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67 ğenomeNsequencesNofNthreeNvegilopsNspeciesNofNtheNsectionNSitopsisNrevealNphylogeneticN
relationshipsNandNprovideNresourcesNforNwheatNimprovementccNPlanthJournalaN2022aN 6.9 3

66 ×unctionalNleafNanatomyNofNtheNinvasiveNweedNSolanumNrostratumNyunalcNWeedhResearchaN2022aNkgaNflgbfme1.9

65 vNTimeNtoNSowaNaNTimeNtoNReapoNModificationsNtoNwiologicalNandNzconomicNRhythmsNinNSouthwestN
vsianNPlantNandNvnimalNyomesticationcNAgronomyaN2022aNfgaNfhkm 3.6

64 WildNemmerNintrogressionNaltersNrootbtobshootNgrowthNdynamicsNinNdurumNwheatNinNresponseNtoN
waterNstresscNPlanthPhysiologyaN2021aNfmlaNffinbffkg 6.6 6

63 ğenomebWideNMappingNofNLociNforNvdultbPlantNResistanceNtoNStripeNRustNinNyurumNWheatNSvevoN
UsingNtheNneKNSNPNvrraycNPlanthDiseaseaN2021aNfejaNmlnbmmm 1.5 1

62 TheNαndependentNyomesticationNofNTimopheevUsNWheatoNαnsightsNfromNHaplotypeNvnalysisNofNtheNVWN
ğenecNGenesaN2021aNfgaN 4.2 4

61 TheNwrittleNRachisNTraitNinNSpeciesNwelongingNtoNtheNTriticeaeNandNαtsNxontrollingNğenesNandcN
FrontiershinhPlanthScienceaN2020aNffaNfeee 6.2 4

60 MultipleNwheatNgenomesNrevealNglobalNvariationNinNmodernNbreedingcNNatureaN2020aNjmmaNgllbgmh 50.4 180

59 RecombinationNbetweenNhomoeologousNchromosomesNinducedNinNdurumNwheatNbyNtheNvegilopsN
speltoidesNSufbPhfNsuppressorcNTheoreticalhandhAppliedhGeneticsaN2019aNfhgaNhgkjbhglk 6 3

58 RapidNevolutionNofN˛–bgliadinNgeneNfamilyNrevealedNbyNanalyzingNğlibgNlocusNregionsNofNwildNemmerN
wheatcNFunctionalhandhIntegrativehGenomicsaN2019aNfnaNnnhbfeej 3.8 8

57 WheatNdomesticationNinNlightNofNhaplotypeNanalysesNofNtheNwrittleNrachisNfNgenesNVwTRfbvNandN
wTRfbwWcNPlanthScienceaN2019aNgmjaNfnhbfnn 5.3 7

56 ğNαbvfNmediatesNtradeboffNbetweenNgrainNnumberNandNgrainNweightNinNtetraploidNwheatcNTheoreticalh
andhAppliedhGeneticsaN2019aNfhgaNghjhbghkj 6 20

55 yurumNwheatNgenomeNhighlightsNpastNdomesticationNsignaturesNandNfutureNimprovementNtargetscN
NaturehGeneticsaN2019aNjfaNmmjbmnj 36.3 289

54 αmprovedNğenomeNSequenceNofNWildNzmmerNWheatNZavitanNwithNtheNvidNofNOpticalNMapscNG3:hGenesvh
GenomesvhGeneticsaN2019aNnaNkfnbkgi 3.2 29

53 SNPbbasedNpoolNgenotypingNandNhaplotypeNanalysisNaccelerateNfinebmappingNofNtheNwheatNgenomicN
regionNcontainingNstripeNrustNresistanceNgeneNYrgkcNTheoreticalhandhAppliedhGeneticsaN2018aNfhfaNfimfbfink6 36

52 vNglycosylNtransferaseNfamilyNihNproteinNinvolvedNinNxylanNbiosynthesisNisNassociatedNwithNstrawN
digestibilityNinNwrachypodiumNdistachyoncNNewhPhytologistaN2018aNgfmaNnlibnmj 9.8 11

51 xhromosomebbasedNsurveyNsequencingNrevealsNtheNgenomeNorganizationNofNwildNwheatNprogenitorN
TriticumNdicoccoidescNPlanthBiotechnologyhJournalaN2018aNfkaNgellbgeml 11.6 19
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50 ReassessmentNofNtheNevolutionNofNwheatNchromosomesNivaNjvaNandNlwcNTheoreticalhandhAppliedh
GeneticsaN2018aNfhfaNgijfbgikg 6 43

49 TheNtranscriptionalNlandscapeNofNpolyploidNwheatcNScienceaN2018aNhkfaN 33.3 368

48 ShiftingNtheNlimitsNinNwheatNresearchNandNbreedingNusingNaNfullyNannotatedNreferenceNgenomecN
ScienceaN2018aNhkfaN 33.3 1296

47 UnlockingNtheNğeneticNyiversityNwithinNvNMiddlebzastNPanelNofNyurumNWheatNLandracesNforN
vdaptationNtoNSemibaridNxlimatecNAgronomyaN2018aNmaNghh 3.6 14

46 ğenomeNwasedNMetabQTLNvnalysisNofNğrainNWeightNinNTetraploidNWheatNαdentifiesNRareNvllelesNofN
ğR×iNvssociatedNwithNLargerNğrainscNGenesaN2018aNnaN 4.2 21

45 xloningNofNtheNwheatNYrfjNresistanceNgeneNshedsNlightNonNtheNplantNtandemNkinasebpseudokinaseN
familycNNaturehCommunicationsaN2018aNnaNhlhj 17.4 108

44 StructuralNvariationNandNratesNofNgenomeNevolutionNinNtheNgrassNfamilyNseenNthroughNcomparisonNofN
sequencesNofNgenomesNgreatlyNdifferingNinNsizecNPlanthJournalaN2018aNnjaNimlbjeh 6.9 24

43 zxploringNtheNmetabolicNvariationNbetweenNdomesticatedNandNwildNtetraploidNwheatNgenotypesNinN
responseNtoNcornNleafNaphidNinfestationcNPlanthSignalinghandhBehavioraN2018aNfhaNefimkfim 2.5 8

42 HighNdensityNmappingNandNhaplotypeNanalysisNofNtheNmajorNstembsolidnessNlocusNSStfNinNdurumNandN
commonNwheatcNPLoShONEaN2017aNfgaNeefljgmj 3.7 12

41 OnNtheNOriginNofNtheNNonbbrittleNRachisNTraitNofNyomesticatedNzinkornNWheatcNFrontiershinhPlanth
ScienceaN2017aNmaNgehf 6.2 29

40 WildNemmerNgenomeNarchitectureNandNdiversityNelucidateNwheatNevolutionNandNdomesticationcN
ScienceaN2017aNhjlaNnhbnl 33.3 474

39 TheNSolanumNtuberosumNKSTfNpartialNpromoterNasNaNtoolNforNguardNcellNexpressionNinNmultipleNplantN
speciescNJournalhofhExperimentalhBotanyaN2017aNkmaNgmmjbgmnl 7 19

38 HaplotypeNvnalysisNofNtheNPrebharvestNSproutingNResistanceNLocusNRevealsNaNxausalNRoleNofNinN
ğlobalNğermplasmcNFrontiershinhPlanthScienceaN2017aNmaNfjjj 6.2 30

37 vNHighbyensityNğeneticNMapNofNWildNzmmerNWheatNfromNtheNKaracaNya˜�NRegionNProvidesNNewN
zvidenceNonNtheNStructureNandNzvolutionNofNWheatNxhromosomescNFrontiershinhPlanthScienceaN2017aNmaNflnm6.2 23

36 αntrogressionNofNtheNSuppressorNintoNWheatcNFrontiershinhPlanthScienceaN2017aNmaNgfkh 6.2 14

35 vccelerationNofNleafNsenescenceNisNslowedNdownNinNtransgenicNbarleyNplantsNdeficientNinNtheN
yNvdRNvbbindingNproteinNWHαRLYfcNJournalhofhExperimentalhBotanyaN2017aNkmaNnmhbnnk 7 17

34 QTLsNforNuniformNgrainNdimensionsNandNgerminationNselectedNduringNwheatNdomesticationNareN
coblocatedNonNchromosomeNiwcNTheoreticalhandhAppliedhGeneticsaN2016aNfgnaNfhehbfhfj 6 27

33 vNMetabolicNğeneNxlusterNinNtheNWheatNWfNandNtheNwarleyNxerbcquNLociNyeterminesN˛†byiketoneN
wiosynthesisNandNğlaucousnesscNPlanthCellaN2016aNgmaNfiiebke 11.6 87
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32 vNhighbdensityaNSNPbbasedNconsensusNmapNofNtetraploidNwheatNasNaNbridgeNtoNintegrateNdurumNandN
breadNwheatNgenomicsNandNbreedingcNPlanthBiotechnologyhJournalaN2015aNfhaNkimbkh 11.6 196

31 warleyNmolybdenumNcofactorNsulfuraseNVMxSUWoNsequencingaNmodelingaNandNitsNcomparisonNtoNotherN
higherNplantscNTurkhTarimhVehOrmancilikhDergisiyTurkishhJournalhofhAgriculturehandhForestryaN2015aNhnaNlmkblnk2.2 3

30 SenescenceaNnutrientNremobilizationaNandNyieldNinNwheatNandNbarleycNJournalhofhExperimentalhBotanyaN
2014aNkjaNhlmhbnm 7 177

29 ×unctionalNcharacterizationNofNğPxbfNgenesNinNhexaploidNwheatcNPlantaaN2014aNghnaNhfhbhgi 4.7 61

28 αntrogressionNofNleafNrustNandNstripeNrustNresistanceNfromNSharonNgoatgrassNVvegilopsNsharonensisN
zigWNintoNbreadNwheatNVTriticumNaestivumNLcWcNGenomeaN2014aNjlaNhenbfk 2.4 15

27 UltrabdenseNgeneticNmapNofNdurumNwheatNˆ�NwildNemmerNwheatNdevelopedNusingNtheNneKNiSelectNSNPN
genotypingNassaycNMolecularhBreedingaN2014aNhiaNfjinbfjkg 3.4 70

26 RegulationNofNZnNandN×eNtransportersNbyNtheNğPxfNgeneNduringNearlyNwheatNmonocarpicNsenescencecN
BMChPlanthBiologyaN2014aNfiaNhkm 5.3 79

25 αncreasedNcopyNnumberNatNtheNHv×TfNlocusNisNassociatedNwithNacceleratedNfloweringNtimeNinNbarleycN
MolecularhGeneticshandhGenomicsaN2013aNgmmaNgkfblj 3.1 62

24 αdentificationNandNcharacterizationNofNaNnovelNpowderyNmildewNresistanceNgeneNPmğhMNderivedN
fromNwildNemmerNwheataNTriticumNdicoccoidescNTheoreticalhandhAppliedhGeneticsaN2012aNfgiaNnffbgg 6 38

23 yivergentNfunctionsNofNorthologousNNvxNtranscriptionNfactorsNinNwheatNandNricecNPlanthMolecularh
BiologyaN2012aNlmaNjfjbgi 4.6 59

22 WheatNfloweringNrepressorNVRNgNandNpromoterNxOgNcompeteNforNinteractionsNwithNNUxLzvRN
×vxTORbYNcomplexescNPlanthJournalaN2011aNklaNlkhblh 6.9 86

21 zffectNofNtheNdownbregulationNofNtheNhighNğrainNProteinNxontentNVğPxWNgenesNonNtheNwheatN
transcriptomeNduringNmonocarpicNsenescencecNBMChGenomicsaN2011aNfgaNing 4.5 66

20 RegulationNofNfreezingNtoleranceNandNfloweringNinNtemperateNcerealsoNtheNVRNbfNconnectioncNPlanth
PhysiologyaN2010aNfjhaNfmikbjm 6.6 125

19 VrnbyiNisNaNvernalizationNgeneNlocatedNonNtheNcentromericNregionNofNchromosomeNjyNinNhexaploidN
wheatcNTheoreticalhandhAppliedhGeneticsaN2010aNfgeaNjihbjg 6 79

18 xharacterizationNofNtheNmaintainedNvegetativeNphaseNdeletionsNfromNdiploidNwheatNandNtheirNeffectN
onNVRNgNandN×TNtranscriptNlevelscNMolecularhGeneticshandhGenomicsaN2010aNgmhaNgghbhg 3.1 46

17 SmallNRNvsaNyNvNmethylationNandNtransposableNelementsNinNwheatcNBMChGenomicsaN2010aNffaNiem 4.5 69

16 ğeneticNandNmolecularNcharacterizationNofNtheNVRNgNlociNinNtetraploidNwheatcNPlanthPhysiologyaN2009aN
finaNgijbjl 6.6 99

15 RegulationNofNfloweringNinNtemperateNcerealscNCurrenthOpinionhinhPlanthBiologyaN2009aNfgaNflmbmi 9.9 335
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14 vNkinasebSTvRTNgeneNconfersNtemperaturebdependentNresistanceNtoNwheatNstripeNrustcNScienceaN2009
aNhghaNfhjlbke 33.3 490

13 xolinearityNbetweenNtheNbarleyNgrainNproteinNcontentNVğPxWNQTLNonNchromosomeNarmNkHSNandNtheN
wheatNğpcbwfNregioncNMolecularhBreedingaN2008aNggaNgjbhm 3.4 57

12 WildNemmerNwheatNasNaNsourceNforNhighbgrainbproteinNgenesoNMapbbasedNcloningNofNğpcbwfcNIsraelh
JournalhofhPlanthSciencesaN2007aNjjaNgnlbhek 0.6 11

11 MultipleNQTLbeffectsNofNwheatNğpcbwfNlocusNonNgrainNproteinNandNmicronutrientNconcentrationscN
PhysiologiahPlantarumaN2007aNfgnaNkhjbkih 4.6 209

10 αdentificationNofNaNnovelNgeneNVHsdriWNinvolvedNinNwaterbstressNtoleranceNinNwildNbarleycNPlanth
MolecularhBiologyaN2007aNkiaNflbhi 4.6 66

9 vNNvxNğeneNregulatingNsenescenceNimprovesNgrainNproteinaNzincaNandNironNcontentNinNwheatcNScienceaN
2006aNhfiaNfgnmbhef 33.3 1100

8 PhysicalNmapNofNtheNwheatNhighbgrainNproteinNcontentNgeneNğpcbwfNandNdevelopmentNofNaN
highbthroughputNmolecularNmarkercNNewhPhytologistaN2006aNfknaNljhbkh 9.8 122

7
HighbtemperatureNadultbplantNVHTvPWNstripeNrustNresistanceNgeneNYrhkNfromNTriticumNturgidumNsspcN
dicoccoidesNisNcloselyNlinkedNtoNtheNgrainNproteinNcontentNlocusNğpcbwfcNTheoreticalhandhAppliedh
GeneticsaN2005aNffgaNnlbfej

6 173

6
MicrocolinearityNbetweenNaNgbcMNregionNencompassingNtheNgrainNproteinNcontentNlocusNğpcbkwfNonN
wheatNchromosomeNkwNandNaNhjebkbNregionNonNriceNchromosomeNgcNFunctionalhandhIntegrativeh
GenomicsaN2004aNiaNjnbkk

3.8 93

5 xonstructionNandNcharacterizationNofNaNhalfNmillionNcloneNwvxNlibraryNofNdurumNwheatNVNTriticumN
turgidumNsspcNdurumWcNTheoreticalhandhAppliedhGeneticsaN2003aNfelaNnhfbn 6 119

4 PreciseNmappingNofNaNlocusNaffectingNgrainNproteinNcontentNinNdurumNwheatcNTheoreticalhandhAppliedh
GeneticsaN2003aNfelaNfgihbjf 6 140

3 WildNemmerNintrogressionsNalterNrootbtobshootNgrowthNdynamicsNinNresponseNtoNwaterNstress 1

2 ğenomeNbasedNmetabQTLNanalysisNofNgrainNweightNinNtetraploidNwheatNidentifiesNrareNallelesNofNğR×iN
associatedNwithNlargerNgrains 1

1 ğenomeNsequencesNofNvegilopsNspeciesNofNsectionNSitopsisNrevealNphylogeneticNrelationshipsNandN
provideNresourcesNforNwheatNimprovement 2
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