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i Paper IF Citations

139 αetaYanalysisLofLgenomeYwideLassociationLstudiesLidentifiesLancestryYspecificLassociationsL
underlyingLcirculatingLtotalLtauLlevelsZZLCommunicationshBiologyXL2022XLeXLccf 6.7 0

138 uxploitingLfamilyLhistoryLinLaggregationLunitYbasedLgeneticLassociationLtestsZLEuropeanhJournalhofh
HumanhGeneticsXL2021XL 5.3 1

137 αultiomicsLintegrativeLanalysisLidentifiesLalleleYspecificLbloodLbiomarkersLassociatedLtoLqlzheimerSsL
diseaseLetiopathogenesisZLAgingXL2021XLacXLibggYicbi 5.6 4

136
PlasmaLamyloidL˛†LlevelsLareLdrivenLbyLgeneticLvariantsLnearLqPOuXLrqsuaXLqPPXLPSuβbjLqL
genomeYwideLassociationLstudyLinLoverLabX]]]LnonYdementedLparticipantsZLAlzheimerpshandh
DementiaXL2021XLagXLaffcYafgd

1.2 5

135 sommonLvariantsLinLqlzheimerSsLdiseaseLandLriskLstratificationLbyLpolygenicLriskLscoresZLNatureh
CommunicationsXL2021XLabXLcdag 17.4 23

134 weneticLanalysisLofLbiobankLdatajLvamilialLhistoryLaggregationYbasedLtestsLTvxqTULwithLapplicationL
toLqlzheimerSsLdiseaseZLAlzheimerpshandhDementiaXL2020XLafXLe]chfdh 1.2

133 WholeLgenomeLsequenceLassociationLanalysesLofLbrainLvolumesLinLtheLTOPαedLprogramZL
AlzheimerpshandhDementiaXL2020XLafXLe]d]fbg 1.2

132
somparativeLtransYethnicLmetaYanalysisLofLwholeLexomeLsequencingLvariationLforLqlzheimerâ��sL
diseaseLTqtULinLahXd]bLindividualsLofLtheLqlzheimerâ��sLtiseaseLSequencingLProjectLTqtSPUZL
AlzheimerpshandhDementiaXL2020XLafXLe]daehc

1.2

131 qlzheimerSsLdiseaseLwWqSLweightedLbyLmultiYomicsLandLendophenotypesLidentifiesLnovelLriskLlociZL
AlzheimerpshandhDementiaXL2020XLafXLe]dcigg 1.2 2

130
wenomeYwideLmetaYanalysisLofLlateYonsetLqlzheimerâ��sLdiseaseLusingLrareLvariantLimputationLinL
feXf]bLsubjectsLidentifiesLriskLlociLwithLrolesLinLmemoryXLneurodevelopmentXLandLcardiometabolicL
traitsjLTheLinternationalLgenomicsLofLqlzheimerâ��sLprojectLTywqPUZLAlzheimerpshandhDementiaXL2020XL
afXLe]ddaic

1.2 0

129 qssessingLwholeLgenomeLsequencingLvariationLforLqlzheimerâ��sLdiseaseLinLdg]gLindividualsLfromLtheL
qlzheimerâ��sLtiseaseLSequencingLProjectLTqtSPUZLAlzheimerpshandhDementiaXL2020XLafXLe]deedh 1.2

128 vrequencyLofLfamilialLqlzheimerâ��sLdiseaseLgeneLmutationsLwithinLtheLqlzheimerLtiseaseLSequencingL
ProjectLTqtSPUZLAlzheimerpshandhDementiaXL2020XLafXLe]dfb]c 1.2

127 uvaluationLofLpopulationLstratificationLadjustmentLusingLgenomeYwideLorLexonicLvariantsZLGenetich
EpidemiologyXL2020XLddXLg]bYgaf 2.6 1

126 sardiovascularLhealthXLgeneticLriskXLandLriskLofLdementiaLinLtheLvraminghamLxeartLStudyZLNeurologyXL
2020XLieXLeacdaYeace] 6.5 14

125 WholeLexomeLsequencingLstudyLidentifiesLnovelLrareLandLcommonLqlzheimerSsYqssociatedLvariantsL
involvedLinLimmuneLresponseLandLtranscriptionalLregulationZLMolecularhPsychiatryXL2020XLbeXLaheiYahge 15.1 106

124 qnalysisLofLWholeYuxomeLSequencingLtataLforLqlzheimerLtiseaseLStratifiedLbyLqPOuLwenotypeZL
JAMAhNeurologyXL2019XLgfXLa]iiYaa]h 17.2 18

123 QualityLcontrolLandLintegrationLofLgenotypesLfromLtwoLcallingLpipelinesLforLwholeLgenomeL
sequenceLdataLinLtheLqlzheimerSsLdiseaseLsequencingLprojectZLGenomicsXL2019XLaaaXLh]hYhah 4.3 10
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122 weneticLmetaYanalysisLofLdiagnosedLqlzheimerSsLdiseaseLidentifiesLnewLriskLlociLandLimplicatesLq˛†XL
tauXLimmunityLandLlipidLprocessingZLNaturehGeneticsXL2019XLeaXLdadYdc] 36.3 917

121 weneticLarchitectureLofLsubcorticalLbrainLstructuresLinLchXheaLindividualsZLNaturehGeneticsXL2019XLeaXLafbdYafcf36.3 81

120 weneticLandLlifestyleLriskLfactorsLforLαRyYdefinedLbrainLinfarctsLinLaLpopulationYbasedLsettingZL
NeurologyXL2019XL 6.5 17

119 weneticLVariationLinLwenesLUnderlyingLtiverseLtementiasLαayLuxplainLaLSmallLProportionLofLsasesL
inLtheLqlzheimerSsLtiseaseLSequencingLProjectZLDementiahandhGeriatrichCognitivehDisordersXL2018XLdeXLaYag2.6 16

118 WholeLgenomeLsequencingLofLsaribbeanLxispanicLfamiliesLwithLlateYonsetLqlzheimerSsLdiseaseZL
AnnalshofhClinicalhandhTranslationalhNeurologyXL2018XLeXLd]fYdag 5.3 25

117 WholeLgenomeLsequenceLanalysesLofLbrainLimagingLmeasuresLinLtheLvraminghamLStudyZLNeurologyXL
2018XLi]XLeahhYeaif 6.5 19

116 uxomeLshipLqnalysisLydentifiesL–owYvrequencyLandLRareLVariantsLinLαRP–chLforLWhiteLαatterL
xyperintensitiesLonLrrainLαagneticLResonanceLymagingZLStrokeXL2018XLdiXLahabYahai 6.7 10

115 αultiancestryLgenomeYwideLassociationLstudyLofLeb]X]]]LsubjectsLidentifiesLcbLlociLassociatedLwithL
strokeLandLstrokeLsubtypesZLNaturehGeneticsXL2018XLe]XLebdYecg 36.3 536

114 weneticLynteractionLwithLPlasmaL–ipidsLonLqlzheimerSsLtiseaseLinLtheLvraminghamLxeartLStudyZL
JournalhofhAlzheimerpshDiseaseXL2018XLffXLabgeYabhb 4.3 3

113
weneticallyLelevatedLhighYdensityLlipoproteinLcholesterolLthroughLtheLcholesterylLesterLtransferL
proteinLgeneLdoesLnotLassociateLwithLriskLofLqlzheimerSsLdiseaseZLAlzheimerpshandhDementia:h
DiagnosisuhAssessmenthandhDiseasehMonitoringXL2018XLa]XLeieYeih

5.2

112 yntegrativeLmethylationLscoreLtoLidentifyLepigeneticLmodificationsLassociatedLwithLlipidLchangesL
resultingLfromLfenofibrateLtreatmentLinLfamiliesZLBMChProceedingsXL2018XLabXLbh 2.3 4

111 βovelLgeneticLlociLassociatedLwithLhippocampalLvolumeZLNaturehCommunicationsXL2017XLhXLacfbd 17.4 173

110 qLcommonLhaplotypeLlowersLPUZaLexpressionLinLmyeloidLcellsLandLdelaysLonsetLofLqlzheimerSsL
diseaseZLNaturehNeuroscienceXL2017XLb]XLa]ebYa]fa 25.5 228

109 RareLcodingLvariantsLinLP–swbXLqrycXLandLTRuαbLimplicateLmicroglialYmediatedLinnateLimmunityLinL
qlzheimerSsLdiseaseZLNaturehGeneticsXL2017XLdiXLacgcYachd 36.3 508

108 [Oaâ��aaâ��]d]jLTOPαutLWxO–uLwuβOαuLSuQUuβsuLTWwSULqSSOsyqTyOβSLWyTxLrRqyβLαRyL
αuqSURuSLyβLTxuLvRqαyβwxqαLSTUtYL2017XLacXLPbaiYPbb]

107 [Pcâ��]i]]jLTxuLq–ZxuyαuRSsLtySuqSuLSuQUuβsyβwLPROzusTLTqtSPULtqTqLUPtqTuLb]agL2017XLacXLPifhYPifh

106 βovelLmicroRβqLdiscoveryLusingLsmallLRβqLsequencingLinLpostYmortemLhumanLbrainZLBMCh
GenomicsXL2016XLagXLggf 4.5 20

105 uvaluationLofLpowerLofLtheLylluminaLxumanOmnieαYdvaLreadshipLtoLdetectLriskLvariantsLforLhumanL
complexLdiseasesZLEuropeanhJournalhofhHumanhGeneticsXL2016XLbdXLa]biYcd 5.3 4

(2016-2019)
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104 SixLβovelL–ociLqssociatedLwithLsirculatingLVuwvL–evelsLydentifiedLbyLaLαetaYanalysisLofL
wenomeYWideLqssociationLStudiesZLPLoShGeneticsXL2016XLabXLea]]ehgd 6 43

103 RareLvunctionalLVariantLinLTαbtcLisLqssociatedLwithL–ateYOnsetLqlzheimerSsLtiseaseZLPLoShGeneticsXL
2016XLabXLea]]fcbg 6 38

102 PbY]igjLTheLqlzheimerâ��sLtiseaseLSequencingLProjectLTqtSPUjLtataLProductionXLαanagementXLandL
qvailabilityL2016XLabXLPfdhYPfdh

101
vaY]aY]cjLRareLteleteriousLandL–ossYofYvunctionLVariantsLinLOPR–aLandLwqSb–bLsontributeLtoLtheL
RiskLofL–ateYOnsetLqlzheimerâ��sLtiseasejLqlzheimerâ��sLtiseaseLSequencingLProjectLsaseYsontrolLStudyL
2016XLabXLPafcYPafc

100
OaY]iY]djLydentificationLofLWholeLuxomeLSequencingLVariantsLqssociatedLwithL–ateYOnsetL
qlzheimerSsLtiseaseLinLtheLsohortsLforLxeartLandLqgingLResearchLinLwenomicLupidemiologyL
TshargeULsonsortiumL2016XLabXLPaigYPaih

99 ScY]aY]ajLweneLuxpressionXLPathologyLandLweneticLupidemiologyLinL–argeLPopulationYrasedLStudiesL
2016XLabXLPbfgYPbfg

98
PaY]ahjLRareLteleteriousLqndL–ossYofYvunctionLVariantsLinLOPR–aLandLwqSb–bLsontributeLtoLtheL
RiskLofL–ateYOnsetLqlzheimerâ��sLtiseasejLqlzheimerâ��sLtiseaseLSequencingLProjectLsaseYsontrolLStudyL
2016XLabXLPd]fYPd]f

1

97 uvaluationLofLaLweneticLRiskLScoreLtoLymproveLRiskLPredictionLforLqlzheimerSsLtiseaseZLJournalhofh
AlzheimerpshDiseaseXL2016XLecXLibaYcb 4.3 54

96 wenomeYwideLlinkageLanalysesLofLnonYxispanicLwhiteLfamiliesLidentifyLnovelLlociLforLfamilialL
lateYonsetLqlzheimerSsLdiseaseZLAlzheimerpshandhDementiaXL2016XLabXLbYa] 1.2 18

95 ydentificationLofLadditionalLriskLlociLforLstrokeLandLsmallLvesselLdiseasejLaLmetaYanalysisLofL
genomeYwideLassociationLstudiesZLLancethNeurologyuhTheXL2016XLaeXLfieYg]g 24.1 100

94 βovelLgeneticLlociLunderlyingLhumanLintracranialLvolumeLidentifiedLthroughLgenomeYwideL
associationZLNaturehNeuroscienceXL2016XLaiXLaefiYaehb 25.5 147

93 SharedLgeneticLcontributionLtoLyschaemicLStrokeLandLqlzheimerSsLtiseaseZLAnnalshofhNeurologyXL
2016XLgiXLgciYgdg 9.4 42

92 βeuroXXLaLfastLandLefficientLgenotypingLplatformLforLinvestigationLofLneurodegenerativeLdiseasesZL
NeurobiologyhofhAgingXL2015XLcfXLaf]eZegYab 5.6 70

91 RareLandLsodingLRegionLweneticLVariantsLqssociatedLWithLRiskLofLyschemicLStrokejLTheLβx–ryL
uxomeLSequenceLProjectZLJAMAhNeurologyXL2015XLgbXLghaYh 17.2 37

90 P–tcLvariantsLinLpopulationLstudiesZLNatureXL2015XLeb]XLubYc 50.4 47

89 PolygenicLOverlapLretweenLsYReactiveLProteinXLPlasmaL–ipidsXLandLqlzheimerLtiseaseZLCirculationXL
2015XLacaXLb]faYb]fi 16.7 100

88 sonvergentLgeneticLandLexpressionLdataLimplicateLimmunityLinLqlzheimerSsLdiseaseZLAlzheimerpshandh
DementiaXL2015XLaaXLfehYga 1.2 146

87 wenomeYwideLstudiesLofLverbalLdeclarativeLmemoryLinLnondementedLolderLpeoplejLtheLsohortsLforL
xeartLandLqgingLResearchLinLwenomicLupidemiologyLconsortiumZLBiologicalhPsychiatryXL2015XLggXLgdiYfc 7.9 48

Anita L Destefano

4



86 PredictingLstrokeLthroughLgeneticLriskLfunctionsjLtheLsxqRwuLRiskLScoreLProjectZLStrokeXL2014XLdeXLd]cYab6.7 46

85 SharedLgeneticLsusceptibilityLtoLischemicLstrokeLandLcoronaryLarteryLdiseasejLaLgenomeYwideL
analysisLofLcommonLvariantsZLStrokeXL2014XLdeXLbdYcf 6.7 245

84 –argeYscaleLmetaYanalysisLofLgenomeYwideLassociationLdataLidentifiesLsixLnewLriskLlociLforL
ParkinsonSsLdiseaseZLNaturehGeneticsXL2014XLdfXLihiYic 36.3 1261

83
StrategiesLtoLdesignLandLanalyzeLtargetedLsequencingLdatajLcohortsLforLxeartLandLqgingLResearchL
inLwenomicLupidemiologyLTsxqRwuULsonsortiumLTargetedLSequencingLStudyZLCirculation:h
CardiovascularhGeneticsXL2014XLgXLcceYdc

15

82 vdY]dY]cjLtOLTxuLVqRyqβTSLytuβTyvyutLyβLywqPLyαPROVuLRyS’LPRutysTyOβLOvLq–ZxuyαuRSSL
tySuqSuoL2014XLa]XLPbdeYPbdf

81 SerumLbrainYderivedLneurotrophicLfactorLandLtheLriskLforLdementiajLtheLvraminghamLxeartLStudyZL
JAMAhNeurologyXL2014XLgaXLeeYfa 17.2 162

80
wenomeYwideLassociationLstudyLforLcirculatingLtissueLplasminogenLactivatorLlevelsLandLfunctionalL
followYupLimplicatesLendothelialLSTXrPeLandLSTXbZLArteriosclerosisuhThrombosisuhandhVascularh
BiologyXL2014XLcdXLa]icYa]a

9.4 33

79 αutationLofLvOXsaLandLPyTXbLinducesLcerebralLsmallYvesselLdiseaseZLJournalhofhClinicalhInvestigation
XL2014XLabdXLdhggYha 15.9 64

78 weneYwideLanalysisLdetectsLtwoLnewLsusceptibilityLgenesLforLqlzheimerSsLdiseaseZLPLoShONEXL2014XL
iXLeidffa 3.7 90

77 qssociationsLofLβyβzbLsequenceLvariantsLwithLincidentLischemicLstrokeLinLtheLsohortsLforLxeartLandL
qgingLinLwenomicLupidemiologyLTsxqRwuULconsortiumZLPLoShONEXL2014XLiXLeiigih 3.7 8

76 αetaYanalysisLofLgdX]dfLindividualsLidentifiesLaaLnewLsusceptibilityLlociLforLqlzheimerSsLdiseaseZL
NaturehGeneticsXL2013XLdeXLadebYh 36.3 2714

75 ruildingLtheLriostatisticsLPipelinejLSummerLynstitutesLforLTrainingLinLriostatisticsLTSyrSUZLChanceXL
2013XLbfXLdYi 1

74 yschemicLstrokeLisLassociatedLwithLtheLqrOLlocusjLtheLuuros–OTLstudyZLAnnalshofhNeurologyXL2013XL
gcXLafYca 9.4 105

73 qPOuLgenotypeLandLαRyLmarkersLofLcerebrovascularLdiseasejLsystematicLreviewLandLmetaYanalysisZL
NeurologyXL2013XLhaXLbibYc]] 6.5 104

72 weneticLriskLfactorsLforLischaemicLstrokeLandLitsLsubtypesLTtheLαuTqSTRO’uLcollaborationUjLaL
metaYanalysisLofLgenomeYwideLassociationLstudiesZLLancethNeurologyuhTheXL2012XLaaXLieaYfb 24.1 359

71 PostmortemLyntervalLynfluencesL˛–YSynucleinLuxpressionLinLParkinsonLtiseaseLrrainZLParkinsonpsh
DiseaseXL2012XLb]abXLfadbab 2.6 11

70 αetaYanalysisLofLParkinsonSsLdiseasejLidentificationLofLaLnovelLlocusXLRyTbZLAnnalshofhNeurologyXL2012
XLgaXLcg]Yhd 9.4 214

69 somprehensiveLresearchLsynopsisLandLsystematicLmetaYanalysesLinLParkinsonSsLdiseaseLgeneticsjL
TheLPtweneLdatabaseZLPLoShGeneticsXL2012XLhXLea]]bedh 6 420

(2012-2014)
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68 sommonLvariantsLatLfqbbLandLagqbaLareLassociatedLwithLintracranialLvolumeZLNaturehGeneticsXL2012
XLddXLeciYdd 36.3 104

67 sommonLvariantsLatLabqadLandLabqbdLareLassociatedLwithLhippocampalLvolumeZLNaturehGeneticsXL
2012XLddXLedeYea 36.3 175

66 qssociationLofLxSPg]LandLitsLcoYchaperonesLwithLqlzheimerSsLdiseaseZLJournalhofhAlzheimerpshDisease
XL2011XLbeXLicYa]b 4.3 18

65 sommonLvariantsLatLqrsqgXLαSdqfq[αSdqduXLuPxqaXLstccLandLstbqPLareLassociatedLwithL
qlzheimerSsLdiseaseZLNaturehGeneticsXL2011XLdcXLdbiYce 36.3 1421

64 ydentifyingLrareLvariantsLfromLexomeLscansjLtheLwqWagLexperienceZLBMChProceedingsXL2011XLeLSupplL
iXLSa 2.3 5

63 PathwayLanalysisLfollowingLassociationLstudyZLBMChProceedingsXL2011XLeLSupplLiXLSah 2.3 16

62 wenomewideLlinkageLstudyLofLmodifiersLofL–RR’bYrelatedLParkinsonSsLdiseaseZLMovementhDisordersXL
2011XLbfXLb]ciYdd 7 7

61 wenomeYwideLassociationLstudiesLofLcerebralLwhiteLmatterLlesionLburdenjLtheLsxqRwuLconsortiumZL
AnnalshofhNeurologyXL2011XLfiXLibhYci 9.4 146

60 yncorporatingLbiologicalLinformationLintoLassociationLstudiesLofLsequencingLdataZLGenetich
EpidemiologyXL2011XLceLSupplLaXLSbiYcd 2.6 4

59 ydentificationLofLcisYLandLtransYactingLgeneticLvariantsLexplainingLupLtoLhalfLtheLvariationLinL
circulatingLvascularLendothelialLgrowthLfactorLlevelsZLCirculationhResearchXL2011XLa]iXLeedYfc 15.7 57

58 wenomeYwideLassociationLstudyLidentifiesLsixLnewLlociLinfluencingLpulseLpressureLandLmeanLarterialL
pressureZLNaturehGeneticsXL2011XLdcXLa]]eYaa 36.3 338

57 sopyLnumberLvariationLinLfamilialLParkinsonLdiseaseZLPLoShONEXL2011XLfXLeb]ihh 3.7 53

56 ustrogenYrelatedLandLotherLdiseaseLdiagnosesLprecedingLParkinsonSsLdiseaseZLClinicalhEpidemiologyXL
2010XLbXLaecYg] 5.9 6

55 wenomeYwideLanalysisLofLgeneticLlociLassociatedLwithLqlzheimerLdiseaseZLJAMAhvhJournalhofhtheh
AmericanhMedicalhAssociationXL2010XLc]cXLahcbYd] 27.4 888

54 ParentalLoccurrenceLofLstrokeLandLriskLofLstrokeLinLtheirLchildrenjLtheLvraminghamLstudyZLCirculation
XL2010XLabaXLac]dYab 16.7 97

53 wenomeYwideLassociationLstudiesLofLαRyYdefinedLbrainLinfarctsjLmetaYanalysisLfromLtheLsxqRwuL
sonsortiumZLStrokeXL2010XLdaXLba]Yg 6.7 74

52 RiskLofLParkinsonSsLdiseaseLafterLtamoxifenLtreatmentZLBMChNeurologyXL2010XLa]XLbc 3.1 25

51 wenomeYwideLassociationLstudyLofLdeterminantsLofLantiYcyclicLcitrullinatedLpeptideLantibodyLtiterLinL
adultsLwithLrheumatoidLarthritisZLMolecularhMedicineXL2009XLaeXLacfYdc 6.2 26
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50 wenomewideLassociationLstudiesLofLstrokeZLNewhEnglandhJournalhofhMedicineXL2009XLcf]XLagahYbh 59.2 376

49 sombinedLhaplotypeLrelativeLriskLTsxRRUjLaLgeneralLandLsimpleLgeneticLassociationLtestLthatL
combinesLtriosLandLunrelatedLcaseYcontrolsZLGenetichEpidemiologyXL2009XLccXLedYfb 2.6 12

48 wenomewideLassociationLstudyLforLsusceptibilityLgenesLcontributingLtoLfamilialLParkinsonLdiseaseZL
HumanhGeneticsXL2009XLabdXLeicYf]e 6.3 363

47 wenomewideLassociationLstudyLforLonsetLageLinLParkinsonLdiseaseZLBMChMedicalhGeneticsXL2009XLa]XLih 2.1 78

46 rivariateLheritabilityLofLtotalLandLregionalLbrainLvolumesjLtheLvraminghamLStudyZLAlzheimerhDiseaseh
andhAssociatedhDisordersXL2009XLbcXLbahYbc 2.5 22

45 TheLwlyb]aiSerLmutationLinL–RR’bLisLnotLfullyLpenetrantLinLfamilialLParkinsonSsLdiseasejLtheL
wenePtLstudyZLBMChMedicineXL2008XLfXLcb 11.4 72

44 ReplicationLofLassociationLbetweenLu–qV–dLandLParkinsonLdiseasejLtheLwenePtLstudyZLHumanh
GeneticsXL2008XLabdXLieYi 6.3 28

43 xuntingtonLsqwLrepeatLsizeLdoesLnotLmodifyLonsetLageLinLfamilialLParkinsonSsLdiseasejLtheLwenePtL
studyZLMovementhDisordersXL2008XLbcXLaeifYf]a 7 7

42 TwoYstageLapproachLforLidentifyingLsingleYnucleotideLpolymorphismsLassociatedLwithLrheumatoidL
arthritisLusingLrandomLforestsLandLrayesianLnetworksZLBMChProceedingsXL2007XLaLSupplLaXLSef 2.3 23

41 ynformativeYtransmissionLdisequilibriumLtestLTiYTtTUjLcombinedLlinkageLandLassociationLmappingL
thatLincludesLunaffectedLoffspringLasLwellLasLaffectedLoffspringZLGenetichEpidemiologyXL2007XLcaXLaaeYcc 2.6 12

40 tataLminingXLneuralLnetsXLtreesYYproblemsLbLandLcLofLweneticLqnalysisLWorkshopLaeZLGenetich
EpidemiologyXL2007XLcaLSupplLaXLSeaYf] 2.6 21

39 TheLvraminghamLxeartLStudyLa]]’LSβPLgenomeYwideLassociationLstudyLresourcejLoverviewLofLagL
phenotypeLworkingLgroupLreportsZLBMChMedicalhGeneticsXL2007XLhLSupplLaXLSa 2.1 152

38 weneticLcorrelatesLofLbrainLagingLonLαRyLandLcognitiveLtestLmeasuresjLaLgenomeYwideLassociationL
andLlinkageLanalysisLinLtheLvraminghamLStudyZLBMChMedicalhGeneticsXL2007XLhLSupplLaXLSae 2.1 156

37 SepiapterinLreductaseLexpressionLisLincreasedLinLParkinsonSsLdiseaseLbrainLtissueZLBrainhResearchXL
2007XLaaciXLdbYg 3.7 22

36 xaploruildjLanLalgorithmLtoLconstructLnonYcontiguousLassociatedLhaplotypesLinLfamilyLbasedL
geneticLstudiesZLBioinformaticsXL2007XLbcXLbai]Yb 7.2 12

35 ynfluenceLofLheterozygosityLforLparkinLmutationLonLonsetLageLinLfamilialLParkinsonLdiseasejLtheL
wenePtLstudyZLArchiveshofhNeurologyXL2006XLfcXLhbfYcb 131

34 wenomeYwideLscanLforLwhiteLmatterLhyperintensityjLtheLvraminghamLxeartLStudyZLStrokeXL2006XLcgXLggYha6.7 61

33 uxpectationLmaximizationLalgorithmLbasedLhaplotypeLrelativeLriskLTuαYxRRUjLtestLofLlinkageL
disequilibriumLusingLincompleteLcaseYparentsLtriosZLHumanhHeredityXL2005XLeiXLabeYce 1.1 15

(2005-2009)
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32 SequenceLvariationLofLbradykininLreceptorsLraLandLrbLandLassociationLwithLhypertensionZLJournalhofh
HypertensionXL2005XLbcXLeeYfb 1.9 31

31 PolymorphismsLinLtheLpromoterLregionLofLcatalaseLgeneLandLessentialLhypertensionZLDiseaseh
MarkersXL2005XLbaXLcYg 3.2 40

30 xeritabilityLandLaLgenomeYwideLlinkageLscanLforLarterialLstiffnessXLwaveLreflectionXLandLmeanL
arterialLpressurejLtheLvraminghamLxeartLStudyZLCirculationXL2005XLaabXLaidYi 16.7 121

29 qssociationLofLβuttd–LubiquitinLligaseLwithLessentialLhypertensionZLHypertensionXL2005XLdfXLdhhYia 8.5 60

28 wenomeYwideLscanLforLpulseLpressureLinLtheLβationalLxeartXL–ungLandLrloodLynstituteSsLvraminghamL
xeartLStudyZLHypertensionXL2004XLddXLaebYe 8.5 46

27
sommonLvariantsLinLtheLeSLregionLofLtheLleptinLgeneLareLassociatedLwithLbodyLmassLindexLinLmenL
fromLtheLβationalLxeartXL–ungXLandLrloodLynstituteLvamilyLxeartLStudyZLAmericanhJournalhofhHumanh
GeneticsXL2004XLgeXLbb]Yc]

11 73

26 wenomewideLlinkageLanalysisLtoLpresbycusisLinLtheLvraminghamLxeartLStudyZLJAMAhOtolaryngologyXL
2003XLabiXLbheYi 69

25 qLgenomeYwideLscanLofLpulmonaryLfunctionLmeasuresLinLtheLβationalLxeartXL–ungXLandLrloodL
ynstituteLvamilyLxeartLStudyZLAmericanhJournalhofhRespiratoryhandhCriticalhCarehMedicineXL2003XLafgXLaebhYcc10.2 38

24 weneticLanalysesLofLlongitudinalLphenotypeLdatajLaLcomparisonLofLunivariateLmethodsLandLaL
multivariateLapproachZLBMChGeneticsXL2003XLdLSupplLaXLSbi 2.6 8

23 qssociationLofLpolymorphismsLinLtheLpromoterLregionLofLtheLPβαTLgeneLwithLessentialL
hypertensionLinLqfricanLqmericansLbutLnotLinLwhitesZLAmericanhJournalhofhHypertensionXL2003XLafXLheiYfc 2.3 28

22 –inkageLandLassociationLwithLpulmonaryLfunctionLmeasuresLonLchromosomeLfqbgLinLtheL
vraminghamLxeartLStudyZLHumanhMolecularhGeneticsXL2003XLabXLbgdeYea 5.6 29

21 weneticLvariantsLofLWβ’dLinLwhitesLandLqfricanLqmericansLwithLhypertensionZLHypertensionXL2003XL
daXLaaiaYe 8.5 27

20 ysLtvβqeLaLsusceptibilityLgeneLforLageYrelatedLhearingLimpairmentoZLEuropeanhJournalhofhHumanh
GeneticsXL2002XLa]XLhhcYf 5.3 24

19 PqR’cLinfluencesLageLatLonsetLinLParkinsonLdiseasejLaLgenomeLscanLinLtheLwenePtLstudyZLAmericanh
JournalhofhHumanhGeneticsXL2002XLg]XLa]hiYie 11 81

18 αaternalLcomponentLinLtheLfamilialLaggregationLofLhypertensionZLClinicalhGeneticsXL2001XLf]XLacYba 4 33

17 weneticLpredispositionLtoLstrokeLinLrelativesLofLhypertensivesZLStrokeXL2000XLcaXLdhgYib 6.7 26

16
uvidenceLforLaLgeneLinfluencingLbloodLpressureLonLchromosomeLagZLwenomeLscanLlinkageLresultsL
forLlongitudinalLbloodLpressureLphenotypesLinLsubjectsLfromLtheLframinghamLheartLstudyZL
HypertensionXL2000XLcfXLdggYhc

8.5 483

15 uvidenceLforLaLgeneLinfluencingLtheLTw[xt–YsLratioLonLchromosomeLgqcbZcYqterjLaLgenomeYwideL
scanLinLtheLvraminghamLstudyZLHumanhMolecularhGeneticsXL2000XLiXLacaeYb] 5.6 88
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14 uvidenceLforLlinkageLbetweenLessentialLhypertensionLandLaLputativeLlocusLonLhumanLchromosomeL
agZLHypertensionXL1999XLcdXLdYg 8.5 77

13 qLlocusLforLautosomalLrecessiveLachromatopsiaLonLhumanLchromosomeLhqZLClinicalhGeneticsXL1999XL
efXLhbYe 4 11

12 ydentificationLofLaLpolymorphicLglutamicLacidLstretchLinLtheLalphabrYadrenergicLreceptorLandLlackLofL
linkageLwithLessentialLhypertensionZLAmericanhJournalhofhHypertensionXL1999XLabXLhecYg 2.3 32

11 PowerLofLconcordantLversusLdiscordantLsibLpairsLatLdifferentLpenetranceLlevelsZLGenetich
EpidemiologyXL1999XLagLSupplLaXLSfgiYhd 2.6 1

10 sorrelationLbetweenLWaardenburgLsyndromeLphenotypeLandLgenotypeLinLaLpopulationLofL
individualsLwithLidentifiedLPqXcLmutationsZLHumanhGeneticsXL1998XLa]bXLdiiYe]f 6.3 60

9 qutosomalLdominantLorthostaticLhypotensiveLdisorderLmapsLtoLchromosomeLahqZLAmericanhJournalh
ofhHumanhGeneticsXL1998XLfcXLadbeYc] 11 41

8 vamilialLparagangliomasjLlinkageLtoLchromosomeLaaqbcLandLclinicalLimplicationsZLAmericanhJournalh
ofhMedicalhGeneticshParthAXL1997XLgbXLffYg] 40

7 tetectingLlinkageLforLaLcomplexLdiseaseLusingLsimulatedLextendedLpedigreesZLGenetichEpidemiologyXL
1997XLadXLihaYf 2.6 1

6 qLnovelLmutationLinLtheLαyTvLgeneLcausesLWaardenburgLsyndromeLtypeLbZLGenetichAnalysisuh
TechniqueshandhApplicationsXL1996XLacXLdcYd 10

5 –inkageLdisequilibriumLanalysisLinLαachadoYzosephLdiseaseLpatientsLofLdifferentLethnicLoriginsZL
HumanhGeneticsXL1996XLihXLfb]Yd 6.3 23

4 wenderLequalityLinLαachadoYzosephLdiseaseZLNaturehGeneticsXL1995XLaaXLaahYi 36.3 12

3 uxomeLsequencingLidentifiesLrareLdamagingLvariantsLinLtheLqTPhrdLandLqrsqaLgenesLasLnovelLriskL
factorsLforLqlzheimerâ��sLtisease 1

2 qLcommonLhaplotypeLlowersLPUZaLexpressionLinLmyeloidLcellsLandLdelaysLonsetLofLqlzheimerâ��sLdisease 2

1
wenomeYWideLαetaYqnalysisLofL–ateYOnsetLqlzheimerâ��sLtiseaseLUsingLRareLVariantLymputationLinL
feXf]bLSubjectsLydentifiesLβovelLRareLVariantL–ocusLβs’bjLTheLynternationalLwenomicsLofL
qlzheimerâ��sLProjectLTywqPU

2
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