7

papers

7

all docs

1684188

309 5
citations h-index
7 7
docs citations times ranked

1872680

g-index

374

citing authors



ARTICLE IF CITATIONS

Seed and agronomic QTL in low linolenic acid, lipoxygenase-free soybean (Glycine max (L.) Merrill)
germplasm. Genome, 2006, 49, 1510-1527.

Effects of Nitrogen Application on Nitrogen Fixation in Common Bean Production. Frontiers in Plant

Science, 2020, 11, 1172. 3.6 49

In silico comparison of genomic regions containing genes coding for enzymes and transcription
factors for the phenylpropanoid pathway in Phaseolus vulgaris L. and Glycine max L. Merr. Frontiers
in Plant Science, 2013, 4, 317.

Molecular basis of seed lipoxygenase null traits in soybean line 0X948. Theoretical and Applied

Genetics, 2011, 122, 1247-1264. 3.6 16

Microsomal Omega-3 Fatty Acid Desaturase Genes in Low Linolenic Acid Soybean Line RG10 and
Validation of Major Linolenic Acid QTL. Frontiers in Genetics, 2016, 7, 38.

Genome Regions Associated with Functional Performance of Soybean Stem Fibers in Polypropylene

Thermoplastic Composites. PLoS ONE, 2015, 10, e€0130371. 2.5 4

Yield and antiyield genes in common bean (<scp> <i>Phaseolus vulgaris</i> <[scp> L.)., 2021, 3, e91.




