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99 rJdraftJsequenceJofJtheJNeandertalJgenomeXJScienceVJ2010VJdciVJhbaWhcc 33.3 2599

98 TheJcompleteJgenomeJsequenceJofJaJNeanderthalJfromJtheJrltaiJMountainsXJNatureVJ2014VJfafVJedWj 50.4 1339

97 rJhighWcoverageJgenomeJsequenceJfromJanJarchaicJuenisovanJindividualXJScienceVJ2012VJddiVJcccWg 33.3 1276

96 zSOLrTzONJsYJuzSTrNtvJzNJvQUzLzsRzUMJrNuJNONWvQUzLzsRzUMJPOPULrTzONSXJEvolution;g
InternationalgJournalgofgOrganicgEvolutionVJ1993VJehVJcgeWchj 3.8 1184

95 xeneticJhistoryJofJanJarchaicJhomininJgroupJfromJuenisovaJtaveJinJSiberiaXJNatureVJ2010VJegiVJbafdWga 50.4 1169

94 rncientJhumanJgenomesJsuggestJthreeJancestralJpopulationsJforJpresentWdayJvuropeansXJNatureVJ
2014VJfbdVJeajWbd 50.4 812

93 LinkageJdisequilibriumWWunderstandingJtheJevolutionaryJpastJandJmappingJtheJmedicalJfutureXJ
NaturegReviewsgGeneticsVJ2008VJjVJehhWif 30.1 695

92 TestingJforJancientJadmixtureJbetweenJcloselyJrelatedJpopulationsXJMoleculargBiologygandgEvolution
VJ2011VJciVJccdjWfc 8.3 689

91 xenomeJsequenceJofJaJefVaaaWyearWoldJmodernJhumanJfromJwesternJSiberiaXJNatureVJ2014VJfbeVJeefWj 50.4 635

90 TestingJforJlinkageJdisequilibriumJinJgenotypicJdataJusingJtheJvxpectationWMaximizationJalgorithmXJ
HeredityVJ1996VJhgJRJPtJeSVJdhhWid 3.6 475

89 znbreedingJcoefficientsJandJcoalescenceJtimesXJGeneticalgResearchVJ1991VJfiVJbghWhf 1.1 451

88 rJcompleteJNeandertalJmitochondrialJgenomeJsequenceJdeterminedJbyJhighWthroughputJ
sequencingXJCellVJ2008VJbdeVJebgWcg 56.2 405

87 rJhighWcoverageJNeandertalJgenomeJfromJVindijaJtaveJinJtroatiaXJScienceVJ2017VJdfiVJgffWgfi 33.3 312
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85 toatJcolorJvariationJatJtheJbeginningJofJhorseJdomesticationXJScienceVJ2009VJdceVJeif 33.3 198

84 rnJexactJtestJforJneutralityJbasedJonJtheJvwensJsamplingJdistributionXJGeneticalgResearchVJ1994VJgeVJhbWe1.1 188

83 NULLJMOuvLSJwORJTyvJNUMsvRJOwJvVOLUTzONrRYJSTvPSJzNJrJtyrRrtTvRJONJrJ
PyYLOxvNvTztJTRvvXJEvolution;gInternationalgJournalgofgOrganicgEvolutionVJ1991VJefVJbbieWbbjh 3.8 177
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82 vstimatingJalleleJageXJAnnualgReviewgofgGenomicsgandgHumangGeneticsVJ2000VJbVJccfWej 9.7 171

81 yigherJlevelsJofJneanderthalJancestryJinJvastJrsiansJthanJinJvuropeansXJGeneticsVJ2013VJbjeVJbjjWcaj 4 168

80 SvrRtyzNxJwORJvVOLUTzONrRYJPrTTvRNSJzNJTyvJSyrPvJOwJrJPyYLOxvNvTztJTRvvXJEvolution;g
InternationalgJournalgofgOrganicgEvolutionVJ1993VJehVJbbhbWbbib 3.8 167

79 SerialJfounderJeffectsJduringJrangeJexpansionkJaJspatialJanalogJofJgeneticJdriftXJGeneticsVJ2012VJbjbVJbhbWib4 155

78 rJcorrectionJtoJtheJexactJtestJbasedJonJtheJvwensJsamplingJdistributionXJGeneticalgResearchVJ1996VJ
giVJcfjWga 1.1 145

77 ReconstructingJtheJgeneticJhistoryJofJlateJNeanderthalsXJNatureVJ2018VJfffVJgfcWgfg 50.4 138

76 MultiplexJrelativeJriskJandJestimationJofJtheJnumberJofJlociJunderlyingJanJinheritedJdiseaseXJ
AmericangJournalgofgHumangGeneticsVJ2002VJhbVJbdgjWif 11 129

75 xeneticJhitchWhikingJinJaJsubdividedJpopulationXJGeneticalgResearchVJ1998VJhbVJbffWga 1.1 126

74 SeeingJghostskJtheJeffectJofJunsampledJpopulationsJonJmigrationJratesJestimatedJforJsampledJ
populationsXJMoleculargEcologyVJ2005VJbeVJghWhd 5.7 116

73 vvolutionaryJxenomicsJandJtonservationJofJtheJvndangeredJPrzewalskiQsJyorseXJCurrentgBiologyVJ
2015VJcfVJcfhhWid 6.3 115

72 xeneJflowJandJselectionJinJaJtwoWlocusJsystemXJGeneticsVJ1975VJibVJhihWiac 4 115

71 eaVaaaWYearWOldJzndividualJfromJrsiaJProvidesJznsightJintoJvarlyJPopulationJStructureJinJvurasiaXJ
CurrentgBiologyVJ2017VJchVJdcacWdcaiXej 6.3 108

70 TracingJpastoralistJmigrationsJtoJsouthernJrfricaJwithJlactaseJpersistenceJallelesXJCurrentgBiologyVJ
2014VJceVJihfWj 6.3 106

69 rncientJuNrJandJhumanJhistoryXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaVJ2016VJbbdVJgdiaWh 11.5 103

68 UsingJmaximumJlikelihoodJtoJestimateJpopulationJsizeJfromJtemporalJchangesJinJalleleJfrequenciesXJ
GeneticsVJ1999VJbfcVJhffWgb 4 96

67 vstimatingJalleleJageJandJselectionJcoefficientJfromJtimeWserialJdataXJGeneticsVJ2012VJbjcVJfjjWgah 4 92

66
TrackingJtheJoriginsJofJYakutianJhorsesJandJtheJgeneticJbasisJforJtheirJfastJadaptationJtoJsubarcticJ
environmentsXJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2015
VJbbcVJvgiijWjh

11.5 89

65 uetectingJrangeJexpansionsJfromJgeneticJdataXJEvolution;gInternationalgJournalgofgOrganicgEvolutionVJ
2013VJghVJdcheWij 3.8 83
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64 PartialJgenomicJsurvivalJofJcaveJbearsJinJlivingJbrownJbearsXJNaturegEcologygandgEvolutionVJ2018VJcVJbfgdWbfha12.3 82

63 TheJextentJofJlinkageJdisequilibriumJcausedJbyJselectionJonJxgPuJinJhumansXJGeneticsVJ2005VJbhbVJbcbjWcj4 78

62 rncientJstructureJinJrfricaJunlikelyJtoJexplainJNeanderthalJandJnonWrfricanJgeneticJsimilarityXJ
MoleculargBiologygandgEvolutionVJ2012VJcjVJcjihWjf 8.3 73

61 OnJtreatingJtheJchromosomeJasJtheJunitJofJselectionXJGeneticsVJ1972VJhcVJbfhWgi 4 73

60 sayesianJznferenceJofJNaturalJSelectionJfromJrlleleJwrequencyJTimeJSeriesXJGeneticsVJ2016VJcadVJejdWfbb4 69

59 vxcessJofJgenomicJdefectsJinJaJwoollyJmammothJonJWrangelJislandXJPLoSgGeneticsVJ2017VJbdVJebaaggab 6 67

58 rJpopulationWgeneticJtestJofJfounderJeffectsJandJimplicationsJforJrshkenaziJJewishJdiseasesXJ
AmericangJournalgofgHumangGeneticsVJ2004VJhfVJcicWjd 11 65

57 SubdivisionJinJanJancestralJspeciesJcreatesJasymmetryJinJgeneJtreesXJMoleculargBiologygandg
EvolutionVJ2008VJcfVJccebWg 8.3 63

56 PvrKJSyzwTSJPROuUtvuJsYJtORRvLrTvuJRvSPONSvJTOJSvLvtTzONXJEvolution;gInternationalg
JournalgofgOrganicgEvolutionVJ1993VJehVJciaWcja 3.8 63

55 SimulatingJgenealogiesJofJselectedJallelesJinJaJpopulationJofJvariableJsizeXJGeneticalgResearchVJ2001VJ
hiVJejWfh 1.1 59

54 xeneJgenealogiesJwithinJmutantJallelicJclassesXJGeneticsVJ1996VJbedVJfhjWih 4 54

53 NaturalJselectionJandJresistanceJtoJyzVXJNatureVJ2001VJebbVJfefWg 50.4 52

52 MultilocusJselfWrecognitionJsystemsJinJfungiJasJaJcauseJofJtransWspeciesJpolymorphismXJGeneticsVJ
2002VJbgbVJgddWeb 4 47

51 LikelihoodJanalysisJofJongoingJgeneJflowJandJhistoricalJassociationXJEvolution;gInternationalgJournalg
ofgOrganicgEvolutionVJ2000VJfeVJeeWfa 3.8 45

50
TheJbetaJWglobinJrecombinationalJhotspotJreducesJtheJeffectsJofJstrongJselectionJaroundJybtVJaJ
recentlyJarisenJmutationJprovidingJresistanceJtoJmalariaXJAmericangJournalgofgHumangGeneticsVJ2005VJ
hhVJgdhWec

11 43

49 SegregationJvarianceJafterJhybridizationJofJisolatedJpopulationsXJGeneticalgResearchVJ1994VJgeVJfbWg 1.1 43

48 TheJuseJofJintraallelicJvariabilityJforJtestingJneutralityJandJestimatingJpopulationJgrowthJrateXJ
GeneticsVJ2001VJbfiVJigfWhe 4 40

47 JointJvstimationJofJtontaminationVJvrrorJandJuemographyJforJNuclearJuNrJfromJrncientJyumansXJ
PLoSgGeneticsVJ2016VJbcVJebaafjhc 6 40
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46 TheJconcordanceJofJgeneJtreesJandJspeciesJtreesJatJtwoJlinkedJlociXJGeneticsVJ2006VJbhcVJbjhjWie 4 37

45 znteractionJofJselectionJandJrecombinationJinJtheJfixationJofJnegativeWepistaticJgenesXJGeneticalg
ResearchVJ1996VJghVJcfhWgj 1.1 37

44 rJhiddenJMarkovJmodelJforJinvestigatingJrecentJpositiveJselectionJthroughJhaplotypeJstructureXJ
TheoreticalgPopulationgBiologyVJ2015VJjjVJbiWda 1.2 34

43
MrXzMUMWLzKvLzyOOuJvSTzMrTzONJOwJPOPULrTzONJuzVvRxvNtvJTzMvSJrNuJPOPULrTzONJ
PyYLOxvNYJzNJMOuvLSJWzTyOUTJMUTrTzONXJEvolution;gInternationalgJournalgofgOrganicgEvolution
VJ1998VJfcVJggjWghh

3.8 34

42 TheJeffectiveJfounderJeffectJinJaJspatiallyJexpandingJpopulationXJEvolution;gInternationalgJournalgofg
OrganicgEvolutionVJ2015VJgjVJhcbWde 3.8 31

41 rJsayesianJmethodJforJjointlyJestimatingJalleleJageJandJselectionJintensityXJGeneticalgResearchVJ
2008VJjaVJbcjWdh 1.1 30

40 vxchangeableJmodelsJofJcomplexJinheritedJdiseasesXJGeneticsVJ2008VJbhjVJccfdWgb 4 30

39 salancingJselectionJatJcloselyJlinkedVJoverdominantJlociJinJaJfiniteJpopulationXJGeneticsVJ2000VJbfeVJbdghWhi4 29

38 rlleleJageJandJaJtestJforJselectionJonJrareJallelesXJPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
BiologicalgSciencesVJ2000VJdffVJbggdWi 5.8 25

37 uistinguishingJrecombinationJandJintragenicJgeneJconversionJbyJlinkageJdisequilibriumJpatternsXJ
GeneticalgResearchVJ2000VJhfVJgbWhd 1.1 23

36 rJtestJforJancientJselectiveJsweepsJandJanJapplicationJtoJcandidateJsitesJinJmodernJhumansXJ
MoleculargBiologygandgEvolutionVJ2014VJdbVJddeeWfi 8.3 22

35 TheJjointJalleleWfrequencyJspectrumJinJcloselyJrelatedJspeciesXJGeneticsVJ2007VJbhhVJdihWji 4 22

34 rJmethodJforJestimatingJtheJintensityJofJoverdominantJselectionJfromJtheJdistributionJofJalleleJ
frequenciesXJGeneticsVJ2000VJbfgVJcbbjWcg 4 22

33 znferringJselectionJintensityJandJalleleJageJfromJmultilocusJhaplotypeJstructureXJG3:gGenesvg
GenomesvgGeneticsVJ2013VJdVJbecjWec 3.2 21

32 xenomeWwideJdivergenceJamongJinvasiveJpopulationsJofJredesJaegyptiJinJtaliforniaXJBMCgGenomics
VJ2019VJcaVJcae 4.5 19

31 OverdominantJallelesJinJaJpopulationJofJvariableJsizeXJGeneticsVJ1999VJbfcVJhhfWib 4 19

30 MethodsJforJmultipointJdiseaseJmappingJusingJlinkageJdisequilibriumXJGeneticgEpidemiologyVJ2000VJ
bjJSupplJbVJShbWh 2.6 18

29 uistinguishingJrecentJadmixtureJfromJancestralJpopulationJstructureXJGenomegBiologygandgEvolution
VJ2017VJ 3.9 17
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28 rJsequenceWbasedJapproachJdemonstratesJthatJbalancingJselectionJinJclassicalJhumanJleukocyteJ
antigenJRyLrSJlociJisJasymmetricXJHumangMoleculargGeneticsVJ2013VJccVJcfcWgb 5.6 16

27 rverageJprobabilityJthatJaJLcoldJhitLJinJaJuNrJdatabaseJsearchJresultsJinJanJerroneousJattributionXJ
JournalgofgForensicgSciencesVJ2009VJfeVJccWh 1.8 13

26 vpistaticJselectionJopposedJbyJimmigrationJinJmultipleJlocusJgeneticJsystemsXJJournalgofg
EvolutionarygBiologyVJ1995VJiVJgcdWgdd 2.3 13

25 wounderJmutationRsSJinJtheJRSPyjJgeneJleadingJtoJprimaryJciliaryJdyskinesiaJinJtwoJinbredJsedouinJ
familiesXJAnnalsgofgHumangGeneticsVJ2010VJheVJbbhWcf 2.2 12

24 ueterminationJofJgeneticJrelatednessJfromJlowWcoverageJhumanJgenomeJsequencesJusingJ
pedigreeJsimulationsXJMoleculargEcologyVJ2017VJcgVJebefWebfh 5.7 11

23 TheJprojectionJofJaJtestJgenomeJontoJaJreferenceJpopulationJandJapplicationsJtoJhumansJandJ
archaicJhomininsXJGeneticsVJ2014VJbjiVJbgffWha 4 9

22 rJvectorizedJmethodJofJimportanceJsamplingJwithJapplicationsJtoJmodelsJofJmutationJandJ
migrationXJTheoreticalgPopulationgBiologyVJ2002VJgcVJddjWei 1.2 9

21 MicrosatelliteskJevolutionJandJmutationalJprocessesXJNovartisgFoundationgSymposiumVJ1996VJbjhVJ
fbWghlJdiscussionJghWhc 9

20 StatisticalJmethodsJforJanalyzingJancientJuNrJfromJhomininsXJCurrentgOpiniongingGeneticsgandg
DevelopmentVJ2016VJebVJhcWhg 4.9 9

19 TranscontinentalJdispersalJofJoccurredJfromJWestJrfricanJoriginJviaJserialJfounderJeventsXJ
CommunicationsgBiologyVJ2019VJcVJehd 6.7 9

18 zsolationWbyWdistanceWandWtimeJinJaJsteppingWstoneJmodelXJTheoreticalgPopulationgBiologyVJ2016VJbaiVJceWdf1.2 8

17 xenotypeWspecificJrecurrenceJrisksJasJindicatorsJofJtheJgeneticJarchitectureJofJcomplexJdiseasesXJ
AmericangJournalgofgHumangGeneticsVJ2008VJidVJbcaWg 11 8

16 uiscussionkJRecentJtommonJrncestorsJofJallJPresentWuayJzndividualsXJAdvancesgingAppliedg
ProbabilityVJ1999VJdbVJbachWbadf 0.7 7

15 rJgraphicalJapproachJtoJmultiWlocusJmatchJprobabilityJcomputationkJrevisitingJtheJproductJruleXJ
TheoreticalgPopulationgBiologyVJ2007VJhcVJjgWbba 1.2 6

14 uiscussionkJRecentJtommonJrncestorsJofJallJPresentWuayJzndividualsXJAdvancesgingAppliedg
ProbabilityVJ1999VJdbVJbachWbadf 0.7 6

13 xenomicJtestsJofJvariationJinJinbreedingJamongJindividualsJandJamongJchromosomesXJGeneticsVJ
2012VJbjcVJbehhWic 4 5

12 JointJvstimationJofJRelatednessJtoefficientsJandJrlleleJwrequenciesJfromJrncientJSamplesXJ
GeneticsVJ2017VJcagVJbacfWbadf 4 4

11 UsingJrncientJSamplesJinJProjectionJrnalysisXJG3:gGenesvgGenomesvgGeneticsVJ2015VJgVJjjWbaf 3.2 4
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10 UsingJknownJQTLsJtoJdetectJdirectionalJepistaticJinteractionsXJGeneticalgResearchVJ2012VJjeVJdjWei 1.1 3

9 MatchJprobabilitiesJinJaJfiniteVJsubdividedJpopulationXJTheoreticalgPopulationgBiologyVJ2011VJhjVJffWgd 1.2 2

8 znbreedingJcoefficientsJandJcoalescenceJtimesXJGeneticalgResearchVJ2007VJijVJehjWih 1.1 2

7 rppendixJtoJPaperJbyJWallJandJyerbeckXJJournalgofgMoleculargEvolutionVJ2003VJfgVJgijWgja 3.1 2

6 wJbetweenJarchaicJandJpresentWdayJsamplesXJHeredityVJ2019VJbccVJhbbWhbi 3.6 2

5 rJmethodJforJestimatingJtheJeffectiveJnumberJofJlociJaffectingJaJquantitativeJcharacterXJTheoreticalg
PopulationgBiologyVJ2013VJijVJeeWfe 1.2 1

4 JointJestimationJofJcontaminationVJerrorJandJdemographyJforJnuclearJuNrJfromJancientJhumans 1

3 PathogensJPJstrainJdiversitykJisJsexJdisruptivepXJNaturegMedicineVJ1996VJcVJeabWd 50.5

2 vstimationJofJcoalescenceJprobabilitiesJandJpopulationJdivergenceJtimesJfromJSNPJdataXJHeredityVJ
2021VJbchVJbWj 3.6

1 LinkageJuisequilibriumJ2021VJdbWef
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