleukemiabKCurrentnHematologicnMalignancynReportsYK2009YKhYKlgal 4.4 36

42 MolecularKsignaturesKinKacuteKmyeloidKleukemiabKCurrentnOpinionninnHematologyYK2009YKejYKjham 3.3 35

41 invTejUctTejoejUKacuteKmyeloidKleukemiaKwithKnonatypeKuKwvzvaMYHeeKfusionsKassociateKwithK
distinctKclinicalKandKgeneticKfeaturesKandKlackKKITKmutationsbKBloodYK2013YKefeYKgliame 2.2 34

40 yxpressionKandKfunctionalKrelevanceKofKlongKnonacodingKRNusKinKacuteKmyeloidKleukemiaKstemKcellsbK
LeukemiaYK2019YKggYKfejmafelf 10.7 33

39 womplexKkaryotypeKinKdeKnovoKacuteKmyeloidKleukemianKtypicalKandKatypicalKsubtypesKdifferK
molecularlyKandKclinicallybKLeukemiaYK2019YKggYKejfdaejgh 10.7 30

38
IntensiveKinductionKisKeffectiveKinKselectedKoctogenarianKacuteKmyeloidKleukemiaKpatientsnK
prognosticKsignificanceKofKkaryotypeKandKselectedKmolecularKmarkersKusedKinKtheKyuropeanK
LeukemiaNetKclassificationbKHaematologicaYK2014YKmmYKgdlaeg

6.6 28

37
PrognosticKandKbiologicalKsignificanceKofKtheKproangiogenicKfactorKy±zLkKinKacuteKmyeloidK
leukemiabKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYK2017YK
eehYKyhjheayhjhk

11.5 25

36 udditionalKgeneKmutationsKmayKrefineKtheKfdekKyuropeanKLeukemiaNetKclassificationKinKadultK
patientsKwithKdeKnovoKacuteKmyeloidKleukemiaKagedKbKLeukemiaYK2020YKghYKgfeiagffk 10.7 24

35 PrognosticKandKbiologicKsignificanceKofKlongKnonacodingKRNuKprofilingKinKyoungerKadultsKwithK
cytogeneticallyKnormalKacuteKmyeloidKleukemiabKHaematologicaYK2017YKedfYKegmeaehdd 6.6 23

34 NzeKmutationsKareKrecurrentKinKadultKacuteKmyeloidKleukemiaKandKconferKpoorKoutcomebKLeukemiaYK
2018YKgfYKfigjafihi 10.7 22

33 MicroRNuKexpressionKprofilingKinKacuteKmyeloidKandKchronicKlymphocyticKleukaemiasbKBestnPracticen
andnResearchninnClinicalnHaematologyYK2009YKffYKfgmahl 4.2 21

32
MolecularKcytogeneticKcharacterizationKofKtheKK±aeKandKK±aeaKacuteKmyeloidKleukemiaKcellKlinesKbyK
useKofKspectralKkaryotypingKandKfluorescenceKinKsituKhybridizationbKGenesnChromosomesnandnCancerYK
2003YKglYKfhmaif

5 21
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31 wombinationKofKdasatinibKwithKchemotherapyKinKpreviouslyKuntreatedKcoreKbindingKfactorKacuteK
myeloidKleukemianKwuL±vKedldebKBloodnAdvancesYK2020YKhYKjmjakdi 7.8 21

30 RandomizedKtrialKofKedKdaysKofKdecitabineK´–KbortezomibKinKuntreatedKolderKpatientsKwithKuMLnK
wuL±vKeeddfKTullianceUbKBloodnAdvancesYK2018YKfYKgjdlagjek 7.8 20

29
wlinicalKoutcomeKandKgeneaKandKmicroRNuaexpressionKprofilingKaccordingKtoKtheKWilmsKtumorKeK
TWTeUKsingleKnucleotideKpolymorphismKrsejkihKinKadultKdeKnovoKcytogeneticallyKnormalKacuteK
myeloidKleukemianKaKwancerKandKLeukemiaK±roupKvKstudybKHaematologicaYK2011YKmjYKehllami

6.6 19

28 PrognosticKimpactKofKtheKwxghXcwxglaKcellKburdenKinKpatientsKwithKacuteKmyeloidKleukemiaK
receivingKallogeneicKstemKcellKtransplantationbKAmericannJournalnofnHematologyYK2017YKmfYKgllagmj 7.1 17

27 wlinicalKandKfunctionalKsignificanceKofKcircularKRNusKinKcytogeneticallyKnormalKuMLbKBloodnAdvancesYK
2020YKhYKfgmafie 7.8 16

26 MutationalKLandscapeKandK±eneKyxpressionKPatternsKinKudultKucuteKMyeloidKLeukemiasKwithK
MonosomyKkKasKaKSoleKubnormalitybKCancernResearchYK2017YKkkYKfdkafel 10.1 15

25
MutationalKlandscapeKandKclinicalKoutcomeKofKpatientsKwithKdeKnovoKacuteKmyeloidKleukemiaKandK
rearrangementsKinvolvingKeeqfgcbKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitedn
StatesnofnAmericaYK2020YKeekYKfjghdafjghj

11.5 14

24 woreabindingKfactorKacuteKmyeloidKleukemiaKwithKtTlofeUnKRiskKfactorsKandKaKnovelKscoringKsystemK
TIawvzitUbKCancernMedicineYK2018YKkYKhhhkahhii 4.8 13

23 NewKrecurrentKbalancedKtranslocationsKinKacuteKmyeloidKleukemiaKandKmyelodysplasticKsyndromesnK
cancerKandKleukemiaKgroupKvKlhjebKGenesnChromosomesnandnCancerYK2013YKifYKgliahde 5 13

22
IsolatedKtrisomyKofKchromosomesKlYKeeYKegKandKfeKisKanKadverseKprognosticKfactorKinKadultsKwithKdeK
novoKacuteKmyeloidKleukemianKresultsKfromKwancerKandKLeukemiaK±roupKvKlhjebKInternationaln
JournalnofnOncologyYK2002YKfeYKedheaie

1 13

21 PoorKSurvivalKandKxifferentialKImpactKofK±eneticKzeaturesKofKvlackKPatientsKwithKucuteKMyeloidK
LeukemiabKCancernDiscoveryYK2021YKeeYKjfjajgk 24.4 11

20
whromosomeKabnormalitiesKatKonsetKofKcompleteKremissionKareKassociatedKwithKworseKoutcomeKinK
patientsKwithKacuteKmyeloidKleukemiaKandKanKabnormalKkaryotypeKatKdiagnosisnKwuL±vKlhjeK
TullianceUbKHaematologicaYK2016YKedeYKeiejaeifg

6.6 10

19 wancerKandKleukemiaKgroupKvKleukemiaKcorrelativeKscienceKcommitteenKmajorKaccomplishmentsKandK
futureKdirectionsbKClinicalnCancernResearchYK2006YKefYKgijhsakes 12.9 9

18
SpectralKkaryotypingKrevealsKekoffKfusionsKinKaKcytogeneticallyKatypicalKdermatofibrosarcomaK
protuberansKwithKaKlargeKmarkerKchromosomeKasKaKsoleKabnormalitybKGenesnChromosomesnandn
CancerYK2001YKgeYKelfaj

5 9

17
MutationsKassociatedKwithKaKekageneKleukemiaKstemKcellKscoreKandKtheKscoreSsKprognosticKrelevanceK
inKtheKcontextKofKtheKyuropeanKLeukemiaNetKclassificationKofKacuteKmyeloidKleukemiabK
HaematologicaYK2020YKediYKkfeakfm

6.6 7

16 ±eneticKwharacterizationKandKPrognosticKRelevanceKofKucquiredKUniparentalKxisomiesKinK
wytogeneticallyKNormalKucuteKMyeloidKLeukemiabKClinicalnCancernResearchYK2019YKfiYKjifhajige 12.9 5

15 SecondaryKcytogeneticKabnormalitiesKinKcoreabindingKfactorKuMLKharboringKinvTejUKvsKtTlofeUbKBloodn
AdvancesYK2021YKiYKfhleafhlm 7.8 5

14 ±eneKexpressionKsignatureKpredictsKrelapseKinKadultKpatientsKwithKcytogeneticallyKnormalKacuteK
myeloidKleukemiabKBloodnAdvancesYK2021YKiYKehkhaehlf 7.8 4
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13
PrognosticKandKviologicKRelevanceKofKwlinicallyKupplicableKLongKNoncodingKRNuKProfilingKinKOlderK
PatientsKwithKwytogeneticallyKNormalKucuteKMyeloidKLeukemiabKMolecularnCancernTherapeuticsYK
2019YKelYKehieaehim

6.1 3

12 PhaseKgKrandomizedKtrialKofKchemotherapyKwithKorKwithoutKoblimersenKinKolderKuMLKpatientsnK
wuL±vKedfdeKTullianceUbKBloodnAdvancesYK2021YKiYKfkkiafklk 7.8 3

11 whromosomeKubnormalitiesKinKucuteKMyeloidKLeukaemiaKandKTheirKwlinicalKImportanceK2015YKfkiagek 2

10 wlinicalKandKmolecularKcharacterizationKofKpatientsKwithKacuteKmyeloidKleukemiaKandKsoleKtrisomiesK
ofKchromosomesKhYKlYKeeYKegKorKfebKLeukemiaYK2020YKghYKgilagjl 10.7 2

9 PrecisionKoncologyKinKuMLnKvalidationKofKtheKprognosticKvalueKofKtheKknowledgeKbankKapproachKandK
suggestionsKforKimprovementbKJournalnofnHematologynandnOncologyYK2021YKehYKedk 22.4 2
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