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Pharmacophore-Guided Identification of Natural Products as Potential Inhibitors of Mycobacterium

ulcerans Cystathionine 13-Synthase MetB. Computation, 2021, 9, 32. 2.0 4

Unravelling the myth surrounding sterol biosynthesis as plausible target for drug design against
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Multitargeted Effects of Vitexin and Isovitexin on Diabetes Mellitus and Its Complications. Scientific 01 04
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Computational Identification of Potential Anti-Inflammatory Natural Compounds Targeting the p38
Mitogen-Activated Protein Kinase (MAPK): Implications for COVID-19-Induced Cytokine Storm.
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The Search for Putative Hits in Combating Leishmaniasis: The Contributions of Natural Products Over
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Prediction of antischistosomal small molecules using machine learning in the era of big data.
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Molecular modelling and de novo fragment-based design of potential inhibitors of beta-tubulin gene
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Cheminformatics-Based Identification of Potential Novel Anti-SARS-CoV-2 Natural Compounds of 3.8 35
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Molecular Docking Simulation Studies Identifies Potential Natural Product Derived-Antiwolbachial
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Computational Study on Potential Novel Anti-Ebola Virus Protein VP35 Natural Compounds.
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Pharmacoinformatics-based identification of potential bioactive compounds against Ebola virus 70 39
protein VP24. Computers in Biology and Medicine, 2019, 113, 103414. )

Electrochemical Response of Saccharomyces cerevisiae Corresponds to Cell Viability upon Exposure
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Molecular Docking and Dynamics Simulation Studies Predict Munc18b as a Target of Mycolactone: A
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Antimalarials: Review of Plasmepsins as Drug Targets and HIV Protease Inhibitors Interactions.
Current Topics in Medicinal Chemistry, 2019, 18, 2022-2028.

Chitosan Composites Synthesized Using Acetic Acid and Tetraethylorthosilicate Respond Differently
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Investigating the Conformation of S100i2 Protein Under Physiological Parameters Using Computational
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