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n Paper IF Citations

131 ydentificationIofIaIgeneIRvαRWaSIcontainingIaIswwIrepeatIcoincidentIwithIaIbreakpointIclusterI
regionIexhibitingIlengthIvariationIinIfragileIXIsyndromeXICellVI1991VIfeVIiZeWad 56.2 2848

130 StrongIassociationIofIdeInovoIcopyInumberImutationsIwithIautismXIScienceVI2007VIcafVIddeWi 33.3 2126

129 VariationIofItheIswwIrepeatIatItheIfragileIXIsiteIresultsIinIgeneticIinstabilityjIresolutionIofItheI
ShermanIparadoxXICellVI1991VIfgVIaZdgWeh 56.2 1786

128 weneticIrelationshipIbetweenIfiveIpsychiatricIdisordersIestimatedIfromIgenomeWwideISβPsXINaturel
GeneticsVI2013VIdeVIihdWid 36.3 1628

127 SynapticVItranscriptionalIandIchromatinIgenesIdisruptedIinIautismXINatureVI2014VIeaeVIbZiWae 50.4 1581

126 vunctionalIimpactIofIglobalIrareIcopyInumberIvariationIinIautismIspectrumIdisordersXINatureVI2010VI
dffVIcfhWgb 50.4 1499

125 PatternsIandIratesIofIexonicIdeInovoImutationsIinIautismIspectrumIdisordersXINatureVI2012VIdheVIbdbWe 50.4 1300

124 αappingIautismIriskIlociIusingIgeneticIlinkageIandIchromosomalIrearrangementsXINaturelGeneticsVI
2007VIciVIcaiWbh 36.3 1083

123 qutismIgenomeWwideIcopyInumberIvariationIrevealsIubiquitinIandIneuronalIgenesXINatureVI2009VI
deiVIefiWgc 50.4 1075

122 αultipleIrecurrentIdeInovoIsβVsVIincludingIduplicationsIofItheIgqaaXbcIWilliamsIsyndromeIregionVI
areIstronglyIassociatedIwithIautismXINeuronVI2011VIgZVIhfcWhe 13.9 932

121 ynsightsIintoIqutismISpectrumItisorderIwenomicIqrchitectureIandIriologyIfromIgaIRiskI₃ociXI
NeuronVI2015VIhgVIabaeWabcc 13.9 806

120 sommonIgeneticIvariantsIonIepadXaIassociateIwithIautismIspectrumIdisordersXINatureVI2009VIdeiVIebhWcc50.4 760

119 teInovoItruncatingImutationsIinIufWqPIubiquitinWproteinIligaseIgeneIRUrucqSIinIqngelmanI
syndromeXINaturelGeneticsVI1997VIaeVIgdWg 36.3 677

118 qIframeworkIforItheIinterpretationIofIdeInovoImutationIinIhumanIdiseaseXINaturelGeneticsVI2014VI
dfVIiddWeZ 36.3 656

117 sonvergenceIofIgenesIandIcellularIpathwaysIdysregulatedIinIautismIspectrumIdisordersXIAmericanl
JournalloflHumanlGeneticsVI2014VIidVIfggWid 11 635

116 tβqImethylationIrepressesIvαRWaItranscriptionIinIfragileIXIsyndromeXIHumanlMolecularlGeneticsVI
1992VIaVIcigWdZZ 5.6 607

115 RecurrentIrearrangementsIofIchromosomeIaqbaXaIandIvariableIpediatricIphenotypesXINewlEnglandl
JournalloflMedicineVI2008VIceiVIafheWii 59.2 587
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114 ₃argeWScaleIuxomeISequencingIStudyIymplicatesIrothItevelopmentalIandIvunctionalIshangesIinI
theIβeurobiologyIofIqutismXICellVI2020VIahZVIefhWehdXebc 56.2 578

113 αicroduplicationsIofIafpaaXbIareIassociatedIwithIschizophreniaXINaturelGeneticsVI2009VIdaVIabbcWg 36.3 550

112 sontributionIofISxqβKcImutationsItoIautismIspectrumIdisorderXIAmericanlJournalloflHumanl
GeneticsVI2007VIhaVIabhiWig 11 492

111 qIgenomeWwideIlinkageIandIassociationIscanIrevealsInovelIlociIforIautismXINatureVI2009VIdfaVIhZbWh 50.4 474

110 qIgenomeWwideIscanIforIcommonIallelesIaffectingIriskIforIautismXIHumanlMolecularlGeneticsVI2010VI
aiVIdZgbWhb 5.6 443

109 ymprintedIexpressionIofItheImurineIqngelmanIsyndromeIgeneVIUbecaVIinIhippocampalIandIPurkinjeI
neuronsXINaturelGeneticsVI1997VIagVIgeWh 36.3 415

108 teletionsIofIaIdifferentiallyImethylatedIspwIislandIatItheISβRPβIgeneIdefineIaIputativeIimprintingI
controlIregionXINaturelGeneticsVI1994VIhVIebWh 36.3 388

107 qllelicIheterogeneityIatItheIserotoninItransporterIlocusIRS₃sfqdSIconfersIsusceptibilityItoIautismI
andIrigidWcompulsiveIbehaviorsXIAmericanlJournalloflHumanlGeneticsVI2005VIggVIbfeWgi 11 332

106 qIgeneticIvariantIthatIdisruptsIαuTItranscriptionIisIassociatedIwithIautismXIProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaVI2006VIaZcVIafhcdWi 11.5 331

105 TissueIspecificIexpressionIofIvαRWaIprovidesIevidenceIforIaIfunctionalIroleIinIfragileIXIsyndromeXI
NaturelGeneticsVI1993VIcVIcfWdc 36.3 320

104 wenomeWwideIanalysesIofIexonicIcopyInumberIvariantsIinIaIfamilyWbasedIstudyIpointItoInovelI
autismIsusceptibilityIgenesXIPLoSlGeneticsVI2009VIeVIeaZZZecf 6 305

103 sommonIgeneticIvariantsVIactingIadditivelyVIareIaImajorIsourceIofIriskIforIautismXIMolecularlAutismVI
2012VIcVIi 6.5 294

102 qImultisiteIstudyIofItheIclinicalIdiagnosisIofIdifferentIautismIspectrumIdisordersXIArchiveslofl
GenerallPsychiatryVI2012VIfiVIcZfWac 289

101 yndividualIcommonIvariantsIexertIweakIeffectsIonItheIriskIforIautismIspectrumIdisordersXIHumanl
MolecularlGeneticsVI2012VIbaVIdghaWib 5.6 279

100
qutismIgeneIvariantIcausesIhyperserotonemiaVIserotoninIreceptorIhypersensitivityVIsocialI
impairmentIandIrepetitiveIbehaviorXIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaVI2012VIaZiVIedfiWgd

11.5 225

99 xumanIandImurineIvαRWajIalternativeIsplicingIandItranslationalIinitiationIdownstreamIofItheI
swwWrepeatXINaturelGeneticsVI1993VIdVIbddWea 36.3 223

98 RareIcompleteIknockoutsIinIhumansjIpopulationIdistributionIandIsignificantIroleIinIautismI
spectrumIdisordersXINeuronVI2013VIggVIbceWdb 13.9 190

97 PartialIandIgeneralizedIepilepsyIwithIfebrileIseizuresIplusIandIaInovelISsβaqImutationXINeurologyVI
2001VIegVIbbfeWgb 6.5 169
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96 yntegratedImodelIofIdeInovoIandIinheritedIgeneticIvariantsIyieldsIgreaterIpowerItoIidentifyIriskI
genesXIPLoSlGeneticsVI2013VIiVIeaZZcfga 6 168

95 qnalysisIofItheIRu₃βIgeneIasIaIgeneticIriskIfactorIforIautismXIMolecularlPsychiatryVI2005VIaZVIefcWga 15.1 154

94 qInovelIapproachIofIhomozygousIhaplotypeIsharingIidentifiesIcandidateIgenesIinIautismIspectrumI
disorderXIHumanlGeneticsVI2012VIacaVIefeWgi 6.3 150

93
xumanIserotoninItransporterIvariantsIdisplayIalteredIsensitivityItoIproteinIkinaseIwIandIpchI
mitogenWactivatedIproteinIkinaseXIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaVI2005VIaZbVIaaedeWeZ

11.5 148

92 ₃inkageIdisequilibriumIatItheIqngelmanIsyndromeIgeneIUrucqIinIautismIfamiliesXIGenomicsVI2001VI
ggVIaZeWac 4.3 145

91 teInovoImutationIinItheIdopamineItransporterIgeneIassociatesIdopamineIdysfunctionIwithIautismI
spectrumIdisorderXIMolecularlPsychiatryVI2013VIahVIacaeWbc 15.1 127

90 weneticIevidenceIimplicatingImultipleIgenesIinItheIαuTIreceptorItyrosineIkinaseIpathwayIinIautismI
spectrumIdisorderXIAutismlResearchVI2008VIaVIaeiWfh 5.1 123

89 qssociationIofIoxytocinIreceptorIROXTRSIgeneIvariantsIwithImultipleIphenotypeIdomainsIofIautismI
spectrumIdisorderXIJournalloflNeurodevelopmentallDisordersVI2011VIcVIaZaWab 4.6 119

88 qIlinkageIdisequilibriumImapIofItheIaWαbIaeqabIwqrqRqSIreceptorIsubunitIclusterIandIassociationI
toIautismXIAmericanlJournalloflMedicallGeneticslPartlAVI2004VIacarVIeaWi 119

87 ymprintingIanalysisIofIthreeIgenesIinItheIPraderWWilliYqngelmanIregionjISβRPβVIufWassociatedI
proteinVIandIPqRWbIRtaeSbbeuSXIHumanlMolecularlGeneticsVI1994VIcVIcZiWae 5.6 116

86 tistinctIgeneticIriskIbasedIonIassociationIofIαuTIinIfamiliesIwithIcoWoccurringIautismIandI
gastrointestinalIconditionsXIPediatricsVI2009VIabcVIaZahWbd 7.4 115

85 qIgenomeWwideIassociationIstudyIofIautismIusingItheISimonsISimplexIsollectionjItoesIreducingI
phenotypicIheterogeneityIinIautismIincreaseIgeneticIhomogeneityoXIBiologicallPsychiatryVI2015VIggVIggeWhd7.9 113

84 SPqRKjIqIUSIsohortIofIeZVZZZIvamiliesItoIqccelerateIqutismIResearchXINeuronVI2018VIigVIdhhWdic 13.9 112

83 TheIspectrumIofImutationsIinIUrucqIcausingIqngelmanIsyndromeXIHumanlMolecularlGeneticsVI1999
VIhVIabiWce 5.6 112

82 wenomeWwideIandIOrderedWSubsetIlinkageIanalysesIprovideIsupportIforIautismIlociIonIagqIandIaipI
withIevidenceIofIphenotypicIandIinterlocusIgeneticIcorrelatesXIBMClMedicallGeneticsVI2005VIfVIa 2.1 110

81 ₃inkageIandIassociationIanalysisIatItheIserotoninItransporterIRS₃sfqdSIlocusIinIaIrigidWcompulsiveI
subsetIofIautismXIAmericanlJournalloflMedicallGeneticslPartlAVI2004VIabgrVIaZdWab 109

80 qnalysisIofIrareVIexonicIvariationIamongstIsubjectsIwithIautismIspectrumIdisordersIandIpopulationI
controlsXIPLoSlGeneticsVI2013VIiVIeaZZcddc 6 108

79 qutismIandIaeqaaWqacIdisordersjIbehavioralVIgeneticVIandIpathophysiologicalIissuesXIMentall
RetardationlandlDevelopmentallDisabilitieslResearchlReviewsVI2004VIaZVIbhdWia 101
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78 unhancedIactivityIofIhumanIserotoninItransporterIvariantsIassociatedIwithIautismXIPhilosophicall
TransactionsloflthelRoyallSocietylB:lBiologicallSciencesVI2009VIcfdVIafcWgc 5.8 97

77 qIcommonIXWlinkedIinbornIerrorIofIcarnitineIbiosynthesisImayIbeIaIriskIfactorIforInondysmorphicI
autismXIProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaVI2012VIaZiVIgigdWha11.5 94

76 αaternalItransmissionIofIaIrareIwqrRrcIsignalIpeptideIvariantIisIassociatedIwithIautismXIMolecularl
PsychiatryVI2011VIafVIhfWif 15.1 88

75 TheIufWqpIubiquitinWproteinIligaseIRUrucqSIgeneIisIlocalizedIwithinIaInarrowedIqngelmanI
syndromeIcriticalIregionXIGenomelResearchVI1997VIgVIcfhWgg 9.7 88

74 qIcompleteIYqsIcontigIofItheIPraderWWilliYqngelmanIchromosomeIregionIRaeqaaWqacSIandIrefinedI
localizationIofItheISβRPβIgeneXIGenomicsVI1993VIahVIedfWeb 4.3 88

73 uxploratoryIsubsettingIofIautismIfamiliesIbasedIonIsavantIskillsIimprovesIevidenceIofIgeneticI
linkageItoIaeqaaWqacXIJournalloflthelAmericanlAcademyloflChildlandlAdolescentlPsychiatryVI2003VIdbVIhefWfc7.2 87

72 UseIofIarrayIswxItoIdetectIexonicIcopyInumberIvariantsIthroughoutItheIgenomeIinIautismIfamiliesI
detectsIaInovelIdeletionIinITα₃xuXIHumanlMolecularlGeneticsVI2011VIbZVIdcfZWgZ 5.6 84

71 RareIfamilialIafqbaImicrodeletionsIunderIaIlinkageIpeakIimplicateIcadherinIhIRstxhSIinI
susceptibilityItoIautismIandIlearningIdisabilityXIJournalloflMedicallGeneticsVI2011VIdhVIdhWed 5.8 81

70 sharacterizationIofIaIhighlyIpolymorphicIdinucleotideIrepeatIaeZIKrIproximalItoItheIfragileIXIsiteXI
AmericanlJournalloflMedicallGeneticslPartlAVI1992VIdcVIbcgWdc 75

69 VariationIinIyTwrcIisIassociatedIwithIwholeWbloodIserotoninIlevelIandIautismIsusceptibilityXI
EuropeanlJournalloflHumanlGeneticsVI2006VIadVIibcWca 5.3 73

68 ValidationIstudiesIofISβRPβImethylationIasIaIdiagnosticItestIforIPraderWWilliIsyndromeXIAmericanl
JournalloflMedicallGeneticslPartlAVI1996VIffVIggWhZ 71

67 αouseYhumanIsequenceIdivergenceIinIaIregionIwithIaIpaternalWspecificImethylationIimprintIatItheI
humanIxaiIlocusXIHumanlMolecularlGeneticsVI1996VIeVIaaeeWfa 5.6 71

66 qssociationIandImutationIanalysesIofIafpaaXbIautismIcandidateIgenesXIPLoSlONEVI2009VIdVIedehb 3.7 68

65 qppetitiveIbehaviorVIcompulsivityVIandIneurochemistryIinIPraderWWilliIsyndromeXIMentall
RetardationlandlDevelopmentallDisabilitieslResearchlReviewsVI2000VIfVIabeWcZ 67

64 S₃sfqcIcodingIvariantIqlaeeiValIfoundIinItwoIautismIprobandsIaltersIdopamineItransporterI
functionIandItraffickingXITranslationallPsychiatryVI2014VIdVIedfd 8.6 65

63 yntegratedIYqsIcontigImapIofItheIPraderWWilliYqngelmanIregionIonIchromosomeIaeqaaWqacIwithI
averageISTSIspacingIofIceIkbXIGenomelResearchVI1998VIhVIadfWeg 9.7 64

62 qIrayesianIframeworkIthatIintegratesImultiWomicsIdataIandIgeneInetworksIpredictsIriskIgenesI
fromIschizophreniaIwWqSIdataXINaturelNeuroscienceVI2019VIbbVIfiaWfii 25.5 62

61 qdjustingIheadIcircumferenceIforIcovariatesIinIautismjIclinicalIcorrelatesIofIaIhighlyIheritableI
continuousItraitXIBiologicallPsychiatryVI2013VIgdVIegfWhd 7.9 59

(2013-2009)
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60 ShorterIsleepIdurationIisIassociatedIwithIsocialIimpairmentIandIcomorbiditiesIinIqStXIAutisml
ResearchVI2017VIaZVIabbaWabch 5.1 55

59 αolecularIgeneticsIofItheIplateletIserotoninIsystemIinIfirstWdegreeIrelativesIofIpatientsIwithI
autismXINeuropsychopharmacologyVI2008VIccVIcecWfZ 8.7 52

58 tenseIlinkageIdisequilibriumImappingIinItheIaeqaaWqacImaternalIexpressionIdomainIyieldsI
evidenceIforIassociationIinIautismXIMolecularlPsychiatryVI2003VIhVIfbdWcdVIegZ 15.1 52

57 yntellectualIdisabilityIisIassociatedIwithIincreasedIrunsIofIhomozygosityIinIsimplexIautismXIAmericanl
JournalloflHumanlGeneticsVI2013VIicVIaZcWi 11 51

56 TissueWspecificIandIalleleWspecificIreplicationItimingIcontrolIinItheIimprintedIhumanIPraderWWilliI
syndromeIregionXIGeneslandlDevelopmentVI1995VIiVIhZhWbZ 12.6 51

55
RareIautismWassociatedIvariantsIimplicateIsyntaxinIaIRSTXaIRbfQSIphosphorylationIandItheI
dopamineItransporterIRhtqTIReaWSIinIdopamineIneurotransmissionIandIbehaviorsXIEBioMedicineVI
2015VIbVIaceWadf

8.8 50

54 qIβovelIxumanIαutationItisruptsItendriticIαorphologyIandISynapticITransmissionVIandIsausesI
qStWRelatedIrehaviorsXIJournalloflNeuroscienceVI2017VIcgVIbbafWbbcc 6.6 49

53 αodestIimpactIonIriskIforIautismIspectrumIdisorderIofIrareIcopyInumberIvariantsIatIaeqaaXbVI
specificallyIbreakpointsIaItoIbXIAutismlResearchVI2014VIgVIceeWfb 5.1 49

52 weneticIanalysisIofIbiologicalIpathwayIdataIthroughIgenomicIrandomizationXIHumanlGeneticsVI2011VI
abiVIefcWga 6.3 48

51 uxaminationIofIβRsqαVI₃RRβcVIKyqqZgafVIandI₃qαraIasIautismIcandidateIgenesXIBMClMedicall
GeneticsVI2004VIeVIab 2.1 48

50 βeuronallyWexpressedInecdinIgenejIanIimprintedIcandidateIgeneIinIPraderWWilliIsyndromeXILancet,l
TheVI1997VIceZVIaebZWa 40 47

49
weneticsIofIchildhoodIdisordersjIX₃VyyXIqutismVIpartIfjIduplicationIandIinheritedIsusceptibilityIofI
chromosomeIaeqaaWqacIgenesIinIautismXIJournalloflthelAmericanlAcademyloflChildlandlAdolescentl
PsychiatryVI2003VIdbVIbecWf

7.2 46

48 weneticsXIynsightsIintoItheIpathogenesisIofIautismXIScienceVI2008VIcbaVIbZhWi 33.3 44

47
αodelingIrareIgeneIvariationItoIgainIinsightIintoItheIoldestIbiomarkerIinIautismjIconstructionIofI
theIserotoninItransporterIwlyefqlaIknockWinImouseXIJournalloflNeurodevelopmentallDisordersVI2009VI
aVIaehWga

4.6 39

46 qssociationIofIαuTIwithIsocialIandIcommunicationIphenotypesIinIindividualsIwithIautismIspectrumI
disorderXIAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsVI2010VIaecrVIdchWddf 3.5 39

45 qutosomalIdominantIlateralItemporalIepilepsyjItwoIfamiliesIwithInovelImutationsIinItheI₃wyaIgeneXI
EpilepsiaVI2004VIdeVIbahWbb 6.4 36

44 ParentWofWoriginIeffectsIofItheIserotoninItransporterIgeneIassociatedIwithIautismXIAmericanlJournall
oflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsVI2011VIaefVIaciWdd 3.5 34

43 weneticIbackgroundImodulatesIphenotypesIofIserotoninItransporterIqlaefIknockWinImiceXI
MolecularlAutismVI2013VIdVIce 6.5 33
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42 ₃everagingIbloodIserotoninIasIanIendophenotypeItoIidentifyIdeInovoIandIrareIvariantsIinvolvedIinI
autismXIMolecularlAutismVI2017VIhVIad 6.5 30

41
weneWontologyIenrichmentIanalysisIinItwoIindependentIfamilyWbasedIsamplesIhighlightsI
biologicallyIplausibleIprocessesIforIautismIspectrumIdisordersXIEuropeanlJournalloflHumanlGenetics
VI2011VIaiVIaZhbWi

5.3 30

40 ₃ackIofIassociationIbetweenIautismIandIS₃sbeqabXIAmericanlJournalloflPsychiatryVI2006VIafcVIibiWca 11.9 30

39 qnalysisIofItheIautismIchromosomeIbIlinkageIregionjIwqtaIandIotherIcandidateIgenesXI
NeurosciencelLettersVI2004VIcgbVIbZiWad 3.3 30

38 qnalysisIofIsxRβqgIrareIvariantsIinIautismIspectrumIdisorderIsusceptibilityXIAmericanlJournallofl
MedicallGenetics,lPartlAVI2015VIafgqVIgaeWbc 2.5 29

37 solocalizationIandIregulatedIphysicalIassociationIofIpresynapticIserotoninItransportersIwithIqâ��I
adenosineIreceptorsXIMolecularlPharmacologyVI2011VIhZVIdehWfe 4.3 28

36 tefiningItheIautismIminimumIcandidateIgeneIregionIonIchromosomeIgXIAmericanlJournallofl
MedicallGeneticslPartlAVI2003VIaagrVIiZWf 28

35
₃ociInominallyIassociatedIwithIautismIfromIgenomeWwideIanalysisIshowIenrichmentIofIbrainI
expressionIquantitativeItraitIlociIbutInotIlymphoblastoidIcellIlineIexpressionIquantitativeItraitIlociXI
MolecularlAutismVI2012VIcVIc

6.5 27

34 TheIqutismISimplexIsollectionjIanIinternationalVIexpertlyIphenotypedIautismIsampleIforIgeneticI
andIphenotypicIanalysesXIMolecularlAutismVI2014VIeVIcd 6.5 25

33 StructuralVIfunctionalVIandIbehavioralIinsightsIofIdopamineIdysfunctionIrevealedIbyIaIdeletionIinXI
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaVI2019VIaafVIchecWchfb 11.5 21

32 yntegrinI˛†cIxaploinsufficiencyIαodulatesISerotoninITransportIandIqntidepressantWSensitiveI
rehaviorIinIαiceXINeuropsychopharmacologyVI2015VIdZVIbZaeWbd 8.7 21

31 ₃argeWscaleIexomeIsequencingIstudyIimplicatesIbothIdevelopmentalIandIfunctionalIchangesIinItheI
neurobiologyIofIautism 21

30
βovelImethodIforIcombinedIlinkageIandIgenomeWwideIassociationIanalysisIfindsIevidenceIofI
distinctIgeneticIarchitectureIforItwoIsubtypesIofIautismXIJournalloflNeurodevelopmentallDisordersVI
2011VIcVIaacWbc

4.6 20

29 ydentificationIofIaInovelIpaternallyIexpressedItranscriptIadjacentItoIsnRPβIinItheIPraderWWilliI
syndromeIcriticalIregionXIGenomelResearchVI1996VIfVIgdbWf 9.7 19

28 TheIwainWofWvunctionIyntegrinI˛†cIProccIVariantIqltersItheISerotoninISystemIinItheIαouseIrrainXI
JournalloflNeuroscienceVI2017VIcgVIaabgaWaabhd 6.6 17

27 RareIcodingIvariantsIofItheIadenosineIqcIreceptorIareIincreasedIinIautismjIonItheItrailIofItheI
serotoninItransporterIregulomeXIMolecularlAutismVI2013VIdVIbh 6.5 17

26 ZnRbUSIreversesIfunctionalIdeficitsIinIaIdeInovoIdopamineItransporterIvariantIassociatedIwithI
autismIspectrumIdisorderXIMolecularlAutismVI2015VIfVIh 6.5 16

25 UsingIextendedIpedigreesItoIidentifyInovelIautismIspectrumIdisorderIRqStSIcandidateIgenesXI
HumanlGeneticsVI2015VIacdVIaiaWbZa 6.3 16

(2015-2017)
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24 PartialIduplicationIofItheIqPrqbIgeneIinIchromosomeIaeqacIcorrespondsItoIdupliconIstructuresXI
BMClGenomicsVI2003VIdVIae 4.5 16

23 SequencingIandIfunctionalIanalysisIofItheISβRPβIpromoterjIinIvitroImethylationIabolishesI
promoterIactivityXIGenomelResearchVI1997VIgVIfdbWh 9.7 15

22 PossibleIdosageIeffectIofImaternallyIexpressedIgenesIonIvisualIrecognitionImemoryIinIPraderWWilliI
syndromeXIAmericanlJournalloflMedicallGeneticslPartlAVI2001VIaZeVIgaWge 15

21 ysIthereIsexualIdimorphismIofIhyperserotonemiaIinIautismIspectrumIdisorderoXIAutismlResearchVI
2017VIaZVIadagWadbc 5.1 14

20 qccuracyIofIphenotypingIchildrenIwithIautismIbasedIonIparentIreportjIwhatIspecificallyIdoIweIgainI
phenotypingILrapidlyLoXIAutismlResearchVI2012VIeVIcaWh 5.1 14

19 TheIwqrrRaIlocusIandItheIwadfeqIvariantIisInotIassociatedIwithItemporalIlobeIepilepsyIprecededI
byIfebrileIseizuresXIBMClMedicallGeneticsVI2005VIfVIac 2.1 14

18 sonsensusIwenotyperIforIuxomeISequencingIRswuSSjIimprovingItheIqualityIofIexomeIvariantI
genotypesXIBioinformaticsVI2015VIcaVIahgWic 7.2 13

17
αutationsIinIwqrRqaVIwqrRqeVIwqrRwbIandIwqrRtIreceptorIgenesIareInotIaImajorIfactorIinItheI
pathogenesisIofIfamilialIfocalIepilepsyIprecededIbyIfebrileIseizuresXINeurosciencelLettersVI2006VI
cidVIgdWh

3.3 13

16 QSevereQIPraderWWilliIsyndromeIwithIaIlargeIdeletionIofIchromosomeIaeIdueItoIanIunbalancedI
tRaeVbbSRqadkqaaXbSItranslocationXIClinicallGeneticsVI2003VIfcVIgiWha 4 13

15 αaternalISerotoninI₃evelsIqreIqssociatedIWithIsognitiveIqbilityIandIsoreISymptomsIinIqutismI
SpectrumItisorderXIJournalloflthelAmericanlAcademyloflChildlandlAdolescentlPsychiatryVI2018VIegVIhfgWhge7.2 13

14 qIhaplotypeWbasedIframeworkIforIgroupWwiseItransmissionYdisequilibriumItestsIforIrareIvariantI
associationIanalysisXIBioinformaticsVI2015VIcaVIadebWi 7.2 12

13 tetectionIofIimprintingImutationsIinIqngelmanIsyndromeIusingIaIprobeIforIexonIalphaIofISβRPβXI
AmericanlJournalloflMedicallGeneticslPartlAVI1996VIfcVIdadWe 12

12 WholeIexomeIsequencingIrevealsIminimalIdifferencesIbetweenIcellIlineIandIwholeIbloodIderivedI
tβqXIGenomicsVI2013VIaZbVIbgZWg 4.3 11

11 vineImappingIandIassociationIstudiesIinIaIcandidateIregionIforIautismIonIchromosomeIbqcaWqcbXI
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