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c-Myc participates in high glucose-mediated endothelial inflammation via upregulation of IRAK1

expression in diabetic nephropathy. Cellular Signalling, 2022, 92, 110263.
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Sirt7 associates with ELK1 to participate in hyperglycemia memory and diabetic nephropathy via
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The CREB/KMTSA complex regulates PTP1B to modulate high glucose-induced endothelial inflammatory
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