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myelomacMNature CommunicationsaM2018aMnaMhlel 17.4 57

48 GenomebwideMassociationManalysisMofMchronicMlymphocyticMleukaemiaaMHodgkinMlymphomaMandM
multipleMmyelomaMidentifiesMpleiotropicMriskMlocicMScientific ReportsaM2017aMlaMifelf 4.9 27

47 vssessingMtheMeffectMofMobesitybrelatedMtraitsMonMmultipleMmyelomaMusingMaMMendelianM
randomisationMapproachcMBlood Cancer JournalaM2017aMlaMejlh 7 8

46 GenomebwideMassociationMstudyMofMimmunoglobulinMlightMchainMamyloidosisMinMthreeMpatientMcohortsoM
comparisonMwithMmyelomacMLeukemiaaM2017aMhfaMflhjbflig 10.7 32

45 NeutralMtumorMevolutionMinMmyelomaMisMassociatedMwithMpoorMprognosiscMBloodaM2017aMfheaMfkhnbfkih 2.2 14

44 GeneticMPredispositionMtoMMultipleMMyelomaMatMjqfjMIsMMediatedMbyManMzLLgMznhancerM
PolymorphismcMCell ReportsaM2017aMgeaMgjjkbgjki 10.6 15

43 SearchMforMrareMproteinMalteringMvariantsMinfluencingMsusceptibilityMtoMmultipleMmyelomacMOncotargetaM
2017aMmaMhkgehbhkgfe 3.3 9

42 MultipleMmyelomaMriskMvariantMatMlpfjchMcreatesManMIRFibbindingMsiteMandMinterferesMwithMxyxvlLM
expressioncMNature CommunicationsaM2016aMlaMfhkjk 17.4 26

41 GenomebwideMassociationMstudyMidentifiesMmultipleMsusceptibilityMlociMforMmultipleMmyelomacMNature 
CommunicationsaM2016aMlaMfgeje 17.4 101

40 TheMSpectrumMandMxlinicalMImpactMofMzpigeneticMModifierMMutationsMinMMyelomacMClinical Cancer 
ResearchaM2016aMggaMjlmhbjlni 12.9 56

David C Johnson

2



39 GeneticMfactorsMinfluencingMtheMriskMofMmultipleMmyelomaMboneMdiseasecMLeukemiaaM2016aMheaMmmhbm 10.7 11

38 GenomebwideMassociationMstudyMidentifiesMvariationMatMkqgjcfMassociatedMwithMsurvivalMinMmultipleM
myelomacMNature CommunicationsaM2016aMlaMfegne 17.4 26

37 vPOwzxMfamilyMmutationalMsignaturesMareMassociatedMwithMpoorMprognosisMtranslocationsMinMmultipleM
myelomacMNature CommunicationsaM2015aMkaMknnl 17.4 176

36 MutationalMSpectrumaMxopyMNumberMxhangesaMandMOutcomeoMResultsMofMaMSequencingMStudyMofM
PatientsMWithMNewlyMyiagnosedMMyelomacMJournal of Clinical OncologyaM2015aMhhaMhnffbge 2.2 348

35 ImplementationMofMgenomebwideMcomplexMtraitManalysisMtoMquantifyMtheMheritabilityMinMmultipleM
myelomacMScientific ReportsaM2015aMjaMfgilh 4.9 16

34 TheMlpfjchMVrsiimlkijWMassociationMforMmultipleMmyelomaMshowsMstrongMallelebspecificMregulationMofM
theMMYxbinteractingMgeneMxyxvlLMinMmalignantMplasmaMcellscMHaematologicaaM2015aMfeeaMeffebh 6.6 22

33 SinglebcellMgeneticManalysisMrevealsMtheMcompositionMofMinitiatingMclonesMandMphylogeneticMpatternsM
ofMbranchingMandMparallelMevolutionMinMmyelomacMLeukemiaaM2014aMgmaMflejbfj 10.7 162

32 InheritedMgeneticMsusceptibilityMtoMmultipleMmyelomacMLeukemiaaM2014aMgmaMjfmbgi 10.7 54
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8 ScreeningMofMHomozygousMyeletionsMIdentifiesMKeyMyeregulatedMGenesMandMPathwaysMinMMultipleM
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4
vbnormalitiesMofMfkqMinMMultipleMMyelomaMvreMvssociatedMwithMPoorMPrognosisoMjeeKMGeneMMappingM
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