
Jinquan Li

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorvpdfy9587521yjinquanvlivpublicationsvbyvcitationsxpdf

Version:i2024v04v20i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistuivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactoriqIFriofitheijournaluianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

41
papers

522
citations

13
h-index

21
g-index

44
ext. papers

751
ext. citations

4.8
avg, IF

3.75
L-index



l Paper IF Citations

41 IsolationbNzharacterizationbNandNxpplicationNofNyacteriophageNLPSβgNxgainstNinNReadyNtoNβatNYRTβZN
FoodsdNFrontiersoinoMicrobiologybN2018bNpbNgfkm 5.7 54

40 xpplicationNofNaNPhageNzocktailNforNzontrolNofNinNFoodsNandNReducingNyiofilmsdNVirusesbN2019bNggbN 6.2 48

39 IsolationbNcharacterizationbNandNapplicationNofNaNnovelNspecificNSalmonellaNbacteriophageNinNdifferentN
foodNmatricesdNFoodoResearchoInternationalbN2018bNgggbNmigcmkg 7 45

38 TheNtwoccomponentNregulatoryNsystemNziaRHNcontributesNtoNtheNvirulenceNofNStreptococcusNsuisNhdN
VeterinaryoMicrobiologybN2011bNgkobNppcgfk 3.3 44

37 TwoNSpxNregulatorsNmodulateNstressNtoleranceNandNvirulenceNinNStreptococcusNsuisNserotypeNhdNPLoSo
ONEbN2014bNpbNegfogpn 3.7 28

36 IdentificationNandNcharacterizationNofNtheNchromosomalNyefMcyoeyNtoxincantitoxinNsystemNofN
StreptococcusNsuisdNScientificoReportsbN2015bNlbNgighl 4.9 25

35 βvaluationNofNtheNimmunogenicityNandNtheNprotectiveNefficacyNofNaNnovelNidentifiedNimmunogenicN
proteinbNSsPepObNofNStreptococcusNsuisNserotypeNhdNVaccinebN2011bNhpbNmlgkcp 4.1 24

34 RegulationNofNinhibitionNofNneutrophilNinfiltrationNbyNtheNtwoccomponentNregulatoryNsystemNzovRSN
inNsubcutaneousNmurineNinfectionNwithNgroupNxNstreptococcusdNInfectionoandoImmunitybN2013bNogbNpnkcoi 3.7 23

33 zharacteristicsNofNVibrioNparahaemolyticusNisolatesNobtainedNfromNcrayfishNYProcambarusNclarkiiZNinN
freshwaterdNInternationaloJournaloofoFoodoMicrobiologybN2016bNhiobNgihcgio 5.8 21

32 zontributionNofNNxαHNoxidaseNtoNoxidativeNstressNtoleranceNandNvirulenceNofNStreptococcusNsuisN
serotypeNhdNVirulencebN2017bNobNlicml 4.7 18

31 GrapheneNquantumNdotcdecoratedNmesoporousNsilicaNnanoparticlesNforNhighNaspirinNloadingNcapacityN
andNitsNpHctriggeredNreleasedNAnalyticaloMethodsbN2016bNobNhlmgchlmn 3.2 16

30 xpplicationNofNaNNovelNPhageNLPSβYTNforNyiologicalNzontrolNofNinNFoodsdNMicroorganismsbN2020bNobN 4.9 14

29 xpplicationNofNaNyroadNRangeNLyticNPhageNLPSTpkNforNyiologicalNzontrolNofNinNFoodsdNMicroorganisms
bN2020bNobN 4.9 14

28 αraftNGenomeNSequenceNofNHypervirulentNandNVaccineNzandidateNStreptococcusNsuisNStrainNSzgpdN
GenomeoAnnouncementsbN2017bNlbN 11

27
ProtectiveNeffectsNofNchickenNeggNyolkNimmunoglobulinsNYIgYZNagainstNexperimentalNxeromonasN
hydrophilaNinfectionNinNbluntNsnoutNbreamNYMegalobramaNamblycephalaZdNFishoandoShellfisho
ImmunologybN2018bNnobNhmcik

4.3 11

26 βvaluationNofNtheNprotectiveNefficacyNofNfourNnovelNidentifiedNmembraneNassociatedNproteinsNofN
StreptococcusNsuisNserotypeNhdNVaccinebN2015bNiibNhhlkchhmf 4.1 10

25 zharacterizationNofNPhageNLPSTgliNThatNβffectivelyNTargetsNMostNPrevalentNSerovarsdN
MicroorganismsbN2020bNobN 4.9 10

Jinquan Li

2



24 TheNglobalNemergenceNofNaNnovelNStreptococcusNsuisNcladeNassociatedNwithNhumanNinfectionsdNEMBOo
MolecularoMedicinebN2021bNgibNegiogf 12 10

23 zompleteNGenomeNSequenceNofNPhageNZPxHnNwithNHaloNZonesbNIsolatedNinNzhinadNMicrobiologyo
ResourceoAnnouncementsbN2019bNobN 1.3 9

22 PredominanceNofNStreptococcusNsuisNSTgNandNSTnNinNhumanNcasesNinNzhinabNandNdetectionNofNaNnovelN
sequenceNtypebNSTmlodNVirulencebN2017bNobNgfigcgfil 4.7 9

21 ImmunogenicityNandNprotectiveNcapacityNofNβFcTuNandNFtsZNofNStreptococcusNsuisNserotypeNhNagainstN
lethalNinfectiondNVaccinebN2018bNimbNhlogchloo 4.1 8

20 yindingNofNFibronectinNtoNSsPepONFacilitatesNtheNαevelopmentNofNStreptococcusNsuisNMeningitisdN
JournaloofoInfectiousoDiseasesbN2018bNhgnbNpnicpoh 7 8

19 TheNsagxepelNlocusNdoesNnotNregulateNtheNexpressionNofNtheNMNproteinNofNtheNMgTgNlineageNofNgroupN
xNStreptococcusdNVirulencebN2013bNkbNmpocnfm 4.7 6

18 SingleNmicrobeadcbasedNfluorescenceNPturnNonPNdetectionNofNbiothiolsNbyNflowNcytometrydNTalantabN
2019bNgplbNgpnchfi 6.2 6

17 InNsituNreductionNtriggersNtheNhighlyNsensitiveNdetectionNofNpesticideNbyNclassicNgoldNnanoparticleNandN
quantumNdotsNnanocompositedNAnalyticaoChimicaoActabN2021bNggnhbNiiomnp 6.6 5

16 GenomeNSequenceNofNHypervirulentNStrainNHZxUxHdNGenomeoAnnouncementsbN2017bNlbN 4

15 GenotypicNanalysesNandNvirulenceNcharacterizationNofNListeriaNmonocytogenesNisolatesNfromNcrayfishN
YProcambarusNclarkiiZdNCurrentoMicrobiologybN2015bNnfbNnfkcp 2.4 4

14 IntegrinN˛–l˛†gbNasNaNReceptorNofNFibronectinbNyindsNtheNFbaxNProteinNofNGroupNxNToNInitiateN
xutophagyNduringNInfectiondNMBiobN2020bNggbN 7.8 4

13 FormatectetrahydrofolateNligaseNisNinvolvedNinNtheNvirulenceNofNStreptococcusNsuisNserotypeNhdN
MicrobialoPathogenesisbN2016bNpobNgkpclk 3.8 4

12 αecontaminationNofNβscherichiaNcoliNOglnqHnNonNfreshNRomaineNlettuceNusingNaNnovelNbacteriophageN
lysindNInternationaloJournaloofoFoodoMicrobiologybN2021bNikgbNgfpfmo 5.8 4

11 xNStreptococcusNsuisNLiveNVaccineNSuppressesNStreptococcalNToxicNShockcLikeNSyndromeNandN
ProvidesNSequenceNTypecIndependentNProtectiondNJournaloofoInfectiousoDiseasesbN2019bNhgpbNkkocklo 7 3

10 IdentificationNofNfourNtypeNIINtoxincantitoxinNsystemsNinNxctinobacillusNpleuropneumoniaedNFEMSo
MicrobiologyoLettersbN2017bNimkbN 2.9 3

9 GeneticNαiversityNandNVirulenceNPotentialNofNStaphylococcusNaureusNIsolatedNfromNzrayfishN
YProcambarusNclarkiiZdNCurrentoMicrobiologybN2017bNnkbNhocii 2.4 3

8 GutNMicrobiotaNandNItsNMetaboliteNαeoxycholicNxcidNzontributeNtoNSucraloseNzonsumptioncInducedN
NonalcoholicNFattyNLiverNαiseasedNJournaloofoAgriculturaloandoFoodoChemistrybN2021bNmpbNipohcippg 5.7 3

7 xpplicationNofNaNnovelNphageNvy_SalScLPSTLLNforNtheNbiologicalNcontrolNofNSalmonellaNinNfoodsdNFoodo
ResearchoInternationalbN2021bNgknbNggfkph 7 3

(2021-2021)

3



6 GntRNisNinvolvedNinNtheNexpressionNofNvirulenceNinNstrainNStreptococcusNsuisNPgendNFEMSoMicrobiologyo
LettersbN2018bNimlbN 2.9 2

5 zompleteNGenomeNSequenceNofNLyticNyacteriophageNLPSTgfbNIsolatedNinNzhinadNGenomeo
AnnouncementsbN2017bNlbN 2

4 TheNtwoccomponentNregulatoryNsystemNzpxxeRNisNrequiredNforNtheNpathogenesisNofNxeromonasN
hydrophiladNFEMSoMicrobiologyoLettersbN2018bNimlbN 2.9 2

3 xNMarkerlessNGeneNαeletionNSystemNinNbyNUsingNtheNzoppercInducibleNYoeyNToxinNasNaN
zounterselectableNMarkerdNMicroorganismsbN2021bNpbN 4.9 1

2 GenomeNanalysisNprovidesNinsightNintoNhypercvirulenceNofNStreptococcusNsuisNLSMgnobNaNhumanN
strainNwithNaNnovelNsequenceNtypeNgfflddNScientificoReportsbN2021bNggbNhipgp 4.9 0

1 yindingNofNPlasminogenNtoNProteinNβndopeptidaseNONFacilitatesNβvasionNofNInnateNImmunityNindN
FrontiersoinoMicrobiologybN2021bNghbNmpkgfi 5.7

Jinquan Li

4


