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A Pseudomonas T6SS effector recruits PQS-containing outer membrane vesicles for iron acquisition.

Nature Communications, 2017, 8, 14888.

Manganese scavenging and oxidative stress response mediated by type VI secretion system in
<i>Burkholderia thailandensis</i>. Proceedings of the National Academy of Sciences of the United 7.1 185
States of America, 2017, 114, E2233-E2242.

The Pseudomonas Quinolone Signal (PQS): Not Just for Quorum Sensing Anymore. Frontiers in
Cellular and Infection Microbiology, 2018, 8, 230.

Type VI Secretion System Transports Zn2+ to Combat Multiple Stresses and Host Immunity. PLoS 47 169
Pathogens, 2015, 11, e1005020. ’

Pantoea alhagi, a novel endophytic bacterium with ability to improve growth and drought tolerance
in wheat. Scientific Reports, 2017, 7, 41564.

The Type VI Secretion System Engages a Redox-Regulated Dual-Functional Heme Transporter for Zinc 64 107
Acquisition. Cell Reports, 2017, 20, 949-959. :

Atype <scp>Vl<[scp> secretion system regulated by <scp>OmpR</scp> in <i><scp>Y</scp>ersinia
pseudotuberculosis<[i> functions to maintain intracellular <scp>pH</scp> homeostasis.
Environmental Microbiology, 2013, 15, 557-569.

Sensing of autoinducer-2 by functionally distinct receptors in prokaryotes. Nature Communications, 12.8 86
2020, 11, 5371. :

Physiological roles of mycothiol in detoxification and tolerance to multiple poisonous chemicals in
Corynebacterium glutamicum. Archives of Microbiology, 2013, 195, 419-429.
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Functional interplay between the <i>Yersinia pseudotuberculosis</i> YpsRIl and YtbRI quorum sensing
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Modulation of a thermoregulated type VI secretion system by AHL-dependent Quorum Sensing in
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NrdH Redoxin Enhances Resistance to Multiple Oxidative Stresses by Acting as a Peroxidase Cofactor
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PLoS ONE, 2015, 10, e0140962. ’

In Vivo Analysis of Proteind€“Protein Interactions with Bioluminescence Resonance Energy Transfer
(BRET): Progress and Prospects. International Journal of Molecular Sciences, 2016, 17, 1704.

The icmF3 locus is involved in multiple adaptation- and virulence-related characteristics in

Pseudomonas aeruginosa PAO1. Frontiers in Cellular and Infection Microbiology, 2015, 5, 70. 3.9 35

Type VI Secretion Systems Present New Insights on Pathogenic Yersinia. Frontiers in Cellular and
Infection Microbiology, 2018, 8, 260.

Siderophore-Mediated Iron Acquisition Enhances Resistance to Oxidative and Aromatic Compound
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