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567 ueneticHstudiesHofHbodyHmassHindexHyieldHnewHinsightsHforHobesityHbiologyVHNatureTH2015THcYfTHYgeUZXd 50.4 2687

566 ogeUrelatedHclonalHhematopoiesisHassociatedHwithHadverseHoutcomesVHNewhEnglandhJournalhofh
MedicineTH2014THaeYTHZbffUgf 59.2 2314

565 uenomeUwideHassociationHstudyHidentifiesHnovelHbreastHcancerHsusceptibilityHlociVHNatureTH2007THbbeTHYXfeUga50.4 1957

564 refiningHtheHroleHofHcommonHvariationHinHtheHgenomicHandHbiologicalHarchitectureHofHadultHhumanH
heightVHNaturehGeneticsTH2014THbdTHYYeaUfd 36.3 1339

563  ewHgeneticHlociHlinkHadiposeHandHinsulinHbiologyHtoHbodyHfatHdistributionVHNatureTH2015THcYfTHYfeUYgd 50.4 920

562 κiskHofHqOVwrUYgHamongHfrontUlineHhealthUcareHworkersHandHtheHgeneralHcommunityhHaHprospectiveH
cohortHstudyVHLancethPublichHealthuhTheTH2020THcTHebecUebfa 22.4 899

561 zargeUscaleHgenotypingHidentifiesHbYHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturehGeneticsTH
2013THbcTHacaUdYTHadYeYUZ 36.3 813

560 qommonHvariantsHonHchromosomesHZqacHandHYdqYZHconferHsusceptibilityHtoHestrogenH
receptorUpositiveHbreastHcancerVHNaturehGeneticsTH2007THagTHfdcUg 36.3 715

559 ossociationHanalysisHidentifiesHdcHnewHbreastHcancerHriskHlociVHNatureTH2017THccYTHgZUgb 50.4 643

558 –ultipleHregionsHwithinHfqZbHindependentlyHaffectHriskHforHprostateHcancerVHNaturehGeneticsTH2007TH
agTHdafUbb 36.3 563

557 TheHfqZbHcancerHriskHvariantHrsdgfaZdeHshowsHlongUrangeHinteractionHwithH–YqHinHcolorectalHcancerVH
NaturehGeneticsTH2009THbYTHffZUb 36.3 550

556 sthnicHandHracialHdifferencesHinHtheHsmokingUrelatedHriskHofHlungHcancerVHNewhEnglandhJournalhofh
MedicineTH2006THacbTHaaaUbZ 59.2 538

555 odmixtureHmappingHidentifiesHfqZbHasHaHprostateHcancerHriskHlocusHinHofricanUomericanHmenVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2006THYXaTHYbXdfUea 11.5 517

554 ossociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypeshHaHpooledHanalysisHfromHtheHpreastH
qancerHossociationHqonsortiumHstudiesVHJournalhofhthehNationalhCancerhInstituteTH2011THYXaTHZcXUda 9.7 513

553 –ultipleHindependentHvariantsHatHtheHTsκTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturehGeneticsTH2013THbcTHaeYUfbTHafbeYUZ 36.3 422

552 wdentificationHofHZaHnewHprostateHcancerHsusceptibilityHlociHusingHtheHiqOuSHcustomHgenotypingH
arrayVHNaturehGeneticsTH2013THbcTHafcUgYTHagYeYUZ 36.3 413

551 retectableHclonalHmosaicismHfromHbirthHtoHoldHageHandHitsHrelationshipHtoHcancerVHNaturehGeneticsTH
2012THbbTHdbZUcX 36.3 409
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550 retectableHclonalHmosaicismHandHitsHrelationshipHtoHagingHandHcancerVHNaturehGeneticsTH2012THbbTHdcYUf 36.3 409

549 uenomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYcHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturehGeneticsTH2015THbeTHaeaUfX 36.3 406

548 qommonHvariantsHonHchromosomeHcpYZHconferHsusceptibilityHtoHestrogenHreceptorUpositiveHbreastH
cancerVHNaturehGeneticsTH2008THbXTHeXaUd 36.3 378

547 qhoosingHhaplotypeUtaggingHS üSHbasedHonHunphasedHgenotypeHdataHusingHaHpreliminaryHsampleHofH
unrelatedHsubjectsHwithHanHexampleHfromHtheH–ultiethnicHqohortHStudyVHHumanhHeredityTH2003THccTHZeUad1.1 371

546 üolygenicHκiskHScoresHforHüredictionHofHpreastHqancerHandHpreastHqancerHSubtypesVHAmericanh
JournalhofhHumanhGeneticsTH2019THYXbTHZYUab 11 363

545 wdentificationHofHsevenHnewHprostateHcancerHsusceptibilityHlociHthroughHaHgenomeUwideHassociationH
studyVHNaturehGeneticsTH2009THbYTHYYYdUZY 36.3 360

544 ossociationHanalysesHofHmoreHthanHYbXTXXXHmenHidentifyHdaHnewHprostateHcancerHsusceptibilityHlociVH
NaturehGeneticsTH2018THcXTHgZfUgad 36.3 340

543 oHmetaUanalysisHofHfeTXbXHindividualsHidentifiesHZaHnewHsusceptibilityHlociHforHprostateHcancerVH
NaturehGeneticsTH2014THbdTHYYXaUg 36.3 331

542 uenomeUwideHassociationHstudiesHidentifyHfourHsκHnegativeUspecificHbreastHcancerHriskHlociVHNatureh
GeneticsTH2013THbcTHagZUfTHagfeYUZ 36.3 327

541 SequenceHvariantsHinHSzqYdoYYHareHaHcommonHriskHfactorHforHtypeHZHdiabetesHinH–exicoVHNatureTH
2014THcXdTHgeUYXY 50.4 323

540 oHcommonHgeneticHriskHfactorHforHcolorectalHandHprostateHcancerVHNaturehGeneticsTH2007THagTHgcbUd 36.3 304

539 –etaUanalysisHidentifiesHcommonHvariantsHassociatedHwithHbodyHmassHindexHinHeastHosiansVHNatureh
GeneticsTH2012THbbTHaXeUYY 36.3 301

538 ueneticHanalysesHofHdiverseHpopulationsHimprovesHdiscoveryHforHcomplexHtraitsVHNatureTH2019THceXTHcYbUcYf50.4 291

537 veterogeneityHofHbreastHcancerHassociationsHwithHfiveHsusceptibilityHlociHbyHclinicalHandHpathologicalH
characteristicsVHPLoShGeneticsTH2008THbTHeYXXXXcb 6 280

536 oHcommonHvariantHatHtheHTsκTUqzüT–YzHlocusHisHassociatedHwithHestrogenHreceptorUnegativeHbreastH
cancerVHNaturehGeneticsTH2011THbaTHYZYXUb 36.3 253

535 uenomeUwideHassociationHstudyHofHcoronaryHheartHdiseaseHandHitsHriskHfactorsHinHfTXgXHofricanH
omericanshHtheH vzpwHqoκeHürojectVHPLoShGeneticsTH2011THeTHeYXXYaXX 6 249

534 zargeUscaleHassociationHanalysisHidentifiesHnewHlungHcancerHsusceptibilityHlociHandHheterogeneityHinH
geneticHsusceptibilityHacrossHhistologicalHsubtypesVHNaturehGeneticsTH2017THbgTHYYZdUYYaZ 36.3 246

533 SevenHprostateHcancerHsusceptibilityHlociHidentifiedHbyHaHmultiUstageHgenomeUwideHassociationHstudyVH
NaturehGeneticsTH2011THbaTHefcUgY 36.3 243
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532 TheHlandscapeHofHrecombinationHinHofricanHomericansVHNatureTH2011THbedTHYeXUc 50.4 243

531 oHgenomewideHadmixtureHmapHforHzatinoHpopulationsVHAmericanhJournalhofhHumanhGeneticsTH2007TH
fXTHYXZbUad 11 232

530 zargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHpκqoYUmediatedHr oHrepairVHNaturehGeneticsTH2015THbeTHYZgbUYaXa 36.3 226

529 uenomeUwideHassociationHstudyHidentifiesHmultipleHsusceptibilityHlociHforHpancreaticHcancerVHNatureh
GeneticsTH2014THbdTHggbUYXXX 36.3 226

528 wdentificationHofHaHnewHprostateHcancerHsusceptibilityHlocusHonHchromosomeHfqZbVHNaturehGeneticsTH
2009THbYTHYXccUe 36.3 201

527 TransferabilityHofHtagHS üsHinHgeneticHassociationHstudiesHinHmultipleHpopulationsVHNaturehGeneticsTH
2006THafTHYZgfUaXa 36.3 198

526 oHmetaUanalysisHidentifiesHnewHlociHassociatedHwithHbodyHmassHindexHinHindividualsHofHofricanH
ancestryVHNaturehGeneticsTH2013THbcTHdgXUd 36.3 192

525 wdentificationHofHYZHnewHsusceptibilityHlociHforHdifferentHhistotypesHofHepithelialHovarianHcancerVH
NaturehGeneticsTH2017THbgTHdfXUdgY 36.3 190

524 tunctionalHenhancersHatHtheHgeneUpoorHfqZbHcancerUlinkedHlocusVHPLoShGeneticsTH2009THcTHeYXXXcge 6 189

523 preastHqancerHκiskHtromH–odifiableHandH onmodifiableHκiskHtactorsHomongHWhiteHWomenHinHtheH
UnitedHStatesVHJAMAhOncologyTH2016THZTHYZgcUYaXZ 13.4 189

522 wdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturehGeneticsTH2017THbgTHYedeUYeef 36.3 186

521 TheHOncoorrayHqonsortiumhHoH etworkHforHUnderstandingHtheHueneticHorchitectureHofHqommonH
qancersVHCancerhEpidemiologyhBiomarkershandhPreventionTH2017THZdTHYZdUYac 4 183

520 uenomeUwideHassociationHstudyHofHprostateHcancerHinHmenHofHofricanHancestryHidentifiesHaH
susceptibilityHlocusHatHYeqZYVHNaturehGeneticsTH2011THbaTHceXUa 36.3 171

519 tunctionalHvariantsHatHtheHYYqYaHriskHlocusHforHbreastHcancerHregulateHcyclinHrYHexpressionHthroughH
longUrangeHenhancersVHAmericanhJournalhofhHumanhGeneticsTH2013THgZTHbfgUcXa 11 167

518 ossociationHofHaHlowUfrequencyHvariantHinHv tYoHwithHtypeHZHdiabetesHinHaHzatinoHpopulationVHJAMAhvh
JournalhofhthehAmericanhMedicalhAssociationTH2014THaYYTHZaXcUYb 27.4 164

517 ueneralizationHandHdilutionHofHassociationHresultsHfromHsuropeanHuWoSHinHpopulationsHofH
nonUsuropeanHancestryhHtheHüousHstudyVHPLoShBiologyTH2013THYYTHeYXXYddY 9.7 155

516 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHdqYbHandHZXqYYVHHumanhMolecularhGeneticsTH2012THZYTHcaeaUfb 5.6 143

515 uenomeUwideHassociationHstudyHidentifiesHnewHprostateHcancerHsusceptibilityHlociVHHumanhMolecularh
GeneticsTH2011THZXTHafdeUec 5.6 143
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514 qonsistentHassociationHofHtypeHZHdiabetesHriskHvariantsHfoundHinHeuropeansHinHdiverseHracialHandH
ethnicHgroupsVHPLoShGeneticsTH2010THdTHeYXXYXef 6 142

513 TheH extHüousHinHunderstandingHcomplexHtraitshHdesignHforHtheHanalysisHofHüopulationHorchitectureH
UsingHueneticsHandHspidemiologyHPüousQHStudyVHAmericanhJournalhofhEpidemiologyTH2011THYebTHfbgUcg 3.8 141

512
zowHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypeshHfindingsHfromHtheHpreastHqancerHossociationHqonsortiumVHHumanhMolecularhGeneticsTH2011
THZXTHaZfgUaXa

5.6 140

511 ulobalHpatternsHofHprostateHcancerHincidenceTHaggressivenessTHandHmortalityHinHmenHofHafricanH
descentVHProstatehCancerTH2013THZXYaTHcdXfce 1.9 136

510 wnteractionsHbetweenHgeneticHvariantsHandHbreastHcancerHriskHfactorsHinHtheHbreastHandHprostateH
cancerHcohortHconsortiumVHJournalhofhthehNationalhCancerhInstituteTH2011THYXaTHYZcZUda 9.7 134

509 ueneticHvariationHatHtheHqYüYgoYHlocusHpredictsHcirculatingHestrogenHlevelsHbutHnotHbreastHcancerH
riskHinHpostmenopausalHwomenVHCancerhResearchTH2007THdeTHYfgaUe 10.1 134

508 qomprehensiveHfunctionalHannotationHofHeeHprostateHcancerHriskHlociVHPLoShGeneticsTH2014THYXTHeYXXbYXZ 6 132

507 qirculatingHVitaminHrHandHqolorectalHqancerHκiskhHonHwnternationalHüoolingHürojectHofHYeHqohortsVH
JournalhofhthehNationalhCancerhInstituteTH2019THYYYTHYcfUYdg 9.7 131

506 oHcomprehensiveHhaplotypeHanalysisHofHqYüYgHandHbreastHcancerHriskhHtheH–ultiethnicHqohortVH
HumanhMolecularhGeneticsTH2003THYZTHZdegUgZ 5.6 131

505 sxomeHsequencingHofHZXTegY´ casesHofHtypeHZHdiabetesHandHZbTbbX´ controlsVHNatureTH2019THceXTHeYUed 50.4 129

504 ueneticHdeterminantsHofHlipidHtraitsHinHdiverseHpopulationsHfromHtheHpopulationHarchitectureHusingH
genomicsHandHepidemiologyHPüousQHstudyVHPLoShGeneticsTH2011THeTHeYXXZYaf 6 128

503 oHcommonHfqZbHvariantHinHprostateHandHbreastHcancerHfromHaHlargeHnestedHcaseUcontrolHstudyVH
CancerhResearchTH2007THdeTHZgcYUd 10.1 127

502 ühenomeUwideHassociationHstudyHPüheWoSQHforHdetectionHofHpleiotropyHwithinHtheHüopulationH
orchitectureHusingHuenomicsHandHspidemiologyHPüousQH etworkVHPLoShGeneticsTH2013THgTHeYXXaXfe 6 126

501
TheHueneTHsnvironmentHossociationHStudiesHconsortiumHPus sVoQhHmaximizingHtheHknowledgeH
obtainedHfromHuWoSHbyHcollaborationHacrossHstudiesHofHmultipleHconditionsVHGenetichEpidemiologyTH
2010THabTHadbUeZ

2.6 126

500 oHtetranucleotideHrepeatHpolymorphismHinHqYüYgHandHbreastHcancerHriskVHInternationalhJournalhofh
CancerTH2000THfeTHZXbUZYX 7.5 123

499 ossociationHofHqoffeeHqonsumptionHWithHTotalHandHqauseUSpecificH–ortalityHomongH onwhiteH
üopulationsVHAnnalshofhInternalhMedicineTH2017THYdeTHZZfUZac 8 121

498 üozpZTHqvsyZHandHoT–HrareHvariantsHandHcancerHriskhHdataHfromHqOuSVHJournalhofhMedicalhGeneticsTH
2016THcaTHfXXUfYY 5.8 121

497 uenomeUwideHassociationHstudyHinHeastHosiansHidentifiesHnovelHsusceptibilityHlociHforHbreastHcancerVH
PLoShGeneticsTH2012THfTHeYXXZcaZ 6 118
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496 oHüopulationUpasedHStudyHofHuenesHüreviouslyHwmplicatedHinHpreastHqancerVHNewhEnglandhJournalhofh
MedicineTH2021THafbTHbbXUbcY 59.2 115

495
qyclinHrYbHvariantHinfluencesHprostateHcancerHgrowthHthroughHaberrantHandrogenHreceptorH
regulationVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2006TH
YXaTHZYgXUc

11.5 112

494 ossociationHofHdiabetesHwithHprostateHcancerHriskHinHtheHmultiethnicHcohortVHAmericanhJournalhofh
EpidemiologyTH2009THYdgTHgaeUbc 3.8 110

493 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHtoHidentifyHprostateHcancerHsusceptibilityHlociH
associatedHwithHaggressiveHandHnonUaggressiveHdiseaseVHHumanhMolecularhGeneticsTH2013THZZTHbXfUYc 5.6 109

492 TheHcontributionHofHrareHvariationHtoHprostateHcancerHheritabilityVHNaturehGeneticsTH2016THbfTHaXUc 36.3 106

491 uenomeUwideHmetaUanalysisHofHZbYTZcfHadultsHaccountingHforHsmokingHbehaviourHidentifiesHnovelH
lociHforHobesityHtraitsVHNaturehCommunicationsTH2017THfTHYbgee 17.4 105

490 ueneticHdeterminantsHofHtelomereHlengthHandHriskHofHcommonHcancershHaH–endelianHrandomizationH
studyVHHumanhMolecularhGeneticsTH2015THZbTHcacdUdd 5.6 104

489 uenomeUWideH–etaUonalysesHofHpreastTHOvarianTHandHürostateHqancerHossociationHStudiesHwdentifyH
–ultipleH ewHSusceptibilityHzociHSharedHbyHatHzeastHTwoHqancerHTypesVHCancerhDiscoveryTH2016THdTHYXcZUde24.4 104

488 uenomeUwideHmetaUanalysisHidentifiesHfiveHnewHsusceptibilityHlociHforHpancreaticHcancerVHNatureh
CommunicationsTH2018THgTHccd 17.4 103

487 uenomeUwideHphysicalHactivityHinteractionsHinHadiposityHUHoHmetaUanalysisHofHZXXTbcZHadultsVHPLoSh
GeneticsTH2017THYaTHeYXXdcZf 6 103

486 oHtranscriptomeUwideHassociationHstudyHofHZZgTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturehGeneticsTH2018THcXTHgdfUgef 36.3 101

485 tutκZHvariantsHandHbreastHcancerHriskhHfineUscaleHmappingHusingHofricanHomericanHstudiesHandH
analysisHofHchromatinHconformationVHHumanhMolecularhGeneticsTH2009THYfTHYdgZUeXa 5.6 100

484 qharacterizingHgeneticHriskHatHknownHprostateHcancerHsusceptibilityHlociHinHofricanHomericansVHPLoSh
GeneticsTH2011THeTHeYXXYafe 6 98

483 ObesityTHbodyHfatHdistributionTHandHriskHofHbreastHcancerHsubtypesHinHofricanHomericanHwomenH
participatingHinHtheHo–psκHqonsortiumVHBreasthCancerhResearchhandhTreatmentTH2015THYcXTHdccUdd 4.4 95

482 ueneralizabilityHofHassociationsHfromHprostateHcancerHgenomeUwideHassociationHstudiesHinHmultipleH
populationsVHCancerhEpidemiologyhBiomarkershandhPreventionTH2009THYfTHYZfcUg 4 95

481 oHlargeHmultiethnicHgenomeUwideHassociationHstudyHofHprostateHcancerHidentifiesHnovelHriskHvariantsH
andHsubstantialHethnicHdifferencesVHCancerhDiscoveryTH2015THcTHfefUgY 24.4 94

480 TransUethnicHfineUmappingHofHlipidHlociHidentifiesHpopulationUspecificHsignalsHandHallelicH
heterogeneityHthatHincreasesHtheHtraitHvarianceHexplainedVHPLoShGeneticsTH2013THgTHeYXXaaeg 6 94

479 preastHcancerHriskHvariantsHatHdqZcHdisplayHdifferentHphenotypeHassociationsHandHregulateHsSκYTH
κ– rYHandHqqrqYeXVHNaturehGeneticsTH2016THbfTHaebUfd 36.3 93
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478 wdentificationHofHaHfunctionalHgeneticHvariantHatHYdqYZVYHforHbreastHcancerHriskhHresultsHfromHtheHosiaH
preastHqancerHqonsortiumVHPLoShGeneticsTH2010THdTHeYXXYXXZ 6 93

477 wutUYTHwutpüUYTHandHwutpüUaHpolymorphismsHpredictHcirculatingHwutHlevelsHbutHnotHbreastHcancerHriskhH
findingsHfromHtheHpreastHandHürostateHqancerHqohortHqonsortiumHPpüqaQVHPLoShONETH2008THaTHeZcef 3.7 93

476 –endelianHrandomizationHstudyHofHadiposityUrelatedHtraitsHandHriskHofHbreastTHovarianTHprostateTHlungH
andHcolorectalHcancerVHInternationalhJournalhofhEpidemiologyTH2016THbcTHfgdUgXf 7.8 92

475 uenomeUwideHassociationHofHbodyHfatHdistributionHinHofricanHancestryHpopulationsHsuggestsHnewH
lociVHPLoShGeneticsTH2013THgTHeYXXadfY 6 92

474
qommonHbreastHcancerHsusceptibilityHvariantsHinHzSüYHandHκorcYzYHareHassociatedHwithH
mammographicHdensityHmeasuresHthatHpredictHbreastHcancerHriskVHCancerhEpidemiologyhBiomarkersh
andhPreventionTH2012THZYTHYYcdUdd

4 92

473 wdentificationHofHaHpκqoZUspecificHmodifierHlocusHatHdpZbHrelatedHtoHbreastHcancerHriskVHPLoSh
GeneticsTH2013THgTHeYXXaYea 6 90

472 uenomeUwideHassociationHstudyHofHbreastHcancerHinHzatinasHidentifiesHnovelHprotectiveHvariantsHonH
dqZcVHNaturehCommunicationsTH2014THcTHcZdX 17.4 89

471 tineUmappingHidentifiesHmultipleHprostateHcancerHriskHlociHatHcpYcTHoneHofHwhichHassociatesHwithH
TsκTHexpressionVHHumanhMolecularhGeneticsTH2013THZZTHZcZXUf 5.6 88

470 svidenceHthatHbreastHcancerHriskHatHtheHZqacHlocusHisHmediatedHthroughHwutpücHregulationVHNatureh
CommunicationsTH2014THbTHbggg 17.4 87

469 snhancedHstatisticalHtestsHforHuWoSHinHadmixedHpopulationshHassessmentHusingHofricanHomericansH
fromHqoκeHandHaHpreastHqancerHqonsortiumVHPLoShGeneticsTH2011THeTHeYXXYaeY 6 86

468 qommonHvariantsHatHYYqYZTHYXqZdHandHapYYVZHareHassociatedHwithHprostateHcancerHsusceptibilityHinH
xapaneseVHNaturehGeneticsTH2012THbbTHbZdUgTHSY 36.3 84

467  oHevidenceHthatHproteinHtruncatingHvariantsHinHpκwüYHareHassociatedHwithHbreastHcancerHriskhH
implicationsHforHgeneHpanelHtestingVHJournalhofhMedicalhGeneticsTH2016THcaTHZgfUaXg 5.8 83

466 oHreviewHofHcancerHinHUVSVHvispanicHpopulationsVHCancerhPreventionhResearchTH2012THcTHYcXUda 3.2 81

465 tineUscaleHmappingHofHtheHtutκZHbreastHcancerHriskHlocushHputativeHfunctionalHvariantsHdifferentiallyH
bindHtOXoYHandHsZtYVHAmericanhJournalhofhHumanhGeneticsTH2013THgaTHYXbdUdX 11 80

464 oHsequenceHrepeatHinHtheHinsulinUlikeHgrowthHfactorUYHgeneHandHriskHofHbreastHcancerVHInternationalh
JournalhofhCancerTH2002THYXXTHaaZUd 7.5 80

463 ueneticallyHüredictedHpodyH–assHwndexHandHpreastHqancerHκiskhH–endelianHκandomizationHonalysesH
ofHrataHfromHYbcTXXXHWomenHofHsuropeanHrescentVHPLoShMedicineTH2016THYaTHeYXXZYXc 11.6 80

462 ValidationHofHgenomeUwideHprostateHcancerHassociationsHinHmenHofHofricanHdescentVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2011THZXTHZaUaZ 4 79

461 uenomeUwideHassociationHstudyHidentifiesHbreastHcancerHriskHvariantHatHYXqZYVZhHresultsHfromHtheH
osiaHpreastHqancerHqonsortiumVHHumanhMolecularhGeneticsTH2011THZXTHbggYUg 5.6 79

(2011-2010)
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460 qharacterizationHofHlargeHstructuralHgeneticHmosaicismHinHhumanHautosomesVHAmericanhJournalhofh
HumanhGeneticsTH2015THgdTHbfeUge 11 77

459
wmputationHandHsubsetUbasedHassociationHanalysisHacrossHdifferentHcancerHtypesHidentifiesHmultipleH
independentHriskHlociHinHtheHTsκTUqzüT–YzHregionHonHchromosomeHcpYcVaaVHHumanhMolecularh
GeneticsTH2014THZaTHddYdUaa

5.6 77

458 wdentificationTHreplicationTHandHfineUmappingHofHzociHassociatedHwithHadultHheightHinHindividualsHofH
africanHancestryVHPLoShGeneticsTH2011THeTHeYXXZZgf 6 77

457 uenomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturehGeneticsTH2020THcZTHceZUcfY 36.3 76

456 TwoHsusceptibilityHlociHidentifiedHforHprostateHcancerHaggressivenessVHNaturehCommunicationsTH2015TH
dTHdffg 17.4 75

455 qommonHgeneticHdeterminantsHofHbreastUcancerHriskHinHsastHosianHwomenhHaHcollaborativeHstudyHofH
ZaHdaeHbreastHcancerHcasesHandHZcHcegHcontrolsVHHumanhMolecularhGeneticsTH2013THZZTHZcagUcX 5.6 75

454 ossociationHofHsSκYHgeneHtaggingHS üsHwithHbreastHcancerHriskVHHumanhMolecularhGeneticsTH2009THYfTHYYaYUg5.6 75

453 ürostateHqancerHSusceptibilityHinH–enHofHofricanHoncestryHatHfqZbVHJournalhofhthehNationalhCancerh
InstituteTH2016THYXfTH 9.7 72

452 tineHmappingHofHtheHassociationHwithHobesityHatHtheHtTOHlocusHinHofricanUderivedHpopulationsVH
HumanhMolecularhGeneticsTH2010THYgTHZgXeUYd 5.6 72

451 qyclinHrYHspliceHvariantshHpolymorphismTHriskTHandHisoformUspecificHregulationHinHprostateHcancerVH
ClinicalhCancerhResearchTH2009THYcTHcaafUbg 12.9 72

450 κacialWethnicHdifferencesHinHpostmenopausalHendogenousHhormoneshHtheHmultiethnicHcohortHstudyVH
CancerhEpidemiologyhBiomarkershandhPreventionTH2006THYcTHYfbgUcc 4 71

449 wdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturehCommunicationsTH2018TH
gTHaYdd 17.4 70

448 üolymorphismsHinHsteroidHhormoneHpathwayHgenesHandHmammographicHdensityVHBreasthCancerh
ResearchhandhTreatmentTH2003THeeTHZeUad 4.4 70

447  ovelHqommonHueneticHSusceptibilityHzociHforHqolorectalHqancerVHJournalhofhthehNationalhCancerh
InstituteTH2019THYYYTHYbdUYce 9.7 67

446 vighUQualityHrietsHossociateHWithHκeducedHκiskHofHqolorectal´ qancerhHonalysesHofHrietHQualityH
wndexesHinHthe´ –ultiethnicHqohortVHGastroenterologyTH2017THYcaTHafdUagbVeZ 13.3 66

445 ueneralizabilityHandHepidemiologicHcharacterizationHofHelevenHcolorectalHcancerHuWoSHhitsHinH
multipleHpopulationsVHCancerhEpidemiologyhBiomarkershandhPreventionTH2011THZXTHeXUfY 4 66

444 ThreeHnewHpancreaticHcancerHsusceptibilityHsignalsHidentifiedHonHchromosomesHYqaZVYTHcpYcVaaHandH
fqZbVZYVHOncotargetTH2016THeTHddaZfUddaba 3.3 66

443 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHürostateTHandHqolorectalHqancerH
κevealsH ovelHüleiotropicHossociationsVHCancerhResearchTH2016THedTHcYXaUYb 10.1 66
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442 qoUSszhHanHepigenomeUHandHgenomeUeditingHpipelineHforHestablishingHfunctionHofHnoncodingHuWoSH
variantsVHNaturehMedicineTH2015THZYTHYaceUda 50.5 65

441 zargeUscaleHtranscriptomeUwideHassociationHstudyHidentifiesHnewHprostateHcancerHriskHregionsVH
NaturehCommunicationsTH2018THgTHbXeg 17.4 65

440 wdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNatureh
CommunicationsTH2016THeTHYYaec 17.4 64

439 tineH–appingHandHwdentificationHofHp–wHzociHinHofricanHomericansVHAmericanhJournalhofhHumanh
GeneticsTH2013THgaTHddYUeY 11 63

438 oHgenomeUwideHassociationHstudyHofHbreastHcancerHinHwomenHofHofricanHancestryVHHumanhGeneticsTH
2013THYaZTHagUbf 6.3 63

437
ueneticHVariantsHossociatedHWithHQuantitativeHulucoseHvomeostasisHTraitsHTranslateHtoHTypeHZH
riabetesHinH–exicanHomericanshHTheHuUoκrwo HPueneticsHUnderlyingHriabetesHinHvispanicsQH
qonsortiumVHDiabetesTH2015THdbTHYfcaUdd

0.9 62

436 TransUethnicHgenomeUwideHassociationHstudyHofHcolorectalHcancerHidentifiesHaHnewHsusceptibilityH
locusHinHVTwYoVHNaturehCommunicationsTH2014THcTHbdYa 17.4 62

435 üTuSZHandHwzdHgeneticHvariationHandHriskHofHbreastHandHprostateHcancerhHresultsHfromHtheHpreastHandH
ürostateHqancerHqohortHqonsortiumHPpüqaQVHCarcinogenesisTH2010THaYTHbccUdY 4.6 62

434 ueneticHandHfunctionalHanalysisHofHqvsyZHPqvyZQHvariantsHinHmultiethnicHcohortsVHInternationalh
JournalhofhCancerTH2007THYZYTHZddYUe 7.5 62

433 odmixtureHmappingHofHYcTZfXHofricanHomericansHidentifiesHobesityHsusceptibilityHlociHonH
chromosomesHcHandHXVHPLoShGeneticsTH2009THcTHeYXXXbgX 6 62

432 TransUancestryHgenomeUwideHassociationHmetaUanalysisHofHprostateHcancerHidentifiesHnewH
susceptibilityHlociHandHinformsHgeneticHriskHpredictionVHNaturehGeneticsTH2021THcaTHdcUec 36.3 62

431 sxpressionHQTzUbasedHanalysesHrevealHcandidateHcausalHgenesHandHlociHacrossHfiveHtumorHtypesVH
HumanhMolecularhGeneticsTH2014THZaTHcZgbUaXZ 5.6 61

430
κeplicationHandHfunctionalHgenomicHanalysesHofHtheHbreastHcancerHsusceptibilityHlocusHatHdqZcVYH
generalizeHitsHimportanceHinHwomenHofHchineseTHxapaneseTHandHsuropeanHancestryVHCancerhResearchTH
2011THeYTHYabbUcc

10.1 60

429
qommonHgeneticHvariationHinHtheHsexHsteroidHhormoneUbindingHglobulinHPSvpuQHgeneHandHcirculatingH
shbgHlevelsHamongHpostmenopausalHwomenhHtheH–ultiethnicHqohortVHJournalhofhClinicalh
EndocrinologyhandhMetabolismTH2005THgXTHZYgfUZXb

5.6 60

428
riscoveryHandHfineUmappingHofHadiposityHlociHusingHhighHdensityHimputationHofHgenomeUwideH
associationHstudiesHinHindividualsHofHofricanHancestryhHofricanHoncestryHonthropometryHueneticsH
qonsortiumVHPLoShGeneticsTH2017THYaTHeYXXdeYg

6 60

427 tineUscaleHmappingHofHtheHcqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingH–oüayYVHAmericanhJournalhofhHumanhGeneticsTH2015THgdTHcUZX 11 59

426 svaluationHofHtheHmetabochipHgenotypingHarrayHinHofricanHomericansHandHimplicationsHforHfineH
mappingHofHuWoSUidentifiedHlocihHtheHüousHstudyVHPLoShONETH2012THeTHeacdcY 3.7 59

425 qommonHgeneticHvariationHinHwutYTHwutpüUYTHandHwutpüUaHinHrelationHtoHmammographicHdensityhHaH
crossUsectionalHstudyVHBreasthCancerhResearchTH2007THgTHκYf 8.3 59

(2007-2015)
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424 tineUmappingHofHbreastHcancerHsusceptibilityHlociHcharacterizesHgeneticHriskHinHofricanHomericansVH
HumanhMolecularhGeneticsTH2011THZXTHbbgYUcXa 5.6 58

423 wnformedHconditioningHonHclinicalHcovariatesHincreasesHpowerHinHcaseUcontrolHassociationHstudiesVH
PLoShGeneticsTH2012THfTHeYXXaXaZ 6 58

422 vaplotypeHanalysisHofHtheHvSrYepYHgeneHandHriskHofHbreastHcancerhHaHcomprehensiveHapproachHtoH
multicenterHanalysesHofHprospectiveHcohortHstudiesVHCancerhResearchTH2006THddTHZbdfUec 10.1 58

421 tineUmappingHofHprostateHcancerHsusceptibilityHlociHinHaHlargeHmetaUanalysisHidentifiesHcandidateH
causalHvariantsVHNaturehCommunicationsTH2018THgTHZZcd 17.4 57

420 tineHscaleHmappingHofHtheHbreastHcancerHYdqYZHlocusVHHumanhMolecularhGeneticsTH2010THYgTHZcXeUYc 5.6 57

419 ossociationHofHtypeHZHdiabetesHsusceptibilityHvariantsHwithHadvancedHprostateHcancerHriskHinHtheH
preastHandHürostateHqancerHqohortHqonsortiumVHAmericanhJournalhofhEpidemiologyTH2012THYedTHYYZYUg 3.8 57

418
TheHeffectsHofHheightHandHp–wHonHprostateHcancerHincidenceHandHmortalityhHaH–endelianH
randomizationHstudyHinHZXTfbfHcasesHandHZXTZYbHcontrolsHfromHtheHüκoqTwqozHconsortiumVHCancerh
CauseshandhControlTH2015THZdTHYdXaUYd

2.8 56

417 oHgenomeUwideHassociationHstudyHofHprostateHcancerHinHWestHofricanHmenVHHumanhGeneticsTH2014TH
YaaTHcXgUZY 6.3 56

416 ofricanHancestryHandHitsHcorrelationHtoHtypeHZHdiabetesHinHofricanHomericanshHaHgeneticHadmixtureH
analysisHinHthreeHUVSVHpopulationHcohortsVHPLoShONETH2012THeTHeaZfbX 3.7 56

415
oHsystematicHmappingHapproachHofHYdqYZVZWtTOHandHp–wHinHmoreHthanHZXTXXXHofricanHomericansH
narrowsHinHonHtheHunderlyingHfunctionalHvariationhHresultsHfromHtheHüopulationHorchitectureHusingH
uenomicsHandHspidemiologyHPüousQHstudyVHPLoShGeneticsTH2013THgTHeYXXaYeY

6 56

414 ossociationHofHmethylenetetrahydrofolateHreductaseHgeneHpolymorphismsHandHsexUspecificHsurvivalH
inHpatientsHwithHmetastaticHcolonHcancerVHJournalhofhClinicalhOncologyTH2007THZcTHaeZdUaY 2.2 56

413 tineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNaturehGeneticsTH
2020THcZTHcdUea 36.3 56

412 TheHrietaryHwnflammatoryHwndexHwsHossociatedHwithHqolorectalHqancerHκiskHinHtheH–ultiethnicHqohortVH
JournalhofhNutritionTH2017THYbeTHbaXUbaf 4.1 55

411 uenomeUwideHtestingHofHputativeHfunctionalHexonicHvariantsHinHrelationshipHwithHbreastHandHprostateH
cancerHriskHinHaHmultiethnicHpopulationVHPLoShGeneticsTH2013THgTHeYXXabYg 6 55

410
TwoHestrogenUrelatedHvariantsHinHqYüYgoYHandHendometrialHcancerHriskhHaHpooledHanalysisHinHtheH
spidemiologyHofHsndometrialHqancerHqonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH
2009THYfTHZbZUe

4 55

409 –ultipleHnovelHprostateHcancerHsusceptibilityHsignalsHidentifiedHbyHfineUmappingHofHknownHriskHlociH
amongHsuropeansVHHumanhMolecularhGeneticsTH2015THZbTHccfgUdXZ 5.6 54

408 sighteenHinsulinUlikeHgrowthHfactorHpathwayHgenesTHcirculatingHlevelsHofHwutUwHandHitsHbindingHproteinTH
andHriskHofHprostateHandHbreastHcancerVHCancerhEpidemiologyhBiomarkershandhPreventionTH2010THYgTHZfeeUfe4 54

407 ueneticHvariationHinHtheHvSrYepYHgeneHandHriskHofHprostateHcancerVHPLoShGeneticsTH2005THYTHedf 6 54

ChristophersAsHaiman

10



406 ueneticHdeterminantsHofHmammographicHdensityVHBreasthCancerhResearchTH2002THbTHκc 8.3 54

405 TheHandrogenHreceptorHqouHrepeatHpolymorphismHandHriskHofHbreastHcancerHinHtheH ursesOHvealthH
StudyVHCancerhResearchTH2002THdZTHYXbcUg 10.1 54

404 tunctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYgpYaVYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturehCommunicationsTH2016THeTHYZdec 17.4 53

403 ossociationHofHtheHtTOHobesityHriskHvariantHrsfXcXYadHwithHpercentageHofHenergyHintakeHfromHfatHinH
multipleHracialWethnicHpopulationshHtheHüousHstudyVHAmericanhJournalhofhEpidemiologyTH2013THYefTHefXUgX3.8 53

402 ueneralizabilityHofHestablishedHprostateHcancerHriskHvariantsHinHmenHofHofricanHancestryVHInternationalh
JournalhofhCancerTH2015THYadTHYZYXUe 7.5 51

401 odmixtureHmappingHidentifiesHaHlocusHonHdqZcHassociatedHwithHbreastHcancerHriskHinHUSHzatinasVH
HumanhMolecularhGeneticsTH2012THZYTHYgXeUYe 5.6 50

400 oHpromoterHpolymorphismHinHtheHqoSüfHgeneHisHnotHassociatedHwithHcancerHriskVHNaturehGeneticsTH
2008THbXTHZcgUdXiHauthorHreplyHZdXUY 36.3 50

399 vypomorphicH–issenseHVariantsHqonferH–oderateHκisksHofHpreastHqancerVHCancerhResearchTH2017TH
eeTHZefgUZegg 10.1 49

398 üredictionHofHbreastHcancerHriskHbyHgeneticHriskHfactorsTHoverallHandHbyHhormoneHreceptorHstatusVH
JournalhofhMedicalhGeneticsTH2012THbgTHdXYUf 5.8 49

397
qommonHgeneticHvariantsHinHprostateHcancerHriskHpredictionUUresultsHfromHtheH qwHpreastHandH
ürostateHqancerHqohortHqonsortiumHPpüqaQVHCancerhEpidemiologyhBiomarkershandhPreventionTH2012TH
ZYTHbaeUbb

4 49

396
ossociationHbetweenHodultHveightHandHκiskHofHqolorectalTHzungTHandHürostateHqancerhHκesultsHfromH
–etaUanalysesHofHürospectiveHStudiesHandH–endelianHκandomizationHonalysesVHPLoShMedicineTH2016TH
YaTHeYXXZYYf

11.6 49

395 qharacterizingHassociationsHandHS üUenvironmentHinteractionsHforHuWoSUidentifiedHprostateHcancerH
riskHmarkersUUresultsHfromHpüqaVHPLoShONETH2011THdTHeYeYbZ 3.7 49

394 ueneticHvariationHinHangiotensinHwUconvertingHenzymeHPoqsQHandHbreastHcancerHriskhHtheHmultiethnicH
cohortVHCancerhResearchTH2003THdaTHdgfbUe 10.1 49

393 qommonHnonUsynonymousHS üsHassociatedHwithHbreastHcancerHsusceptibilityhHfindingsHfromHtheH
preastHqancerHossociationHqonsortiumVHHumanhMolecularhGeneticsTH2014THZaTHdXgdUYYY 5.6 48

392 –itochondrialHr oHuYXagfoHvariantHisHnotHassociatedHwithHbreastHcancerHinHofricanUomericanH
womenVHCancerhGeneticshandhCytogeneticsTH2008THYfYTHYdUg 48

391 oHhaplotypeUbasedHcaseUcontrolHstudyHofHpκqoYHandHsporadicHbreastHcancerHriskVHCancerhResearchTH
2005THdcTHecYdUZZ 10.1 48

390 qommonHvariationHinHpκqoZHandHbreastHcancerHriskhHaHhaplotypeUbasedHanalysisHinHtheH–ultiethnicH
qohortVHHumanhMolecularhGeneticsTH2004THYaTHZbaYUbY 5.6 48

389 uenomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturehCommunicationsTH2019THYXTHYebY 17.4 47

(2019-2002)
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388 qrossHqancerHuenomicHwnvestigationHofHwnflammationHüathwayHforHtiveHqommonHqancershHzungTH
OvaryTHürostateTHpreastTHandHqolorectalHqancerVHJournalhofhthehNationalhCancerhInstituteTH2015THYXeTH 9.7 47

387 qumulativeHpurdenHofHqolorectalHqancerUossociatedHueneticHVariantsHwsH–oreHStronglyHossociatedH
WithHsarlyUOnsetHvsHzateUOnsetHqancerVHGastroenterologyTH2020THYcfTHYZebUYZfdVeYZ 13.3 47

386 κiskHonalysisHofHürostateHqancerHinHüκoqTwqozTHaH–ultinationalHqonsortiumTHUsingHZcHynownH
ürostateHqancerHSusceptibilityHzociVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHYYZYUg 4 46

385 uenomeUwideHscanHofHZgTYbYHofricanHomericansHfindsHnoHevidenceHofHdirectionalHselectionHsinceH
admixtureVHAmericanhJournalhofhHumanhGeneticsTH2014THgcTHbaeUbb 11 46

384 svaluatingHgeneticHriskHforHprostateHcancerHamongHxapaneseHandHzatinosVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2012THZYTHZXbfUcf 4 46

383
oHcomprehensiveHanalysisHofHcommonHwutYTHwutpüYHandHwutpüaHgeneticHvariationHwithHprospectiveH
wutUwHandHwutpüUaHbloodHlevelsHandHprostateHcancerHriskHamongHqaucasiansVHHumanhMolecularh
GeneticsTH2010THYgTHaXfgUYXY

5.6 46

382 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturehCommunicationsTH2019
THYXTHbaY 17.4 45

381  ovelHossociationsHbetweenHqommonHpreastHqancerHSusceptibilityHVariantsHandHκiskUüredictingH
–ammographicHrensityH–easuresVHCancerhResearchTH2015THecTHZbceUde 10.1 45

380 zeveragingHpopulationHadmixtureHtoHcharacterizeHtheHheritabilityHofHcomplexHtraitsVHNaturehGeneticsTH
2014THbdTHYacdUdZ 36.3 45

379
ueneticHdeterminantsHofHcirculatingHinsulinUlikeHgrowthHfactorHPwutQUwTHwutHbindingHproteinHPpüQUYTHandH
wutpüUaHlevelsHinHaHmultiethnicHpopulationVHJournalhofhClinicalhEndocrinologyhandhMetabolismTH2007TH
gZTHaddXUd

5.6 45

378 ploodHlipidsHandHprostateHcancerhHaH–endelianHrandomizationHanalysisVHCancerhMedicineTH2016THcTHYYZcUad4.8 45

377 –etaUanalysisHofHupHtoHdZZTbXgHindividualsHidentifiesHbXHnovelHsmokingHbehaviourHassociatedH
geneticHlociVHMolecularhPsychiatryTH2020THZcTHZagZUZbXg 15.1 45

376 –etaUanalysisHofHlociHassociatedHwithHageHatHnaturalHmenopauseHinHofricanUomericanHwomenVHHumanh
MolecularhGeneticsTH2014THZaTHaaZeUbZ 5.6 44

375 rietaryHκedHandHürocessedH–eatHwntakeHandH–arkersHofHodiposityHandHwnflammationhHTheH
–ultiethnicHqohortHStudyVHJournalhofhthehAmericanhCollegehofhNutritionTH2017THadTHaefUafc 3.5 43

374 üredictionHofHindividualHgeneticHriskHtoHprostateHcancerHusingHaHpolygenicHscoreVHProstateTH2015THecTHYbdeUeb4.2 43

373 ueneticHvariationHinHr oHrepairHpathwayHgenesHandHpremenopausalHbreastHcancerHriskVHBreasth
CancerhResearchhandhTreatmentTH2009THYYcTHdYaUZZ 4.4 43

372
–ultipleHüolymorphismsHinHtheHreninUHangiotensinUaldosteroneHsystemHPoqsTHqYüYYpZTHouTκYQHandH
theirHcontributionHtoHhypertensionHinHofricanHomericansHandHzatinosHinHtheHmultiethnicHcohortVH
AmericanhJournalhofhthehMedicalhSciencesTH2004THaZfTHZddUea

2.2 43

371
svidenceHthatHtheHcpYZHVariantHrsYXgbYdegHqonfersHSusceptibilityHtoHsstrogenUκeceptorUüositiveH
preastHqancerHthroughHtutYXHandH–κüSaXHκegulationVHAmericanhJournalhofhHumanhGeneticsTH2016TH
ggTHgXaUgYY

11 43
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370 TheHcontributionHofHcommonHgeneticHvariationHtoHnicotineHandHcotinineHglucuronidationHinHmultipleH
ethnicWracialHpopulationsVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHYYgUZe 4 42

369
oHlargeHstudyHofHandrogenHreceptorHgermlineHvariantsHandHtheirHrelationHtoHsexHhormoneHlevelsHandH
prostateHcancerHriskVHκesultsHfromHtheH ationalHqancerHwnstituteHpreastHandHürostateHqancerHqohortH
qonsortiumVHJournalhofhClinicalhEndocrinologyhandhMetabolismTH2010THgcTHsYZYUe

5.6 42

368 onHadmixtureHscanHinHYTbfbHofricanHomericanHwomenHwithHbreastHcancerVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2009THYfTHaYYXUe 4 42

367 qonsistentHdirectionsHofHeffectHforHestablishedHtypeHZHdiabetesHriskHvariantsHacrossHpopulationshHtheH
populationHarchitectureHusingHuenomicsHandHspidemiologyHPüousQHqonsortiumVHDiabetesTH2012THdYTHYdbZUe0.9 42

366
–ercapturicHocidsHrerivedHfromHtheHToxicantsHocroleinHandHqrotonaldehydeHinHtheHUrineHofH
qigaretteHSmokersHfromHtiveHsthnicHuroupsHwithHrifferingHκisksHforHzungHqancerVHPLoShONETH2015TH
YXTHeXYZbfbY

3.7 42

365 oHzargeUScaleHonalysisHofHueneticHVariantsHwithinHüutativeHmiκ oHpindingHSitesHinHürostateHqancerVH
CancerhDiscoveryTH2015THcTHadfUeg 24.4 41

364 ossociationsHofHautozygosityHwithHaHbroadHrangeHofHhumanHphenotypesVHNaturehCommunicationsTH
2019THYXTHbgce 17.4 40

363 oHhighUdensityHadmixtureHscanHinHYTdeXHofricanHomericansHwithHhypertensionVHPLoShGeneticsTH2007THaTHeYgd6 40

362 κacialWethnicHdifferencesHinHlifestyleUrelatedHfactorsHandHprostateHcancerHriskhHtheH–ultiethnicH
qohortHStudyVHCancerhCauseshandhControlTH2015THZdTHYcXeUYc 2.8 39

361 oHprioriUdefinedHdietHqualityHindicesTHbiomarkersHandHriskHforHtypeHZHdiabetesHinHfiveHethnicHgroupshH
theH–ultiethnicHqohortVHBritishhJournalhofhNutritionTH2017THYYfTHaYZUaZX 3.6 39

360
qomprehensiveHanalysisHofHcommonHgeneticHvariationHinHdYHgenesHrelatedHtoHsteroidHhormoneHandH
insulinUlikeHgrowthHfactorUwHmetabolismHandHbreastHcancerHriskHinHtheH qwHbreastHandHprostateHcancerH
cohortHconsortiumVHHumanhMolecularhGeneticsTH2010THYgTHafeaUfb

5.6 39

359 tineHmappingHofHaHregionHofHchromosomeHYYqYaHrevealsHmultipleHindependentHlociHassociatedHwithH
riskHofHprostateHcancerVHHumanhMolecularhGeneticsTH2011THZXTHZfdgUef 5.6 39

358 StrategiesHforHsnrichingHVariantHqoverageHinHqandidateHriseaseHzociHonHaH–ultiethnicHuenotypingH
orrayVHPLoShONETH2016THYYTHeXYdeecf 3.7 39

357 wdentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournalhofhthehNationalhCancerh
InstituteTH2015THYXeTH 9.7 38

356 TwoH ovelHSusceptibilityHzociHforHürostateHqancerHinH–enHofHofricanHoncestryVHJournalhofhtheh
NationalhCancerhInstituteTH2017THYXgTH 9.7 38

355 ueneticHpredispositionHtoHinHsituHandHinvasiveHlobularHcarcinomaHofHtheHbreastVHPLoShGeneticsTH2014TH
YXTHeYXXbZfc 6 38

354 qomprehensiveHassociationHtestingHofHcommonHgeneticHvariationHinHr oHrepairHpathwayHgenesHinH
relationshipHwithHbreastHcancerHriskHinHmultipleHpopulationsVHHumanhMolecularhGeneticsTH2008THYeTHfZcUab 5.6 38

353 vaplotypeUbasedHassociationHstudiesHofHwutpüYHandHwutpüaHwithHprostateHandHbreastHcancerHriskhH
theHmultiethnicHcohortVHCancerhEpidemiologyhBiomarkershandhPreventionTH2006THYcTHYggaUe 4 38

(2006-2015)
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352 qomprehensiveHfunctionalHannotationHofHseventyUoneHbreastHcancerHriskHzociVHPLoShONETH2013THfTHedagZc3.7 38

351 zargeUscaleHassociationHanalysisHinHosiansHidentifiesHnewHsusceptibilityHlociHforHprostateHcancerVH
NaturehCommunicationsTH2015THdTHfbdg 17.4 37

350 otlasHofHprostateHcancerHheritabilityHinHsuropeanHandHofricanUomericanHmenHpinpointsH
tissueUspecificHregulationVHNaturehCommunicationsTH2016THeTHYXgeg 17.4 37

349 –icroκ oHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoShONETH2014THgTHeYXggea 3.7 37

348 sstablishedHriskHfactorsHaccountHforHmostHofHtheHracialHdifferencesHinHcardiovascularHdiseaseH
mortalityVHPLoShONETH2007THZTHeaee 3.7 37

347 κeplicationHandHvalidationHofHgeneticHpolymorphismsHassociatedHwithHsurvivalHafterHallogeneicHbloodH
orHmarrowHtransplantVHBloodTH2017THYaXTHYcfcUYcgd 2.2 36

346 tineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHgqaYVZVHHumanhMolecularh
GeneticsTH2015THZbTHZgddUfb 5.6 36

345 QuantitativeHtraitHlociHpredictingHcirculatingHsexHsteroidHhormonesHinHmenHfromHtheH qwUpreastHandH
ürostateHqancerHqohortHqonsortiumHPpüqaQVHHumanhMolecularhGeneticsTH2009THYfTHaebgUce 5.6 36

344 sthnicHdifferencesHinHovulatoryHfunctionHinHnulliparousHwomenVHBritishhJournalhofhCancerTH2002THfdTHadeUeY8.7 36

343 κacialWsthnicHrifferencesHinHzungHqancerHwncidenceHinHtheH–ultiethnicHqohortHStudyhHonHUpdateVH
JournalhofhthehNationalhCancerhInstituteTH2019THYYYTHfYYUfYg 9.7 35

342 wntegrationHofHmultiethnicHfineUmappingHandHgenomicHannotationHtoHprioritizeHcandidateHfunctionalH
S üsHatHprostateHcancerHsusceptibilityHregionsVHHumanhMolecularhGeneticsTH2015THZbTHcdXaUYf 5.6 35

341 wdentificationHandHcharacterizationHofHnovelHassociationsHinHtheHqoSüfWozSZqκYZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumanhMolecularhGeneticsTH2015THZbTHZfcUgf 5.6 35

340 üancreaticHqancerHtollowingHwncidentHriabetesHinHofricanHomericansHandHzatinoshHTheH–ultiethnicH
qohortVHJournalhofhthehNationalhCancerhInstituteTH2019THYYYTHZeUaa 9.7 35

339 üooledHanalysisHofHphosphatidylinositolHaUkinaseHpathwayHvariantsHandHriskHofHprostateHcancerVH
CancerhResearchTH2010THeXTHZafgUgd 10.1 35

338 TypeHZHdiabetesHriskHvariantsHandHcolorectalHcancerHriskhHtheH–ultiethnicHqohortHandHüousHstudiesVH
GutTH2011THdXTHYeXaUYY 19.2 35

337 sxomeHqhipH–etaUanalysisHtineH–apsHqausalHVariantsHandHslucidatesHtheHueneticHorchitectureHofH
κareHqodingHVariantsHinHSmokingHandHolcohol´ UseVHBiologicalhPsychiatryTH2019THfcTHgbdUgcc 7.9 35

336 uenomeUwideHassociationHstudyHofHageHatHmenarcheHinHofricanUomericanHwomenVHHumanhMolecularh
GeneticsTH2013THZZTHaaZgUbd 5.6 34

335 zevelsHofHbetaUmicroseminoproteinHinHbloodHandHriskHofHprostateHcancerHinHmultipleHpopulationsVH
JournalhofhthehNationalhCancerhInstituteTH2013THYXcTHZaeUba 9.7 34
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334
ueneticHvariationHinHtheHvitaminHdHpathwayHinHrelationHtoHriskHofHprostateHcancerUUresultsHfromHtheH
breastHandHprostateHcancerHcohortHconsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH
2013THZZTHdffUgd

4 34

333
uenomeUwideHassociationHstudiesHinHwomenHofHofricanHancestryHidentifiedHaqZdVZYHasHaHnovelH
susceptibilityHlocusHforHoestrogenHreceptorHnegativeHbreastHcancerVHHumanhMolecularhGeneticsTH2016TH
ZcTHbfacUbfbd

5.6 34

332 uenomeUwideHassociationHstudyHofHendometrialHcancerHinHsZqZVHHumanhGeneticsTH2014THYaaTHZYYUZb 6.3 33

331 κapidHassessmentHofHgeneticHancestryHinHpopulationsHofHunknownHoriginHbyHgenomeUwideH
genotypingHofHpooledHsamplesVHPLoShGeneticsTH2010THdTHeYXXXfdd 6 33

330 wsHhighHvitaminHpYZHstatusHaHcauseHofHlungHcancermVHInternationalhJournalhofhCancerTH2019THYbcTHYbggUYcXa 7.5 33

329 ossessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNaturehCommunicationsTH2020THYYTHaaca 17.4 32

328 oHzossUofUtunctionHSpliceHocceptorHVariantHinHwsHürotectiveHforHTypeHZHriabetesVHDiabetesTH2017THddTHZgXaUZgYb0.9 32

327 v tYpHandHendometrialHcancerHriskhHresultsHfromHtheHüousHstudyVHPLoShONETH2012THeTHeaXagX 3.7 32

326 SelfUreportedHethnicityTHgeneticHstructureHandHtheHimpactHofHpopulationHstratificationHinHaH
multiethnicHstudyVHHumanhGeneticsTH2010THYZfTHYdcUee 6.3 32

325
oHcomprehensiveHanalysisHofHcommonHgeneticHvariationHinHprolactinHPüκzQHandHüκzHreceptorHPüκzκQH
genesHinHrelationHtoHplasmaHprolactinHlevelsHandHbreastHcancerHriskhHtheHmultiethnicHcohortVHBMCh
MedicalhGeneticsTH2007THfTHeZ

2.1 32

324 ueneticHvariationHandHreproductiveHtiminghHofricanHomericanHwomenHfromHtheHüopulationH
orchitectureHusingHuenomicsHandHspidemiologyHPüousQHStudyVHPLoShONETH2013THfTHeccZcf 3.7 32

323 SexHandHethnicWracialUspecificHriskHfactorsHforHgallbladderHdiseaseVHBMChGastroenterologyTH2017THYeTHYca 3 31

322 uenomeUWideHossociationHStudiesHofHqancerHinHriverseHüopulationsVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2018THZeTHbXcUbYe 4 31

321 uenomeUwideHassociationHstudyHconfirmsHlungHcancerHsusceptibilityHlociHonHchromosomesHcpYcHandH
YcqZcHinHanHofricanUomericanHpopulationVHLunghCancerTH2016THgfTHaaUbZ 5.9 31

320 ueneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreasthCancerhResearchTH2016THYfTHZZ 8.3 31

319 tineUmappingHtheHvOXpHregionHdetectsHcommonHvariantsHtaggingHaHrareHcodingHallelehHevidenceHforH
syntheticHassociationHinHprostateHcancerVHPLoShGeneticsTH2014THYXTHeYXXbYZg 6 30

318
üostUuWoSHgeneUenvironmentHinterplayHinHbreastHcancerhHresultsHfromHtheHpreastHandHürostateH
qancerHqohortHqonsortiumHandHaHmetaUanalysisHonHegTXXXHwomenVHHumanhMolecularhGeneticsTH2014TH
ZaTHcZdXUeX

5.6 30

317 tineUmappingHofHgenomeUwideHassociationHstudyUidentifiedHriskHlociHforHcolorectalHcancerHinHofricanH
omericansVHHumanhMolecularhGeneticsTH2013THZZTHcXbfUcc 5.6 30

(2013-2013)
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316 TelomereHstructureHandHmaintenanceHgeneHvariantsHandHriskHofHfiveHcancerHtypesVHInternationalh
JournalhofhCancerTH2016THYagTHZdccUZdeX 7.5 30

315 uermlineHvariationHatHfqZbHandHprostateHcancerHriskHinHmenHofHsuropeanHancestryVHNatureh
CommunicationsTH2018THgTHbdYd 17.4 30

314 üubertalHdevelopmentHandHprostateHcancerHriskhH–endelianHrandomizationHstudyHinHaH
populationUbasedHcohortVHBMChMedicineTH2016THYbTHdd 11.4 29

313 wdentificationHofHsusceptibilityHpathwaysHforHtheHroleHofHchromosomeHYcqZcVYHinHmodifyingHlungH
cancerHriskVHNaturehCommunicationsTH2018THgTHaZZY 17.4 29

312 oHfunctionallyHsignificantHS üHinHTücaHandHbreastHcancerHriskHinHofricanUomericanHwomenVHNpjhBreasth
CancerTH2017THaTHc 7.8 29

311
odditiveHinteractionsHbetweenHsusceptibilityHsingleUnucleotideHpolymorphismsHidentifiedHinH
genomeUwideHassociationHstudiesHandHbreastHcancerHriskHfactorsHinHtheHpreastHandHürostateHqancerH
qohortHqonsortiumVHAmericanhJournalhofhEpidemiologyTH2014THYfXTHYXYfUZe

3.8 29

310
qYüYgoYHgeneticHvariationHinHrelationHtoHprostateHcancerHriskHandHcirculatingHsexHhormoneH
concentrationsHinHmenHfromHtheHpreastHandHürostateHqancerHqohortHqonsortiumVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2009THYfTHZeabUbb

4 29

309 TypeHwwHriabetesTHObesityTHandHpreastHqancerHκiskhHTheH–ultiethnicHqohortVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2017THZdTHfcbUfdY 4 28

308 uenomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishh
JournalhofhCancerTH2019THYZXTHdbeUdce 8.7 28

307
oHlargeUscaleHassessmentHofHtwoUwayHS üHinteractionsHinHbreastHcancerHsusceptibilityHusingHbdTbcXH
casesHandHbZTbdYHcontrolsHfromHtheHbreastHcancerHassociationHconsortiumVHHumanhMolecularh
GeneticsTH2014THZaTHYgabUbd

5.6 28

306 ossociationHofHbreastHcancerHriskHlociHwithHbreastHcancerHsurvivalVHInternationalhJournalhofhCancerTH
2015THYaeTHZfaeUbc 7.5 28

305 üleiotropicHassociationsHofHriskHvariantsHidentifiedHforHotherHcancersHwithHlungHcancerHriskhHtheHüousH
andHTκwqzHconsortiaVHJournalhofhthehNationalhCancerhInstituteTH2014THYXdTHdjuXdY 9.7 28

304 oHcomprehensiveHexaminationHofHbreastHcancerHriskHlociHinHofricanHomericanHwomenVHHumanh
MolecularhGeneticsTH2014THZaTHccYfUZd 5.6 28

303 SusceptibilityHvariantsHforHobesityHandHcolorectalHcancerHriskhHtheHmultiethnicHcohortHandHüousH
studiesVHInternationalhJournalhofhCancerTH2012THYaYTHsYXafUba 7.5 28

302 ueneticHancestryHandHriskHofHmortalityHamongHUVSVHzatinasHwithHbreastHcancerVHCancerhResearchTH2013TH
eaTHeZbaUca 10.1 28

301 ueneticHinsightsHintoHbiologicalHmechanismsHgoverningHhumanHovarianHageingVHNatureTH2021THcgdTHagaUage50.4 28

300 YZHnewHsusceptibilityHlociHforHprostateHcancerHidentifiedHbyHgenomeUwideHassociationHstudyHinH
xapaneseHpopulationVHNaturehCommunicationsTH2019THYXTHbbZZ 17.4 27

299 κareHgermlineHvariantsHinHr oHrepairHgenesHandHtheHangiogenesisHpathwayHpredisposeHprostateH
cancerHpatientsHtoHdevelopHmetastaticHdiseaseVHBritishhJournalhofhCancerTH2018THYYgTHgdUYXb 8.7 27

ChristophersAsHaiman
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298 podyHmassHindexHandHbreastHcancerHsurvivalhHaH–endelianHrandomizationHanalysisVHInternationalh
JournalhofhEpidemiologyTH2017THbdTHYfYbUYfZZ 7.8 27

297 üleiotropicHeffectsHofHgeneticHriskHvariantsHforHotherHcancersHonHcolorectalHcancerHriskhHüousTHusqqOH
andHqqtκHconsortiaVHGutTH2014THdaTHfXXUe 19.2 27

296  UacetyltransferaseHZHpolymorphismsTHtobaccoHsmokingTHandHbreastHcancerHriskHinHtheHbreastHandH
prostateHcancerHcohortHconsortiumVHAmericanhJournalhofhEpidemiologyTH2011THYebTHYaYdUZZ 3.8 27

295
üolymorphismsHinHgenesHinvolvedHinHestrogenHandHprogesteroneHmetabolismHandHmammographicH
densityHchangesHinHwomenHrandomizedHtoHpostmenopausalHhormoneHtherapyhHresultsHfromHaHpilotH
studyVHBreasthCancerhResearchTH2005THeTHκaadUbb

8.3 27

294 üolymorphismsHinHaHüutativeHsnhancerHatHtheHYXqZYVZHpreastHqancerHκiskHzocusHκegulateH κptZH
sxpressionVHAmericanhJournalhofhHumanhGeneticsTH2015THgeTHZZUab 11 26

293 vormoneUrelatedHpathwaysHandHriskHofHbreastHcancerHsubtypesHinHofricanHomericanHwomenVHBreasth
CancerhResearchhandhTreatmentTH2015THYcbTHYbcUcb 4.4 26

292 uenomeUwideHassociationHstudyHofHcolorectalHcancerHinHvispanicsVHCarcinogenesisTH2016THaeTHcbeUccd 4.6 26

291 riabetesHandHurothelialHcancerHriskhHtheH–ultiethnicHqohortHstudyVHCancerhEpidemiologyTH2011THacTHccYUb 2.8 26

290 tineUscaleHmappingHofHfqZbHlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationalhJournalhofhCancerTH2016THYagTHYaXaUYaYe 7.5 26

289 qontributionHofHuermlineHüredispositionHueneH–utationsHtoHpreastHqancerHκiskHinHofricanHomericanH
WomenVHJournalhofhthehNationalhCancerhInstituteTH2020THYYZTHYZYaUYZZY 9.7 25

288 TobaccoHbiomarkersHandHgeneticWepigeneticHanalysisHtoHinvestigateHethnicWracialHdifferencesHinHlungH
cancerHriskHamongHsmokersVHNpjhPrecisionhOncologyTH2018THZTHYe 9.8 25

287 QuantifyingHtheHueneticHqorrelationHbetweenH–ultipleHqancerHTypesVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2017THZdTHYbZeUYbac 4 25

286 TheHinfluenceHofHobesityUrelatedHsingleHnucleotideHpolymorphismsHonHp–wHacrossHtheHlifeHcoursehHtheH
üousHstudyVHDiabetesTH2013THdZTHYedaUe 0.9 25

285 sxploringHgeneticHsusceptibilityHtoHcancerHinHdiverseHpopulationsVHCurrenthOpinionhinhGeneticshandh
DevelopmentTH2010THZXTHaaXUc 4.9 25

284 onalysisHofHcaseUcontrolHassociationHstudiesHwithHknownHriskHvariantsVHBioinformaticsTH2012THZfTHYeZgUae 7.2 25

283 qommonHgeneticHvariationHatHüTs HandHriskHofHsporadicHbreastHandHprostateHcancerVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2006THYcTHYXZYUc 4 25

282 oHTranscriptomeUWideHossociationHStudyHwdentifiesH ovelHqandidateHSusceptibilityHuenesHforH
üancreaticHqancerVHJournalhofhthehNationalhCancerhInstituteTH2020THYYZTHYXXaUYXYZ 9.7 25

281 wdentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreasthCancerhResearchTH2016THYfTHdb 8.3 25

(2016-2017)
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280 –appingHadiposeHandHmuscleHtissueHexpressionHquantitativeHtraitHlociHinHofricanHomericansHtoH
identifyHgenesHforHtypeHZHdiabetesHandHobesityVHHumanhGeneticsTH2016THYacTHfdgUfX 6.3 25

279 onHintergenicHriskHlocusHcontainingHanHenhancerHdeletionHinHZqacHmodulatesHbreastHcancerHriskHbyH
deregulatingHwutpücHexpressionVHHumanhMolecularhGeneticsTH2016THZcTHafdaUafed 5.6 24

278 qommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreasthCancerh
ResearchTH2015THYeTHcf 8.3 24

277 –ythhHbloodHtransfusionHisHeffectiveHforHsickleHcellHanemiaUassociatedHpriapismVHCanadianhJournalhofh
EmergencyhMedicineTH2006THfTHYYgUZZ 0.6 24

276 ueneticHvariantsHinHmicroκ oHandHmicroκ oHbiogenesisHpathwayHgenesHandHbreastHcancerHriskH
amongHwomenHofHofricanHancestryVHHumanhGeneticsTH2016THYacTHYYbcUcg 6.3 24

275 κeplicationHofHassociationsHbetweenHgeneticHpolymorphismsHandHchronicHgraftUversusUhostHdiseaseVH
BloodTH2016THYZfTHZbcXUZbcd 2.2 24

274
TransUethnicHfineUmappingHofHgeneticHlociHforHbodyHmassHindexHinHtheHdiverseHancestralHpopulationsH
ofHtheHüopulationHorchitectureHusingHuenomicsHandHspidemiologyHPüousQHStudyHrevealsHevidenceH
forHmultipleHsignalsHatHestablishedHlociVHHumanhGeneticsTH2017THYadTHeeYUfXX

6.3 23

273 wnterethnicHdifferencesHinHpancreaticHcancerHincidenceHandHriskHfactorshHTheH–ultiethnicHqohortVH
CancerhMedicineTH2019THfTHacgZUadXa 4.8 23

272
wdentificationHofH ovelHSusceptibilityHzociHandHuenesHforHürostateHqancerHκiskhHoH
TranscriptomeUWideHossociationHStudyHinHOverHYbXTXXXHsuropeanHrescendantsVHCancerhResearchTH
2019THegTHaYgZUaZXb

10.1 23

271 uenomeUwideHassociationHstudyHofHprostateHcancerUspecificHsurvivalVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2015THZbTHYegdUfXX 4 23

270 qirculatingHsexHhormonesHinHrelationHtoHanthropometricTHsociodemographicHandHbehaviouralHfactorsH
inHanHinternationalHdatasetHofHYZTaXXHmenVHPLoShONETH2017THYZTHeXYfeebY 3.7 23

269 TheHcausalHrelevanceHofHbodyHmassHindexHinHdifferentHhistologicalHtypesHofHlungHcancerhHoH–endelianH
randomizationHstudyVHScientifichReportsTH2016THdTHaYYZY 4.9 23

268 wdentificationHofHnovelHcommonHbreastHcancerHriskHvariantsHatHtheHdqZcHlocus´ amongHzatinasVHBreasth
CancerhResearchTH2019THZYTHa 8.3 23

267 TheHqOronavirusHüandemicHspidemiologyHPqOüsQHqonsortiumhHoHqallHtoHoctionVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2020THZgTHYZfaUYZfg 4 22

266 tineUmappingHofHlipidHregionsHinHglobalHpopulationsHdiscoversHethnicUspecificHsignalsHandHrefinesH
previouslyHidentifiedHlipidHlociVHHumanhMolecularhGeneticsTH2016THZcTHccXXUccYZ 5.6 22

265
ueneticHvariantsHassociatedHwithHfastingHglucoseHandHinsulinHconcentrationsHinHanHethnicallyHdiverseH
populationhHresultsHfromHtheHüopulationHorchitectureHusingHuenomicsHandHspidemiologyHPüousQH
studyVHBMChMedicalhGeneticsTH2013THYbTHgf

2.1 22

264 olcoholHconsumptionHandHprostateHcancerHincidenceHandHprogressionhHoH–endelianHrandomisationH
studyVHInternationalhJournalhofhCancerTH2017THYbXTHecUfc 7.5 22

263
–ultiancestralHanalysisHofHinflammationUrelatedHgeneticHvariantsHandHqUreactiveHproteinHinHtheH
populationHarchitectureHusingHgenomicsHandHepidemiologyHstudyVHCirculation:hCardiovascularh
GeneticsTH2014THeTHYefUff

22

ChristophersAsHaiman
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262 VariationHinHgeneticHadmixtureHandHpopulationHstructureHamongHzatinoshHtheHzosHongelesHzatinoHeyeH
studyHPzozsSQVHBMChGeneticsTH2009THYXTHeY 2.6 22

261 zargeUscaleHfineHmappingHofHtheHv tYpHlocusHandHprostateHcancerHriskVHHumanhMolecularhGeneticsTH
2011THZXTHaaZZUg 5.6 22

260 ossociationHbetweenHbreastHcancerHsusceptibilityHlociHandHmammographicHdensityhHtheH–ultiethnicH
qohortVHBreasthCancerhResearchTH2009THYYTHκYX 8.3 22

259
ossociationHofHcancerHsusceptibilityHvariantsHwithHriskHofHmultipleHprimaryHcancershHTheHpopulationH
architectureHusingHgenomicsHandHepidemiologyHstudyVHCancerhEpidemiologyhBiomarkershandh
PreventionTH2014THZaTHZcdfUef

4 21

258 κefiningHtheHprostateHcancerHgeneticHassociationHwithinHtheHxoZtYHgeneHonHchromosomeHepYcVZVH
CancerhEpidemiologyhBiomarkershandhPreventionTH2010THYgTHYabgUcc 4 21

257 UseHofHweightedHreferenceHpanelsHbasedHonHempiricalHestimatesHofHancestryHforHcapturingHuntypedH
variationVHHumanhGeneticsTH2009THYZcTHZgcUaXa 6.3 21

256
κeplicationHofHfiveHprostateHcancerHlociHidentifiedHinHanHosianHpopulationUUresultsHfromHtheH qwH
preastHandHürostateHqancerHqohortHqonsortiumHPpüqaQVHCancerhEpidemiologyhBiomarkershandh
PreventionTH2012THZYTHZYZUd

4 21

255 ossociationHofHbreastHcancerHriskHwithHgeneticHvariantsHshowingHdifferentialHallelicHexpressionhH
wdentificationHofHaHnovelHbreastHcancerHsusceptibilityHlocusHatHbqZYVHOncotargetTH2016THeTHfXYbXUfXYda 3.3 21

254 üolyunsaturatedHfattyHacidsHandHprostateHcancerHriskhHaH–endelianHrandomisationHanalysisHfromHtheH
üκoqTwqozHconsortiumVHBritishhJournalhofhCancerTH2016THYYcTHdZbUaY 8.7 21

253 oHüolygenicHκiskHScoreHforHpreastHqancerHinHUSHzatinasHandHzatinHomericanHWomenVHJournalhofhtheh
NationalhCancerhInstituteTH2020THYYZTHcgXUcgf 9.7 21

252 SmokingHandHbreastHcancerHriskHbyHraceWethnicityHandHoestrogenHandHprogesteroneHreceptorHstatushH
theH–ultiethnicHqohortHP–sqQHstudyVHInternationalhJournalhofhEpidemiologyTH2019THbfTHcXYUcYY 7.8 20

251 ueneticHriskHvariantsHassociatedHwithHinHsituHbreastHcancerVHBreasthCancerhResearchTH2015THYeTHfZ 8.3 20

250 oHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NaturehCommunicationsTH2020THYYTHaYZ 17.4 20

249
wdentificationHofHaHnovelHsusceptibilityHlocusHatHYaqabHandHrefinementHofHtheHZXpYZVZHregionHasHaH
multiUsignalHlocusHassociatedHwithHbladderHcancerHriskHinHindividualsHofHsuropeanHancestryVHHumanh
MolecularhGeneticsTH2016THZcTHYZXaUYb

5.6 20

248 ossociationHofHuenesTHüathwaysTHandHvaplogroupsHofHtheH–itochondrialHuenomeHwithHtheHκiskHofH
qolorectalHqancerhHTheH–ultiethnicHqohortVHPLoShONETH2015THYXTHeXYadegd 3.7 20

247 qharacterizationHofHtheHcolorectalHcancerUassociatedHenhancerH–YqUaacHatHfqZbhHtheHroleHofH
rsdebgYcfaVHCancerhGeneticsTH2012THZXcTHZcUaa 2.3 20

246
ScreeningHandHassociationHtestingHofHcommonHcodingHvariationHinHsteroidHhormoneHreceptorH
coUactivatorHandHcoUrepressorHgenesHinHrelationHtoHbreastHcancerHriskhHtheH–ultiethnicHqohortVHBMCh
CancerTH2009THgTHba

4.8 20

245 ürospectiveHStudyHofHqoffeeHqonsumptionHandHqancerHwncidenceHinH onUWhiteHüopulationsVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2018THZeTHgZfUgac 4 20

(2018-2009)

19



244 üathogenicHandHlikelyHpathogenicHvariantsHinHüozpZTHqvsyZTHandHotherHknownHbreastHcancerH
susceptibilityHgenesHamongHYXcbHpκqoUnegativeHvispanicsHwithHbreastHcancerVHCancerTH2019THYZcTHZfZgUZfad6.4 19

243 WholeUexomeHsequencingHofHoverHbYXXHmenHofHofricanHancestryHandHprostateHcancerHriskVHHumanh
MolecularhGeneticsTH2016THZcTHaeYUfY 5.6 19

242 TheHYgqYZHbladderHcancerHuWoSHsignalhHassociationHwithHcyclinHsHfunctionHandHaggressiveHdiseaseVH
CancerhResearchTH2014THebTHcfXfUYf 10.1 19

241
wnsulinUlikeHgrowthHfactorHpathwayHgenesHandHbloodHconcentrationsTHdietaryHproteinHandHriskHofH
prostateHcancerHinHtheH qwHpreastHandHürostateHqancerHqohortHqonsortiumHPpüqaQVHInternationalh
JournalhofhCancerTH2013THYaaTHbgcUcXb

7.5 19

240 S üUS üHinteractionHanalysisHofH tU˛”pHsignalingHpathwayHonHbreastHcancerHsurvivalVHOncotargetTH
2015THdTHaegegUgb 3.3 19

239 ueneticHvariationHinHtheHprogesteroneHreceptorHgeneHandHriskHofHendometrialHcancerhHaH
haplotypeUbasedHapproachVHCarcinogenesisTH2010THaYTHYagZUg 4.6 19

238 TheHrietaryHwnflammatoryHwndexHandHollUqauseTHqardiovascularHriseaseTHandHqancerH–ortalityHinHtheH
–ultiethnicHqohortHStudyVHNutrientsTH2018THYXTH 6.7 19

237 xointHassociationHofHmammographicHdensityHadjustedHforHageHandHbodyHmassHindexHandHpolygenicH
riskHscoreHwithHbreastHcancerHriskVHBreasthCancerhResearchTH2019THZYTHdf 8.3 18

236 VitaminHrUassociatedHgeneticHvariationHandHriskHofHbreastHcancerHinHtheHbreastHandHprostateHcancerH
cohortHconsortiumHPpüqaQVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHdZeUaX 4 18

235 κorcYpHinHtamilialHpreastHqancerVHPLoShONETH2016THYYTHeXYcaeff 3.7 18

234
ossessingHtheHroleHofHinsulinUlikeHgrowthHfactorsHandHbindingHproteinsHinHprostateHcancerHusingH
–endelianHrandomizationhHueneticHvariantsHasHinstrumentsHforHcirculatingHlevelsVHInternationalh
JournalhofhCancerTH2016THYagTHYcZXUaa

7.5 18

233  oHassociationHbetweenHaHsingleHnucleotideHpolymorphismHinHqYüYgHandHbreastHcancerHriskVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2002THYYTHZYcUd 4 18

232  ovelHcolonHcancerHsusceptibilityHvariantsHidentifiedHfromHaHgenomeUwideHassociationHstudyHinH
ofricanHomericansVHInternationalhJournalhofhCancerTH2017THYbXTHZeZfUZeaa 7.5 17

231 tineUscaleHmappingHofHtheHbqZbHlocusHidentifiesHtwoHindependentHlociHassociatedHwithHbreastHcancerH
riskVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHYdfXUgY 4 17

230 ueneticHriskHofHprostateHcancerHinHUgandanHmenVHProstateTH2018THefTHaeXUaed 4.2 17

229 ueneticHvariationsHinHvitaminHrUrelatedHpathwaysHandHbreastHcancerHriskHinHofricanHomericanHwomenH
inHtheHo–psκHconsortiumVHInternationalhJournalhofhCancerTH2016THYafTHZYYfUZd 7.5 17

228 onHexomeUwideHanalysisHofHlowHfrequencyHandHrareHvariantsHinHrelationHtoHriskHofHbreastHcancerHinH
ofricanHomericanHWomenhHtheHo–psκHqonsortiumVHCarcinogenesisTH2016THaeTHfeXUfee 4.6 17

227 qrossUcancerHpleiotropicHanalysisHofHendometrialHcancerhHüousHandHsZqZHconsortiaVHCarcinogenesisTH
2014THacTHZXdfUea 4.6 17

ChristophersAsHaiman
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226 oHgenomeUwideHpleiotropyHscanHforHprostateHcancerHriskVHEuropeanhUrologyTH2015THdeTHdbgUce 10.2 17

225 fqZbHriskHallelesHandHprostateHcancerHinHofricanUparbadianHmenVHProstateTH2014THebTHYcegUff 4.2 17

224 qautionHinHgeneralizingHknownHgeneticHriskHmarkersHforHbreastHcancerHacrossHallHethnicWracialH
populationsVHEuropeanhJournalhofhHumanhGeneticsTH2011THYgTHZbaUc 5.3 17

223 oHsystematicHapproachHtoHunderstandHtheHfunctionalHconsequencesHofHnonUproteinHcodingHriskH
regionsVHCellhCycleTH2010THgTHZcdUg 4.7 17

222 oHsystematicHassessmentHofHcommonHgeneticHvariationHinHqYüYYoHandHriskHofHbreastHcancerVHCancerh
ResearchTH2006THddTHYZXYgUZc 10.1 17

221 oHvariantHinHtheHcytochromeHpbcXHoxidoreductaseHgeneHisHassociatedHwithHbreastHcancerHriskHinH
ofricanHomericansVHCancerhResearchTH2007THdeTHacdcUf 10.1 17

220 üolymorphicHrepeatHinHowpYHdoesHnotHalterHbreastHcancerHriskVHBreasthCancerhResearchTH2000THZTHaefUfc 8.3 17

219 –etabolitesHofHtheHüolycyclicHoromaticHvydrocarbonHühenanthreneHinHtheHUrineHofHqigaretteH
SmokersHfromHtiveHsthnicHuroupsHwithHrifferingHκisksHforHzungHqancerVHPLoShONETH2016THYYTHeXYcdZXa 3.7 17

218 ueneticHsusceptibilityHtoHradiationUinducedHbreastHcancerHafterHvodgkinHlymphomaVHBloodTH2019TH
YaaTHYYaXUYYag 2.2 17

217 oHqollaborativeHonalysisHofHwndividualHüarticipantHrataHfromHYgHürospectiveHStudiesHossessesH
qirculatingHVitaminHrHandHürostateHqancerHκiskVHCancerhResearchTH2019THegTHZebUZfc 10.1 17

216 olcoholHwntakeHandHqolorectalHqancerHκiskHinHtheH–ultiethnicHqohortHStudyVHAmericanhJournalhofh
EpidemiologyTH2019THYffTHdeUed 3.8 17

215 TheHpκqoZHcVdfUeT´ l´ oHvariantHisHnotHpathogenichHoHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumanhMutationTH2018THagTHeZgUebY 4.7 16

214 tineHscaleHmappingHofHtheHYeqZZHbreastHcancerHlocusHusingHdenseHS üsTHgenotypedHwithinHtheH
qollaborativeHOncologicalHueneUsnvironmentHStudyHPqOusQVHScientifichReportsTH2016THdTHaZcYZ 4.9 16

213 ontibodyHκesponsesHtoHSubspeciesHüroteinsHinHaHzargeHürospectiveHqolorectalHqancerHqohortH
qonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH2018THZeTHYYfdUYYgb 4 16

212 TheHgeneticHinterplayHbetweenHbodyHmassHindexTHbreastHsizeHandHbreastHcancerHriskhHaH–endelianH
randomizationHanalysisVHInternationalhJournalhofhEpidemiologyTH2019THbfTHefYUegb 7.8 16

211 TransethnicHinsightHintoHtheHgeneticsHofHglycaemicHtraitshHfineUmappingHresultsHfromHtheHüopulationH
orchitectureHusingHuenomicsHandHspidemiologyHPüousQHconsortiumVHDiabetologiaTH2017THdXTHZafbUZagf 10.3 16

210
rietaryHüatternsHrerivedHbyHκeducedHκankHκegressionHoreHwnverselyHossociatedHwithHTypeHZH
riabetesHκiskHacrossHcHsthnicHuroupsHinHtheH–ultiethnicHqohortVHCurrenthDevelopmentshinhNutritionTH
2017THYTHeXXXdZX

0.4 16

209
oHcommonHprostateHcancerHriskHvariantHcOHofHmicroseminoproteinUbetaHP–S–pQHisHaHstrongHpredictorH
ofHcirculatingHbetaUmicroseminoproteinHP–SüQHlevelsHinHmultipleHpopulationsVHCancerhEpidemiologyh
BiomarkershandhPreventionTH2010THYgTHZdagUbd

4 16

(2010-2015)
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208 UtilizingHvap–apHandHtaggingHS üsVHMethodshinhMolecularhMedicineTH2008THYbYTHaeUcb 16

207 penzeneHUptakeHandHulutathioneHSUtransferaseHTYHStatusHasHreterminantsHofHSUühenylmercapturicH
ocidHinHqigaretteHSmokersHinHtheH–ultiethnicHqohortVHPLoShONETH2016THYYTHeXYcXdbY 3.7 16

206 ognosticHüathwayWueneHSetHonalysisHofHuenomeUWideHossociationHrataHwdentifiesHossociationsHforH
üancreaticHqancerVHJournalhofhthehNationalhCancerhInstituteTH2019THYYYTHcceUcde 9.7 16

205 κaceTHethnicityTHcommunityUlevelHsocioeconomicHfactorsTHandHriskHofHqOVwrUYgHinHtheHUnitedHStatesH
andHtheHUnitedHyingdomVHEClinicalMedicineTH2021THafTHYXYXZg 11.3 16

204  oHclinicalHutilityHofHyκoSHvariantHrsdYedbaeXHforHovarianHorHbreastHcancerVHGynecologichOncologyTH
2016THYbYTHafdUbXY 4.9 15

203
tineHmappingHofHQTHintervalHregionsHinHglobalHpopulationsHrefinesHpreviouslyHidentifiedHQTHintervalH
lociHandHidentifiesHsignalsHuniqueHtoHofricanHandHvispanicHdescentHpopulationsVHHearthRhythmTH2017TH
YbTHceZUcfX

6.7 15

202 TheHtourUyallikreinHüanelHwsHsffectiveHinHwdentifyingHoggressiveHürostateHqancerHinHaH–ultiethnicH
üopulationVHCancerhEpidemiologyhBiomarkershandhPreventionTH2020THZgTHYafYUYaff 4 15

201 qharacterizingHtheHneighborhoodHobesogenicHenvironmentHinHtheH–ultiethnicHqohorthHaHmultiUlevelH
infrastructureHforHcancerHhealthHdisparitiesHresearchVHCancerhCauseshandhControlTH2018THZgTHYdeUYfa 2.8 15

200 üostmenopausalHtemaleHvormoneHUseHandHsstrogenHκeceptorUüositiveHandHU egativeHpreastH
qancerHinHofricanHomericanHWomenVHJournalhofhthehNationalhCancerhInstituteTH2016THYXfTH 9.7 15

199 uWoSHmetaUanalysisHofHYdHfcZHwomenHidentifiesHnewHsusceptibilityHlocusHforHendometrialHcancerVH
HumanhMolecularhGeneticsTH2016THZcTHZdYZUZdZX 5.6 15

198 üopulationHgeneticHstructureHandHoriginsHofH ativeHvawaiiansHinHtheHmultiethnicHcohortHstudyVHPLoSh
ONETH2012THeTHebeffY 3.7 15

197 ossociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHsuropeanHancestryVHCancerhCauseshandhControlTH2016THZeTHdegUga 2.8 15

196 vighUQualityHrietsHoreHossociatedHWithHκeducedHκiskHofHvepatocellularHqarcinomaHandHqhronicH
ziverHriseasehHTheH–ultiethnicHqohortVHHepatologyhCommunicationsTH2019THaTHbaeUbbe 6 14

195 uenomeUwideHassociationHmetaUanalysisHidentifiesHuüZHgeneHriskHvariantsHforHpancreaticHcancerVH
NaturehCommunicationsTH2020THYYTHaYec 17.4 14

194 zowHdietHqualityHandHtheHriskHofHstrokeHmortalityhHtheHmultiethnicHcohortHstudyVHEuropeanhJournalhofh
ClinicalhNutritionTH2018THeZTHYXacUYXbc 5.2 14

193
TheHgeneticHunderpinningsHofHvariationHinHagesHatHmenarcheHandHnaturalHmenopauseHamongHwomenH
fromHtheHmultiUethnicHüopulationHorchitectureHusingHuenomicsHandHspidemiologyHPüousQHStudyhHoH
transUethnicHmetaUanalysisVHPLoShONETH2018THYaTHeXZXXbfd

3.7 14

192 wnteractionHbetweenHκedH–eatHwntakeHandH oTZHuenotypeHinHwncreasingHtheHκiskHofHqolorectalH
qancerHinHxapaneseHandHofricanHomericansVHPLoShONETH2015THYXTHeXYbbgcc 3.7 14

191 üleiotropyHofHcancerHsusceptibilityHvariantsHonHtheHriskHofHnonUvodgkinHlymphomahHtheHüousH
consortiumVHPLoShONETH2014THgTHefgegY 3.7 14

ChristophersAsHaiman
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190
ülasmaHcarotenoidUHandHretinolUweightedHmultiUS üHscoresHandHriskHofHbreastHcancerHinHtheH ationalH
qancerHwnstituteHpreastHandHürostateHqancerHqohortHqonsortiumVHCancerhEpidemiologyhBiomarkersh
andhPreventionTH2013THZZTHgZeUad

4 14

189 qombinedHossociationsHofHaHüolygenicHκiskHScoreHandHqlassicalHκiskHtactorsHWithHpreastHqancerHκiskVH
JournalhofhthehNationalhCancerhInstituteTH2021THYYaTHaZgUaae 9.7 14

188 uermlineHSequencingHr oHκepairHuenesHinHccbcH–enHWithHoggressiveHandH onaggressiveHürostateH
qancerVHJournalhofhthehNationalhCancerhInstituteTH2021THYYaTHdYdUdZc 9.7 14

187 oHuermlineHVariantHatHfqZbHqontributesHtoHtamilialHqlusteringHofHürostateHqancerHinH–enHofHofricanH
oncestryVHEuropeanhUrologyTH2020THefTHaYdUaZX 10.2 13

186 üathogenicHVariantsHinHqancerHüredispositionHuenesHandHürostateHqancerHκiskHinH–enHofHofricanH
oncestryVHJCOhPrecisionhOncologyTH2020THbTHaZUba 3.6 13

185 sxomeHchipHanalysesHidentifyHgenesHaffectingHmortalityHafterHvzoUmatchedHunrelatedUdonorHbloodH
andHmarrowHtransplantationVHBloodTH2018THYaYTHZbgXUZbgg 2.2 13

184 κeducingHuWoSHqomplexityVHCellhCycleTH2016THYcTHZZUb 4.7 13

183 ueneHandHpathwayHlevelHanalysesHofHgermlineHr oUrepairHgeneHvariantsHandHprostateHcancerH
susceptibilityHusingHtheHiqOuSUgenotypingHarrayVHBritishhJournalhofhCancerTH2016THYYbTHgbcUcZ 8.7 13

182 ürediagnosticHcirculatingHmarkersHofHinflammationHandHriskHofHoesophagealHadenocarcinomahHaH
studyHwithinHtheH ationalHqancerHwnstituteHqohortHqonsortiumVHGutTH2019THdfTHgdXUgdf 19.2 13

181 wnvestigatingHtheHpossibleHcausalHroleHofHcoffeeHconsumptionHwithHprostateHcancerHriskHandH
progressionHusingH–endelianHrandomizationHanalysisVHInternationalhJournalhofhCancerTH2017THYbXTHaZZUaZf7.5 13

180 oHcomprehensiveHevaluationHofHinteractionHbetweenHgeneticHvariantsHandHuseHofHmenopausalH
hormoneHtherapyHonHmammographicHdensityVHBreasthCancerhResearchTH2015THYeTHYYX 8.3 13

179 ZqadVaHisHassociatedHwithHprognosisHforHoestrogenHreceptorUnegativeHbreastHcancerHpatientsHtreatedH
withHchemotherapyVHNaturehCommunicationsTH2014THcTHbXcY 17.4 13

178 oH–etaUanalysisHofH–ultipleH–yelomaHκiskHκegionsHinHofricanHandHsuropeanHoncestryHüopulationsH
wdentifiesHüutativelyHtunctionalHzociVHCancerhEpidemiologyhBiomarkershandhPreventionTH2016THZcTHYdXgUYdYf4 13

177 ueneticHvariationsHinHtheHvippoHsignalingHpathwayHandHbreastHcancerHriskHinHofricanHomericanH
womenHinHtheHo–psκHqonsortiumVHCarcinogenesisTH2016THaeTHgcYUgcd 4.6 13

176 oHgenomeUwideHassociationHstudyHofHprostateHcancerHinHzatinosVHInternationalhJournalhofhCancerTH
2020THYbdTHYfYgUYfZd 7.5 13

175 –endelianHrandomizationHanalysesHsuggestHaHroleHforHcholesterolHinHtheHdevelopmentHofH
endometrialHcancerVHInternationalhJournalhofhCancerTH2021THYbfTHaXeUaYg 7.5 13

174 qharacterizingHueneticHSusceptibilityHtoHpreastHqancerHinHWomenHofHofricanHoncestryVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2017THZdTHYXYdUYXZd 4 12

173 wnheritedHvariantsHinHtheHinnerHcentromereHproteinHPw qs üQHgeneHofHtheHchromosomalHpassengerH
complexHcontributeHtoHtheHsusceptibilityHofHsκUnegativeHbreastHcancerVHCarcinogenesisTH2015THadTHZcdUeY 4.6 12

(2015-2013)
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172 ueneticHVariantsHinHwmmuneUκelatedHüathwaysHandHpreastHqancerHκiskHinHofricanHomericanHWomenH
inHtheHo–psκHqonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH2018THZeTHaZYUaaX 4 12

171 TheHhpVorgdcfRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjhBreasth
CancerTH2019THcTHaf 7.8 12

170 wutYTHwutpüYTHandHwutpüaHgenesHandHmammographicHdensityhHtheH–ultiethnicHqohortVHInternationalh
JournalhofhCancerTH2010THYZeTHYYYcUZa 7.5 12

169 onHintegrativeHmultiUomicsHanalysisHtoHidentifyHcandidateHr oHmethylationHbiomarkersHrelatedHtoH
prostateHcancerHriskVHNaturehCommunicationsTH2020THYYTHagXc 17.4 12

168 preastHqancerHüolygenicHκiskHScoreHandHqontralateralHpreastHqancerHκiskVHAmericanhJournalhofh
HumanhGeneticsTH2020THYXeTHfaeUfbf 11 12

167 odmixtureH–appingHofHofricanUomericanHWomenHinHtheHo–psκHqonsortiumHwdentifiesH ewHzociHforH
preastHqancerHandHsstrogenUκeceptorHSubtypesVHFrontiershinhGeneticsTH2016THeTHYeX 4.5 12

166  oHossociationHbetweenHtheH–itochondrialHuenomeHandHürostateHqancerHκiskhHTheH–ultiethnicH
qohortVHCancerhEpidemiologyhBiomarkershandhPreventionTH2016THZcTHYXXYUa 4 12

165 κiskHofHpreastHqancerHomongHqarriersHofHüathogenicHVariantsHinHpreastHqancerHüredispositionHuenesH
VariesHbyHüolygenicHκiskHScoreVHJournalhofhClinicalhOncologyTH2021THagTHZcdbUZcea 2.2 12

164 otopicHallergicHconditionsHandHcolorectalHcancerHriskHinHtheH–ultiethnicHqohortHStudyVHAmericanh
JournalhofhEpidemiologyTH2015THYfYTHffgUge 3.8 11

163
wdentificationHofHsharedHandHuniqueHsusceptibilityHpathwaysHamongHcancersHofHtheHlungTHbreastTHandH
prostateHfromHgenomeUwideHassociationHstudiesHandHtissueUspecificHproteinHinteractionsVHHumanh
MolecularhGeneticsTH2015THZbTHebXdUZX

5.6 11

162 ossociationsHpetweenHueneticHoncestriesHandH icotineH–etabolismHpiomarkersHinHtheH–ultiethnicH
qohortHStudyVHAmericanhJournalhofhEpidemiologyTH2015THYfZTHgbcUcY 3.8 11

161 SmokingUκelatedHκisksHofHqolorectalHqancerHbyHonatomicalHSubsiteHandHSexVHAmericanhJournalhofh
EpidemiologyTH2020THYfgTHcbaUcca 3.8 11

160
oHsurveyHofHmicroκ oHsingleHnucleotideHpolymorphismsHidentifiesHnovelHbreastHcancerHsusceptibilityH
lociHinHaHcaseUcontrolTHpopulationUbasedHstudyHofHofricanUomericanHwomenVHBreasthCancerhResearchTH
2018THZXTHbc

8.3 11

159 ueneticHvariationHinHmitoticHregulatoryHpathwayHgenesHisHassociatedHwithHbreastHtumorHgradeVH
HumanhMolecularhGeneticsTH2014THZaTHdXabUbd 5.6 11

158  oHassociationHofHtypeHZHdiabetesHriskHvariantsHandHprostateHcancerHriskhHtheHmultiethnicHcohortHandH
üousVHCancerhEpidemiologyhBiomarkershandhPreventionTH2011THZXTHYgegUfY 4 11

157 oHrareHvariantHofHofricanHancestryHactivatesHfqZbHlncκ oHhubHbyHmodulatingHcancerHassociatedH
enhancerVHNaturehCommunicationsTH2020THYYTHacgf 17.4 11

156 tineU–appingHofHtheHYpYYVZHpreastHqancerHSusceptibilityHzocusVHPLoShONETH2016THYYTHeXYdXaYd 3.7 11

155 üredictionHandHclinicalHutilityHofHaHcontralateralHbreastHcancerHriskHmodelVHBreasthCancerhResearchTH
2019THZYTHYbb 8.3 11
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154 qirculatingHcotinineHconcentrationsHandHlungHcancerHriskHinHtheHzungHqancerHqohortHqonsortiumH
PzqaQVHInternationalhJournalhofhEpidemiologyTH2018THbeTHYedXUYeeY 7.8 10

153 ueneticHassociationHwithHpUcellHacuteHlymphoblasticHleukemiaHinHallogeneicHtransplantHpatientsH
differsHbyHageHandHsexVHBloodhAdvancesTH2017THYTHYeYeUYeZf 7.8 10

152 opOHbloodHgroupHallelesHandHprostateHcancerHriskhHκesultsHfromHtheHbreastHandHprostateHcancerH
cohortHconsortiumHPpüqaQVHProstateTH2015THecTHYdeeUfY 4.2 10

151 wutZκHmissenseHsingleUnucleotideHpolymorphismsHandHbreastHcancerHriskhHtheHmultiethnicHcohortH
studyVHCancerhEpidemiologyhBiomarkershandhPreventionTH2009THYfTHYgZZUb 4 10

150  oHassociationHofHriskHvariantsHforHdiabetesHandHobesityHwithHbreastHcancerhHtheH–ultiethnicHqohortH
andHüousHstudiesVHCancerhEpidemiologyhBiomarkershandhPreventionTH2011THZXTHYXagUbZ 4 10

149
ueneUbasedHanalysisHofHtheHfibroblastHgrowthHfactorHreceptorHsignalingHpathwayHinHrelationHtoH
breastHcancerHinHofricanHomericanHwomenhHtheHo–psκHconsortiumVHBreasthCancerhResearchhandh
TreatmentTH2016THYccTHaccUda

4.4 10

148 SleepHdurationHandHincidenceHofHtypeHZHdiabeteshHtheH–ultiethnicHqohortVHSleephHealthTH2018THbTHZeUaZ 4 10

147 sxploringHrifferencesHinHtheHospirinUqolorectalHqancerHossociationHbyHSexHandHκaceWsthnicityhHTheH
–ultiethnicHqohortHStudyVHCancerhEpidemiologyhBiomarkershandhPreventionTH2017THZdTHYdZUYdg 4 9

146
TheHassociationsHofHanthropometricTHbehaviouralHandHsociodemographicHfactorsHwithHcirculatingH
concentrationsHofHwutUwTHwutUwwTHwutpüUYTHwutpüUZHandHwutpüUaHinHaHpooledHanalysisHofHYdTXZbHmenH
fromHZZHstudiesVHInternationalhJournalhofhCancerTH2019THYbcTHaZbbUaZcd

7.5 9

145 üopulationUspecificHreferenceHpanelsHareHcrucialHforHgeneticHanalyseshHanHexampleHofHtheHqκspκtH
locusHinH ativeHvawaiiansVHHumanhMolecularhGeneticsTH2020THZgTHZZecUZZfb 5.6 9

144 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGenetich
EpidemiologyTH2020THbbTHbbZUbdf 2.6 9

143 TypeHZHdiabetesHandHcolorectalHcancerHsurvivalhHTheHmultiethnicHcohortVHInternationalhJournalhofh
CancerTH2018THYbaTHZdaUZdf 7.5 9

142 onalysisHofHOverHYbXTXXXHsuropeanHrescendantsHwdentifiesHueneticallyHüredictedHploodHüroteinH
piomarkersHossociatedHwithHürostateHqancerHκiskVHCancerhResearchTH2019THegTHbcgZUbcgf 10.1 9

141 ossociationsHbetweenHueneticallyHüredictedHploodHüroteinHpiomarkersHandHüancreaticHqancerHκiskVH
CancerhEpidemiologyhBiomarkershandhPreventionTH2020THZgTHYcXYUYcXf 4 9

140 svaluatingHüolygenicHκiskHScoresHforHpreastHqancerHinHWomenHofHofricanHoncestryVHJournalhofhtheh
NationalhCancerhInstituteTH2021THYYaTHYYdfUYYed 9.7 9

139 qirculatingH–etabolicHpiomarkersHofHScreenUretectedHürostateHqancerHinHtheHürotecTHStudyVHCancerh
EpidemiologyhBiomarkershandhPreventionTH2019THZfTHZXfUZYd 4 9

138 TypeHZHdiabetesHasHaHpredictorHofHsurvivalHamongHbreastHcancerHpatientshHtheHmultiethnicHcohortVH
BreasthCancerhResearchhandhTreatmentTH2019THYeaTHdaeUdbc 4.4 9

137 uenomeUWideHossociationHStudyHofHziverHtathHTheH–ultiethnicHqohortHodiposityHühenotypeHStudyVH
HepatologyhCommunicationsTH2020THbTHYYYZUYYZa 6 8

(2020-2018)
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136 otopicHallergicHconditionsHandHpancreaticHcancerHriskhHκesultsHfromHtheH–ultiethnicHqohortHStudyVH
InternationalhJournalhofhCancerTH2018THYbZTHZXYgUZXZe 7.5 8

135
ueneticHvariationHinHtheHinsulinTHinsulinUlikeHgrowthHfactorTHgrowthHhormoneTHandHleptinHpathwaysHinH
relationHtoHbreastHcancerHinHofricanUomericanHwomenhHtheHo–psκHconsortiumVHNpjhBreasthCancerTH
2016THZTH

7.8 8

134 svaluationHofHeYHqoronaryHorteryHriseaseHκiskHVariantsHinHaH–ultiethnicHqohortVHFrontiershinh
CardiovascularhMedicineTH2018THcTHYg 5.4 8

133
riscoveryTHfineUmappingTHandHconditionalHanalysesHofHgeneticHvariantsHassociatedHwithHqUreactiveH
proteinHinHmultiethnicHpopulationsHusingHtheH–etabochipHinHtheHüopulationHorchitectureHusingH
uenomicsHandHspidemiologyHPüousQHstudyVHHumanhMolecularhGeneticsTH2018THZeTHZgbXUZgca

5.6 8

132 podyH–assHwndexHueneticHκiskHScoreHandHsndometrialHqancerHκiskVHPLoShONETH2015THYXTHeXYbaZcd 3.7 8

131 sxomeUwideHassociationHstudyHofHendometrialHcancerHinHaHmultiethnicHpopulationVHPLoShONETH2014TH
gTHegeXbc 3.7 8

130 TransUethnicHfollowUupHofHbreastHcancerHuWoSHhitsHusingHtheHpreferentialHlinkageHdisequilibriumH
approachVHOncotargetTH2016THeTHfaYdXUfaYed 3.3 8

129 wdentificationHofHnovelHepithelialHovarianHcancerHlociHinHwomenHofHofricanHancestryVHInternationalh
JournalhofhCancerTH2020THYbdTHZgfeUZggf 7.5 8

128 S üHinteractionHpatternHidentifierHPSwüwQhHanHintensiveHsearchHforHS üUS üHinteractionHpatternsVH
BioinformaticsTH2017THaaTHfZZUfaa 7.2 8

127 oHcaseUcontrolHanalysisHofHsmokingHandHbreastHcancerHinHofricanHomericanHwomenhHfindingsHfromHtheH
o–psκHqonsortiumVHCarcinogenesisTH2016THaeTHdXeUYc 4.6 8

126 oHphenomeUwideHassociationHstudyHPüheWoSQHinHtheHüopulationHorchitectureHusingHuenomicsHandH
spidemiologyHPüousQHstudyHrevealsHpotentialHpleiotropyHinHofricanHomericansVHPLoShONETH2019THYbTHeXZZdeeY3.7 8

125 qirculatingHmarkersHofHcellularHimmuneHactivationHinHprediagnosticHbloodHsampleHandHlungHcancerH
riskHinHtheHzungHqancerHqohortHqonsortiumHPzqaQVHInternationalhJournalhofhCancerTH2020THYbdTHZagbUZbXc 7.5 8

124 ühysicalHoctivityHandHqolorectalHqancerHκiskHbyHSexTHκaceWsthnicityTHandHSubsitehHTheH–ultiethnicH
qohortHStudyVHCancerhPreventionhResearchTH2019THYZTHaYcUaZd 3.2 7

123 üredictionHofHcontralateralHbreastHcancerhHexternalHvalidationHofHriskHcalculatorsHinHZXHinternationalH
cohortsVHBreasthCancerhResearchhandhTreatmentTH2020THYfYTHbZaUbab 4.4 7

122 ueneticHvariantsHinHtheHmTOκHpathwayHandHbreastHcancerHriskHinHofricanHomericanHwomenVH
CarcinogenesisTH2016THaeTHbgUcc 4.6 7

121 wntakeHofHcocoaHproductsHandHriskHofHtypeUZHdiabeteshHtheHmultiethnicHcohortVHEuropeanhJournalhofh
ClinicalhNutritionTH2019THeaTHdeYUdef 5.2 7

120 oHgenomeUwideHJpleiotropyHscanJHdoesHnotHidentifyHnewHsusceptibilityHlociHforHestrogenHreceptorH
negativeHbreastHcancerVHPLoShONETH2014THgTHefcgcc 3.7 7

119 riscoveryHandHfineUmappingHofHheightHlociHviaHhighUdensityHimputationHofHuWoSsHinHindividualsHofH
ofricanHancestryVHAmericanhJournalhofhHumanhGeneticsTH2021THYXfTHcdbUcfZ 11 7
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118 ueneticHdiscoveryHandHriskHcharacterizationHinHtypeHZHdiabetesHacrossHdiverseHpopulationsVHHumanh
GeneticshandhGenomicshAdvancesTH2021THZTHYXXXZgUYXXXZg 0.8 7

117 ossociationHbetweenHsleepHdurationHandHbreastHcancerHincidencehHTheHmultiethnicHcohortVH
InternationalhJournalhofhCancerTH2020THYbdTHddbUdeX 7.5 7

116 TheHimpactHofHglobalHandHlocalHüolynesianHgeneticHancestryHonHcomplexHtraitsHinH ativeHvawaiiansVH
PLoShGeneticsTH2021THYeTHeYXXgZea 6 7

115
qomparisonHofHtheHürevalenceHofHüathogenicHVariantsHinHqancerHSusceptibilityHuenesHinHplackH
WomenHandH onUvispanicHWhiteHWomenHWithHpreastHqancerHinHtheHUnitedHStatesVHJAMAhOncologyTH
2021THeTHYXbcUYXcX

13.4 7

114 qombinedHsffectHofHaHüolygenicHκiskHScoreHandHκareHueneticHVariantsHonHürostateHqancerHκiskVH
EuropeanhUrologyTH2021THfXTHYabUYaf 10.2 7

113 –ultiUancestryHgeneticHstudyHofHtypeHZHdiabetesHhighlightsHtheHpowerHofHdiverseHpopulationsHforH
discoveryHandHtranslationVVHNaturehGeneticsTH2022TH 36.3 7

112 üroteinUalteringHgermlineHmutationsHimplicateHnovelHgenesHrelatedHtoHlungHcancerHdevelopmentVH
NaturehCommunicationsTH2020THYYTHZZZX 17.4 6

111
ueneticHvariationHinHtheHimmunosuppressionHpathwayHgenesHandHbreastHcancerHsusceptibilityhHaH
pooledHanalysisHofHbZTcYXHcasesHandHbXTceeHcontrolsHfromHtheHpreastHqancerHossociationH
qonsortiumVHHumanhGeneticsTH2016THYacTHYaeUcb

6.3 6

110  oHevidenceHofHinteractionHbetweenHknownHlipidUassociatedHgeneticHvariantsHandHsmokingHinHtheH
multiUethnicHüousHpopulationVHHumanhGeneticsTH2013THYaZTHYbZeUaY 6.3 6

109 OneHthousandHgenomesHimputationHinHtheH ationalHqancerHwnstituteHpreastHandHürostateHqancerH
qohortHqonsortiumHaggressiveHprostateHcancerHgenomeUwideHassociationHstudyVHProstateTH2013THeaTHdeeUfg4.2 6

108 ueneticHvariationHinHtheHvSrYepYHgeneHandHriskHofHprostateHcancerVHPLoShGeneticsTH2005THpreprintTHedf 6 6

107 TheHpotentialHforHenhancingHtheHpowerHofHgeneticHassociationHstudiesHinHofricanHomericansHthroughH
theHreuseHofHexistingHgenotypeHdataVHPLoShGeneticsTH2010THdTHeYXXYXgd 6 6

106 uermlineHüathogenicHVariantsHinHqancerHüredispositionHuenesHomongHWomenHWithHwnvasiveHzobularH
qarcinomaHofHtheHpreastVHJournalhofhClinicalhOncologyTH2021THagTHagYfUagZd 2.2 6

105 –etaUonalysisHofHκareHVariantHossociationHTestsHinH–ultiethnicHüopulationsVHGenetichEpidemiologyTH
2016THbXTHceUdc 2.6 6

104
rietHqualityHmeasuredHbyHfourHaHprioriUdefinedHdietHqualityHindicesHisHassociatedHwithHlipidUsolubleH
micronutrientsHinHtheH–ultiethnicHqohortHStudyHP–sqQVHEuropeanhJournalhofhClinicalhNutritionTH2019TH
eaTHeXaUeYa

5.2 5

103 tineUmappingHwutYHandHprostateHcancerHriskHinHofricanHomericanshHtheHmultiethnicHcohortHstudyVH
CancerhEpidemiologyhBiomarkershandhPreventionTH2014THZaTHYgZfUaZ 4 5

102 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHmultipleHmyelomaHamongHmenHandHwomenH
ofHofricanHancestryVHBloodhAdvancesTH2020THbTHYfYUYgX 7.8 5

101 vighHmortalityHdueHtoHsepsisHinH ativeHvawaiiansHandHofricanHomericanshHTheH–ultiethnicHqohortVH
PLoShONETH2017THYZTHeXYefaeb 3.7 5

(2017-2021)

27



100 reterminantsHofHpenetranceHandHvariableHexpressivityHinHmonogenicHmetabolicHconditionsHacrossH
eeTYfbHexomesVHNaturehCommunicationsTH2021THYZTHacXc 17.4 5

99 oHtetranucleotideHrepeatHpolymorphismHinHqYüYgHandHbreastHcancerHriskH2000THfeTHZXb 5

98 reconstructingTHoddressingTHandHsliminatingHκacialHandHsthnicHwnequitiesHinHürostateHqancerHqareVVH
EuropeanhUrologyTH2022TH 10.2 5

97
svaluationHofHvitaminHrHbiosynthesisHandHpathwayHtargetHgenesHrevealsHUuTZoYWZHandHsutκH
polymorphismsHassociatedHwithHepithelialHovarianHcancerHinHofricanHomericanHWomenVHCancerh
MedicineTH2019THfTHZcXaUZcYa

4.8 4

96 TheHVariantHqVabgoluHwsHossociatedHwithHürostateHqancerHκiskHandHqarriersHShareHaHqommonH
oncestorVHCancersTH2020THYZTH 6.6 4

95 reepHtargetedHsequencingHofHYZHbreastHcancerHsusceptibilityHregionsHinHbdYYHwomenHacrossHfourH
differentHethnicitiesVHBreasthCancerhResearchTH2016THYfTHYXg 8.3 4

94
üostUgenomeUwideHassociationHstudyHchallengesHforHlipidHtraitshHdescribingHageHasHaHmodifierHofH
geneUlipidHassociationsHinHtheHüopulationHorchitectureHusingHuenomicsHandHspidemiologyHPüousQH
studyVHAnnalshofhHumanhGeneticsTH2013THeeTHbYdUZc

2.2 4

93 uermHlineHvariationHatHfqZbHandHendometrialHcancerHriskVHCancerhEpidemiologyhBiomarkershandh
PreventionTH2007THYdTHZYddUf 4 4

92 κacialHrifferencesHinHqagoHSeroUprevalenceHinHaHqonsortiumHofHodultHqohortsHinHtheHUnitedHStatesVH
CancerhEpidemiologyhBiomarkershandhPreventionTH2020THZgTHZXfbUZXgZ 4 4

91 UrinaryHphthalateHexposuresHandHriskHofHbreastHcancerhHtheH–ultiethnicHqohortHstudyVHBreasthCancerh
ResearchTH2021THZaTHbb 8.3 4

90 rietHQualityHandHκiskHofHzungHqancerHinHtheH–ultiethnicHqohortHStudyVHNutrientsTH2021THYaTH 6.7 4

89 TobaccoHsmokeHtoxicantHandHcarcinogenHbiomarkersHandHlungHcancerHsusceptibilityHinHsmokersVH
JournalhofhThoracichOncologyTH2016THYYTHSeUSf 8.9 4

88 ValidationHofHgeneticHassociationsHwithHacuteHuVvrHandHnonrelapseHmortalityHinHrwSqOVeκYUp–TVH
BloodhAdvancesTH2019THaTHZaaeUZabY 7.8 4

87 –ultipleHfunctionalHvariantsHinHtheHregionHareHpretransplantHmarkersHforHriskHofHuVvrHandHinfectionH
deathsVHBloodhAdvancesTH2019THaTHZcYZUZcZb 7.8 4

86 oHcaseUonlyHstudyHtoHidentifyHgeneticHmodifiersHofHbreastHcancerHriskHforHpκqoYWpκqoZHmutationH
carriersVHNaturehCommunicationsTH2021THYZTHYXef 17.4 4

85
qomplexHpatternsHofHdirectHandHindirectHassociationHbetweenHtheHtranscriptionHtactorUeHlikeHZHgeneTH
bodyHmassHindexHandHtypeHZHdiabetesHdiagnosisHinHadulthoodHinHtheHvispanicHqommunityHvealthH
StudyWStudyHofHzatinosVHBMChObesityTH2018THcTHZd

3.6 4

84 preastHqancerHκiskHtactorsHandHSurvivalHbyHTumorHSubtypehHüooledHonalysesHfromHtheHpreastHqancerH
ossociationHqonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH2021THaXTHdZaUdbZ 4 4

83 StepwiseHapproachHtoHS üUsetHanalysisHillustratedHwithHtheH–etabochipHandHcolorectalHcancerHinH
xapaneseHomericansHofHtheH–ultiethnicHqohortVHBMChGenomicsTH2018THYgTHcZb 4.5 3

ChristophersAsHaiman

28



82 ooginthHS üHinteractionHpatternHsearchHusingHnonUhierarchicalHadditiveHmodelHsetVHBioinformaticsTH
2018THabTHbYbYUbYcX 7.2 3

81 TheHwmpactHofHuWoSHtindingsHonHqancerHstiologyHandHüreventionVHCurrenthEpidemiologyhReportsTH
2014THYTHYaXUYae 2.9 3

80 TheHefficacyHofHdetectingHvariantsHwithHsmallHeffectsHonHtheHoffymetrixHdVXHplatformHusingHpooledH
r oVHHumanhGeneticsTH2011THYaXTHdXeUZY 6.3 3

79 qommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreasthCancerh
ResearchTH2022THZbTHZ 8.3 3

78 UHaHnovelHcandidateHbreastHcancerHsusceptibilityHlocusHonHdqYbVYVHOncotargetTH2017THfTHYXZedgUYXZefZ 3.3 3

77 κeplicationHandHueneticHκiskHScoreHonalysisHforHüancreaticHqancerHinHaHriverseH–ultiethnicH
üopulationVHCancerhEpidemiologyhBiomarkershandhPreventionTH2020THZgTHZdfdUZdgZ 4 3

76 svaluationHofHaH–ultiethnicHüolygenicHκiskHScoreH–odelHforHürostateHqancerVHJournalhofhthehNationalh
CancerhInstituteTH2021TH 9.7 3

75 yzyaHS üUS üHinteractionsHforHpredictionHofHprostateHcancerHaggressivenessVHScientifichReportsTH
2021THYYTHgZdb 4.9 3

74 uenomeUWideHossociationHonalysesHwdentifyHVariantsHinHossociatedHWithHocuteH–yeloidHzeukemiaH
andH–yelodysplasticHSyndromeHSusceptibilityVHFrontiershinhGeneticsTH2021THYZTHccbgbf 4.5 3

73 κiskHofHzateUOnsetHpreastHqancerHinHueneticallyHüredisposedHWomenVHJournalhofhClinicalhOncologyTH
2021THagTHabaXUabbX 2.2 3

72 odditionalHS üsHimproveHriskHstratificationHofHaHpolygenicHhazardHscoreHforHprostateHcancerVHProstateh
CancerhandhProstatichDiseasesTH2021THZbTHcaZUcbY 6.2 3

71 srXYVXZHTobaccoHqarcinogensHandHzungHqancerHSusceptibilityVHJournalhofhThoracichOncologyTH2017TH
YZTHSYgUSZX 8.9 2

70 TwoHtruncatingHvariantsHinHto qqHandHbreastHcancerHriskVHScientifichReportsTH2019THgTHYZcZb 4.9 2

69 VariabilityHinHqytogeneticHTestingHforH–ultipleH–yelomahHoHqomprehensiveHonalysisHtromHocrossHtheH
UnitedHStatesVHJCOhOncologyhPracticeTH2020THYdTHeYYdgUeYYfX 2.3 2

68 uermlineHvOXpYaHmutationsHpVufbsHandHpVκZYeqHdoHnotHconferHanHincreasedHbreastHcancerHriskVH
ScientifichReportsTH2020THYXTHgdff 4.9 2

67 rsZeacafaTHlocatedHatHaHmicroκ oHbindingHsiteHinHtheHaOUTκHofH pSYTHisHnotHassociatedHwithHbreastH
cancerHriskVHScientifichReportsTH2016THdTHadfeb 4.9 2

66
wnteractionsHbetweenHbreastHcancerHsusceptibilityHlociHandHmenopausalHhormoneHtherapyHinH
relationshipHtoHbreastHcancerHinHtheHpreastHandHürostateHqancerHqohortHqonsortiumVHBreasthCancerh
ResearchhandhTreatmentTH2016THYccTHcaYUbX

4.4 2

65
–ethodologicalHqonsiderationsHinHsstimationHofHühenotypeHveritabilityHUsingHuenomeUWideHS üH
rataTHwllustratedHbyHanHonalysisHofHtheHveritabilityHofHveightHinHaHzargeHSampleHofHofricanHoncestryH
odultsVHPLoShONETH2015THYXTHeXYaYYXd

3.7 2

(2015-2018)

29



64 ossociationHofHqombinedHSeroUüositivityHtoHandHwithHκiskHofHqolorectalHqancerVHMicroorganismsTH
2020THfTH 4.9 2

63 TechniquesHandHOutcomesHofH–κwUTκUSHtusionHürostateHpiopsyVHCurrenthUrologyhReportsTH2021THZZTHZe 2.9 2

62 qYüaoeRYqHallelehHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishhJournalhofhCancerTH2021THYZbTHfbZUfcb 8.7 2

61 oHtranscriptomeUwideHassociationHstudyHidentifiesHnovelHcandidateHsusceptibilityHgenesHforHprostateH
cancerHriskVHInternationalhJournalhofhCancerTH2022THYcXTHfXUgX 7.5 2

60 üreUvqTHmosaicismHincreasesHrelapseHriskHandHlowersHsurvivalHinHacuteHlymphoblasticHleukemiaH
patientsHpostUunrelatedHvqTVHBloodhAdvancesTH2021THcTHddUeX 7.8 2

59 qrossUqancerHonalysisHκevealsH ovelHüleiotropicHossociationsUκesponseVHCancerhResearchTH2017THeeTHdXbcUdXbd10.1 1

58 ossociationHbetweenHmitochondrialHgeneticHvariationHandHbreastHcancerHriskhHTheH–ultiethnicH
qohortVHPLoShONETH2019THYbTHeXZZZZfb 3.7 1

57 rataUadaptiveHmultiUlocusHassociationHtestingHinHsubjectsHwithHarbitraryHgenealogicalHrelationshipsVH
StatisticalhApplicationshinhGeneticshandhMolecularhBiologyTH2019THYfTH 1.2 1

56 ürognosticHutilityHofHselfUreportedHsarcopeniaHPSoκqUtQHinHtheH–ultiethnicHqohortVVHJournalhofh
CachexiauhSarcopeniahandhMuscleTH2022TH 10.3 1

55 –ultiUethnicHuWoSHandHfineUmappingHofHglycaemicHtraitsHidentifyHnovelHlociHinHtheHüousHStudyVVH
DiabetologiaTH2021THdcTHbee 10.3 1

54 sxplainingHtheHsxcessHκiskHofH–ultipleH–yelomaHinHofricanUomericansVHBloodTH2012THYZXTHbXXZUbXXZ 2.2 1

53 vzoHvaplotypesHoreHossociatedHwithH–ultipleH–yelomaHκiskHinHtheHofricanHomericanH–ultipleH
–yelomaHStudyHPoo––SQVHBloodTH2016THYZfTHaZcXUaZcX 2.2 1

52 wdentificationHofH ovelHqommonHpreastHqancerHκiskHVariantsHinHzatinasHatHtheHdqZcHzocus 1

51 oHpolygenicHriskHscoreHforHbreastHcancerHinHUVSVHzatinasHandHzatinUomericanHwomen 1

50
qombinedHronorHandHκecipientH onUvzoHuenotypesHShowHsvidenceHofHuenomeHWideHossociationH
withHTransplantHκelatedH–ortalityHPTκ–QHafterHvzoU–atchedHUnrelatedHronorHploodHandH–arrowH
TransplantationHPUκrUp–TQHPrwSqOVeκYUp–THstudyQVHBloodTH2015THYZdTHdYUdY

2.2 1

49
svidenceHforHveterogeneousHueneticHossociationsHwithHocuteHzymphoblasticHzeukemiaHPozzQHpyH
qytogeneticsHandHSexHinHvighUκiskHüatientsHTreatedHwithH–atchedHUnrelatedHronorHollogeneicH
ploodHorH–arrowHTransplantHPUκrUp–TQVHBloodTH2015THYZdTHZdZYUZdZY

2.2 1

48 ürediagnosticHontibodyHκesponsesHtoHüroteinsHoreH otHossociatedHwithHκiskHofHqolorectalHqancerHinH
aHzargeHUVSVHqonsortiumVHCancerhEpidemiologyhBiomarkershandhPreventionTH2021THaXTHYZegUYZfZ 4 1

47 κiskHofHbreastHcancerHandHprediagnosticHurinaryHexcretionHofHbisphenolHoTHtriclosanHandHparabenshH
TheH–ultiethnicHqohortHStudyVHInternationalhJournalhofhCancerTH2021THYbgTHYbZdUYbab 7.5 1

ChristophersAsHaiman

30



46 qrossUancestryHuWoSHmetaUanalysisHidentifiesHsixHbreastHcancerHlociHinHofricanHandHsuropeanH
ancestryHwomenVHNaturehCommunicationsTH2021THYZTHbYgf 17.4 1

45
ürognosticHimpactHofHpreUtransplantHchromosomalHaberrationsHinHperipheralHbloodHofHpatientsH
undergoingHunrelatedHdonorHhematopoieticHcellHtransplantHforHacuteHmyeloidHleukemiaVHScientifich
ReportsTH2021THYYTHYcXXb

4.9 1

44
tunctionalHannotationHofHtheHZqacHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericanhJournalhofhHumanhGeneticsTH2021TH
YXfTHYYgXUYZXa

11 1

43
ossociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreasthCancerhResearchTH2021THZaTHfd

8.3 1

42 riscoveryHofHstructuralHdeletionsHinHbreastHcancerHpredispositionHgenesHusingHwholeHgenomeH
sequencingHdataHfromHlHZXXXHwomenHofHofricanUancestryVHHumanhGeneticsTH2021THYbXTHYbbgUYbce 6.3 1

41  ovelHstrategyHforHdiseaseHriskHpredictionHincorporatingHpredictedHgeneHexpressionHandHr oH
methylationHdatahHaHmultiUphasedHstudyHofHprostateHcancerVHCancerhCommunicationsTH2021TH 9.4 1

40 üredictedHgeneHexpressionHinHancestrallyHdiverseHpopulationsHleadsHtoHdiscoveryHofHsusceptibilityH
lociHforHlifestyleHandHcardiometabolicHtraitsVVHAmericanhJournalhofhHumanhGeneticsTH2022TH 11 1

39 uenomeUwideHandHtranscriptomeUwideHassociationHstudiesHofHmammographicHdensityHphenotypesH
revealHnovelHlociVVHBreasthCancerhResearchTH2022THZbTHZe 8.3 1

38 κareHgermlineHcopyHnumberHvariantsHPq VsQHandHbreastHcancerHriskVVHCommunicationshBiologyTH2022TH
cTHdc 6.7 0

37 uermlineHvariantsHandHbreastHcancerHsurvivalHinHpatientsHwithHdistantHmetastasesHatHprimaryHbreastH
cancerHdiagnosisVHScientifichReportsTH2021THYYTHYgefe 4.9 0

36 rietHqualityHandHallUcauseHandHcancerUspecificHmortalityHinHcancerHsurvivorsHandHnonUcancerH
individualshHtheH–ultiethnicHqohortHStudyVHEuropeanhJournalhofhNutritionTH2021THY 5.2 0

35 qlonalHvematopoiesisHwithHSomaticH–utationsHwsHaHqommonTHogeUκelatedHqonditionHossociatedH
withHodverseHOutcomesVHBloodTH2014THYZbTHfbXUfbX 2.2 0

34 ossociationHofHueneticHκiskHScoreHWithH otzrHinHonHsthnicallyHriverseHqohortVHHepatologyh
CommunicationsTH2021THcTHYdfgUYeXa 6 0

33 uenomeUwideHassociationHstudyHofHpancreaticHfathHTheH–ultiethnicHqohortHodiposityHühenotypeH
StudyVHPLoShONETH2021THYdTHeXZbgdYc 3.7 0

32 –endelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishh
JournalhofhCancerTH2021THYZcTHYYacUYYbc 8.7 0

31  ovelHgeneticHvariantsHassociatedHwithHmortalityHafterHunrelatedHdonorHallogeneicHhematopoieticH
cellHtransplantationVHEClinicalMedicineTH2021THbXTHYXYXga 11.3 0

30 qholesterolHloweringHdrugHuseHandHbreastHcancerHsurvivalhHtheH–ultiethnicHqohortHStudyVHBreasth
CancerhResearchhandhTreatmentTH2021THYgXTHYdcUYea 4.4 0

29
oncestralHdiversityHimprovesHdiscoveryHandHfineUmappingHofHgeneticHlociHforHanthropometricH
traitsUTheHvispanicWzatinoHonthropometryHqonsortiumVVHHumanhGeneticshandhGenomicshAdvancesTH
2022THaTHYXXXgg

0.8 0

(2022-2021)

31



28 oHuenomeUWideHueneUpasedHueneâ��snvironmentHwnteractionHStudyHofHpreastHqancerHinH–oreHthanH
gXTXXXHWomenVHCancerhResearchhCommunicationsTH2022THZTHZYYUZYg 0

27 xointHossociationsHofHκaceTHsthnicityTHandHSocioeconomicHStatusHWithH–ortalityHinHtheH–ultiethnicH
qohortHStudyVVHJAMAhNetworkhOpenTH2022THcTHeZZdaeX 10.4 0

26
–etaUonalysisHofHuenomeUWideHossociationHStudiesHofHocuteH–yeloidHzeukemiaHPo–zQHüatientsH
wdentifiesHVariantsHossociatedHwithHκiskHofHYYqZaWy–TZoUTranslocatedHandHqoreUpindingHtactorH
PqptQHo–zHandHSuggestsHaHκoleHforHTranscriptionHslongationHinHzeukemogenesisVHBloodTH2020THYadTHZgUaX

2.2

25 üopulationHristributionHofHuvzHandHuvvH–inorHvistocompatibilityHontigensVHBloodTH2020THYadTHZaUZc 2.2

24 ossociationsHofHqlinicalHOutcomesHafterHollogeneicHvematopoieticHqellHTransplantationHwithH
 umberHofHüredictedHqlassHwwHκestrictedHmvoVHBloodTH2020THYadTHZUZ 2.2

23 qharacteristicsHofHandHκiskHtactorsHforH–onoclonalHuammopathyHofHUndeterminedHSignificanceH
P–uUSQHinHtheH–ultiethnicHqohortHStudyVHBloodTH2020THYadTHZfUZg 2.2

22
üreUTransplantHqlonalH–osaicismHwsHossociatedHwithHwncreasedHκelapseHandHzowerHSurvivalHinHocuteH
zymphoblasticHzeukemiaHüatientsHUndergoingHollogeneicHvematopoieticHqellHTransplantVHBloodTH
2020THYadTHgUYX

2.2

21 oHvighUrensityHodmixtureHScanHinHYTdeXHofricanHomericansHwithHvypertensionVHPLoShGeneticsTH2005TH
preprintTHeYgd 6

20 uenomeHWideHossociationHonalysesHwdentifyHüleiotropicHVariantsHossociatedHwithHocuteH–yeloidH
zeukemiaHPo–zQHandH–yelodysplasticHSyndromeHP–rSQHSusceptibilityVHBloodTH2018THYaZTHYcXXUYcXX 2.2

19
–ultipleHtunctionalHronorHüolymorphismsHinHwzYκzYHregionHossociateHwithHreathHrueHtoHuvvrHorH
wnfectionHafterHUnrelatedHronorHollogeneicHvematopoieticHStemHqellHTransplantationHPvqTQHforH
o–zHandH–rSVHBloodTH2018THYaZTHaYZUaYZ

2.2

18
reH ovoHandHTherapyUκelatedHocuteH–yeloidHzeukemiaHandH–yelodysplasticHSyndromehHSimilaritiesH
andHrifferencesHinHS üUorrayHretectedHqhromosomalHoberrationsHinHüreUTransplantHploodHSamplesVH
BloodTH2019THYabTHYbaXUYbaX

2.2

17 qomprehensiveHwnvestigationHofHWhiteHploodHqellHandHueneHsxpressionHürofilesHosHκiskHtactorsHforH
–ultipleH–yelomaHinHofricanHomericansVHBloodTH2019THYabTHbaegUbaeg 2.2

16
uenomeHWideHwnteractionHonalysisHwdentifiesHsxpressionHQuantitativeHTraitHzociHossociatedHwithH
κeducedHSurvivalHafterHκeducedHwntensityHqonditioningHvzoU–atchedHUnrelatedHronorHollogeneicH
vematopoieticHqellHTransplantVHBloodTH2019THYabTHbcgcUbcgc

2.2

15 ueneticHSusceptibilityH–arkersHofH–ultipleH–yelomaHinHofricanUomericansVHBloodTH2014THYZbTHZXaXUZXaX 2.2

14 uenomeUWideHossociationHStudyHofHOverallHandHürogressionUtreeHSurvivalHafterHvzoU–atchedH
UnrelatedHronorHploodHandH–arrowHTransplantationHPrwSqOVeκYUp–THstudyQVHBloodTH2015THYZdTHageUage2.2

13
κeplicationHofHqandidateHS üHSurvivalHonalysesHandHueneUpasedHTestsHofHossociationHwithHSurvivalH
OutcomesHafterHanHUnrelatedHronorHploodHorH–arrowHTransplanthHκesultsHfromHtheHriscoveryUp–TH
StudyVHBloodTH2016THYZfTHeYUeY

2.2

12 sxomeHorrayHonalysesHwdentifyH ewHuenesHwnfluencingHSurvivalHOutcomesHafterHvzoU–atchedH
UnrelatedHronorHploodHandH–arrowHTransplantationVHBloodTH2016THYZfTHcYfUcYf 2.2

11
sxomeHorrayHonalysesHwdentifyHzowUtrequencyHuermlineHVariantsHossociatedHwithHwncreasedHκiskHofH
o–zHinHaHvzoU–atchedHUnrelatedHronorHploodHandH–arrowHTransplantHüopulationVHBloodTH2016TH
YZfTHbZUbZ

2.2

ChristophersAsHaiman

32



10 üolymorphismsHwnHwκSYHandHwzdκHandHSusceptibilityHToH–ultipleH–yelomaVHBloodTH2013THYZZTHaYcbUaYcb 2.2

9 ObesityHwnHYoungHodulthoodHwsHossociatedHWithHsarlyHOnsetH–ultipleH–yelomaHwnHofricanHomericansVH
BloodTH2013THYZZTHYfeZUYfeZ 2.2

8 oH–etaUonalysisHOfHuenomeUWideHossociationHStudiesHOfH–ultipleH–yelomaHwnHqasesHandHqontrolsH
OfHsuropeanHOriginHwdentifiesHaHκiskHzocusHwnHYZqZaVYVHBloodTH2013THYZZTHaYYYUaYYY 2.2

7 ossociationHofHonthropometricH–easuresHWithHtheHκiskHofHürostateHqancerHinHtheH–ultiethnicH
qohortVHAmericanhJournalhofhEpidemiologyTH2021THYgXTHYeeXUYefa 3.8

6 ueneticHvariantsHinHantiU–ˆ…llerianHhormoneUrelatedHgenesHandHbreastHcancerHriskhHresultsHfromHtheH
o–psκHconsortiumVHBreasthCancerhResearchhandhTreatmentTH2021THYfcTHbdgUbef 4.4

5
oHcomprehensiveHanalysisHofHpolymorphicHvariantsHinHsteroidHhormoneHandHinsulinUlikeHgrowthH
factorUYHmetabolismHandHriskHofHinHsituHbreastHcancerhHκesultsHfromHtheHpreastHandHürostateHqancerH
qohortHqonsortiumVHInternationalhJournalhofhCancerTH2018THYbZTHYYfZUYYff

7.5

4 obstractHüZUXgUXYhHüopulationUbasedHriskHestimatesHofHclinicalHsubtypesHofHbreastHcancerHamongH
carriersHofHgermlineHpathogenicHvariantsHinHcancerHpredispositionHgenesVHCancerhResearchTH2022THfZTHüZUXgUXYUüZUXgUXY10.1

3 qhangeHinHtheHinflammatoryHpotentialHofHdietHoverHYXHyearsHandHsubsequentHmortalityhHtheH
–ultiethnicHqohortHStudyVVHBritishhJournalhofhNutritionTH2022THYUZa 3.6

2 uenomeUwideHinteractionHanalysisHofHmenopausalHhormoneHtherapyHuseHandHbreastHcancerHriskH
amongHdZTaeXHwomenVVHScientifichReportsTH2022THYZTHdYgg 4.9

1 TheHossociationHofHürediagnosticHStatinHUseHwithHoggressiveHürostateHqancerHfromHtheH–ultiethnicH
qohortHStudyVVHCancerhEpidemiologyhBiomarkershandhPreventionTH2022THaYTHgggUYXXc 4

ListsofsPublications

33


