
Bruce Tidor

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv957733xvbrucettidortpublicationstbytyearupdf

Version:f2x24tx4t28f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

99
papers

11,372
citations

39
h-index

101
g-index

101
ext. papers

12,676
ext. citations

8.1
avg, IF

5.7
L-index



i Paper IF Citations

99
ModellingMtheMimpactMofMnucleolinMexpressionMlevelMonMtheMactivityMofM–gMpeptideatargetedM
pHasensitiveMpegylatedMliposomesMcontainingMdoxorubicinbMDrughDeliveryhandhTranslationalhResearchZM
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linearizedMPoissonawoltzmannMequationMwithMcurvedMboundaryMelementsbMJournalhofhComputationalh
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3.5 69
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70 zvaluationMofManMinverseMmolecularMdesignMalgorithmMinMaMmodelMbindingMsitebMProteins:hStructurewh
FunctionhandhBioinformaticsZM2009ZMliZMekmamk 4.2 8

69 vMOReverseaSchurOMvpproachMtoMOptimizationMWithMLinearMPyzMxonstraintsoMvpplicationMtoM
wiomoleculeMvnalysisMandMyesignbMJournalhofhChemicalhTheoryhandhComputationZM2009ZMiZMgfkdagflm 6.4 6
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67 xomputationallyMmappingMsequenceMspaceMtoMunderstandMevolutionaryMproteinMengineeringbM
BiotechnologyhProgressZM2008ZMfhZMkfalg 2.8 6
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theoreticalMmodelMsystemsbMJournalhofhChemicalhInformationhandhModelingZM2008ZMhmZMediialg 6.1 27

65 HIVaeMproteaseMinhibitorsMfromMinverseMdesignMinMtheMsubstrateMenvelopeMexhibitMsubnanomolarM
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64 vglycosylatedMimmunoglobulinM−eMvariantsMproductivelyMengageMactivatingM–cMreceptorsbM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2008ZMediZMfdeklalf 11.5 144

63 vMmeshlessZMspectrallyMaccurateZMintegralMequationMsolverMforMmolecularMsurfaceMelectrostaticsbMACMh
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62 StimulusMdesignMforMmodelMselectionMandMvalidationMinMcellMsignalingbMPLoShComputationalhBiologyZM
2008ZMhZMegd 5 62

61 xomputationalMdesignMandMexperimentalMstudyMofMtighterMbindingMpeptidesMtoManMinactivatedMmutantM
ofMHIVaeMproteasebMProteins:hStructurewhFunctionhandhBioinformaticsZM2008ZMldZMklmanh 4.2 38

60 NovelMmethodMforMprobingMtheMspecificityMbindingMprofileMofMligandsoMapplicationsMtoMHIVMproteasebM
ChemicalhBiologyhandhDrughDesignZM2008ZMleZMgmlahdl 2.9 22

59 SpecificityMinMmolecularMdesignoMaMphysicalMframeworkMforMprobingMtheMdeterminantsMofMbindingM
specificityMandMpromiscuityMinMaMbiologicalMenvironmentbMJournalhofhPhysicalhChemistryhBZM2007ZMeeeZMeghenagi3.4 26

58 ProgressMinMcomputationalMproteinMdesignbMCurrenthOpinionhinhBiotechnologyZM2007ZMemZMgdiaee 11.4 165

57 SelectionMofMhorseradishMperoxidaseMvariantsMwithMenhancedMenantioselectivityMbyMyeastMsurfaceM
displaybMChemistryhandhBiologyZM2007ZMehZMeelkami 81

56 xomputationalMdesignMofMantibodyaaffinityMimprovementMbeyondMinMvivoMmaturationbMNatureh
BiotechnologyZM2007ZMfiZMeeleak 44.5 253

55 NumericalMintegrationMtechniquesMforMcurvedaelementMdiscretizationsMofMmoleculeasolventM
interfacesbMJournalhofhChemicalhPhysicsZM2007ZMeflZMdehlde 3.9 27

54 TheMPerfMnegativeMfeedbackMloopMsetsMtheMperiodMinMtheMmammalianMcircadianMclockMmechanismbM
PLoShComputationalhBiologyZM2007ZMgZMefhf 5 18

53
––TSVyoMvM–astMMultiscaleMwoundaryazlementMMethodMSolverMSuitableMforMwioaMzMSMandM
wiomoleculeMSimulationbMIEEEhTransactionshonhComputerxAidedhDesignhofhIntegratedhCircuitshandh
SystemsZM2006ZMfiZMflhafmh
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52 ––TSVyoMvM–vSTMMULTISxvLzMwOUNyvRYMzLzMzNTMMzTHOyMSOLVzRMSUITvwLzM–ORMwIOaMzMSM
vNyMwIOMOLzxULzMSIMULvTIONM2006ZMehgaekm

51 OptimalMchargesMinMleadMprogressionoMaMstructureabasedMneuraminidaseMcaseMstudybMJournalhofh
MedicinalhChemistryZM2006ZMhnZMfhldal 8.3 27

50 RationalMdesignMofMnewMbindingMspecificityMbyMsimultaneousMmutagenesisMofMcalmodulinMandMaMtargetM
peptidebMBiochemistryZM2006ZMhiZMefihlain 3.2 32

49 vMcomputationalMmethodMforMtheManalysisMandMpredictionMofMproteinophosphopeptideabindingMsitesbM
ProteinhScienceZM2005ZMehZMegean 6.3 37

48 vctionaataaadistanceMinteractionsMenhanceMproteinMbindingMaffinitybMProteinhScienceZM2005ZMehZMegkgan 6.3 29

47 yefiningMxdkiMligandMchemicalMspaceMwithMsmallMmoleculeMinhibitorsMofMtauMphosphorylationbM
ChemistryhandhBiologyZM2005ZMefZMmeeafg 53
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46 InterdisciplinaryMresearchMandMeducationMatMtheMbiologyaengineeringacomputerMscienceMinterfaceoMaM
perspectivebMDrughDiscoveryhTodayZM2005ZMedZMeemgan 8.8 15

45 InterdisciplinaryMresearchMandMeducationMatMtheMbiologyaengineeringacomputerMscienceMinterfaceoMaM
perspectiveMVreprintedMarticleWbMDrughDiscoveryhTodayZM2005ZMedZMeldkaelef 8.8 3

44 yesignMofMimprovedMproteinMinhibitorsMofMHIVaeMcellMentryoMOptimizationMofMelectrostaticMinteractionsM
atMtheMbindingMinterfacebMProteins:hStructurewhFunctionhandhBioinformaticsZM2005ZMkdZMkhhail 4.2 29

43 XarayMstructuralMandMsimulationManalysisMofMaMproteinMmutantoMtheMvalueMofMaMcombinedMapproachbM
Proteins:hStructurewhFunctionhandhBioinformaticsZM2004ZMiiZMlggahf 4.2 2

42 xomputationalMandMzxperimentalMProbesMofMSymmetryMMismatchesMinMtheMvrcMRepressortyNvM
xomplexbMJournalhofhMolecularhBiologyZM2004ZMghdZMfigafig 6.5

41 xomputationalMandMexperimentalMprobesMofMsymmetryMmismatchesMinMtheMvrcMrepressorayNvM
complexbMJournalhofhMolecularhBiologyZM2004ZMghdZMfigake 6.5 4

40 zscherichiaMcoliMglutaminylatRNvMsynthetaseMisMelectrostaticallyMoptimizedMforMbindingMofMitsMcognateM
substratesbMJournalhofhMolecularhBiologyZM2004ZMghfZMhgiaif 6.5 22

39 SubstantialMenergeticMimprovementMwithMminimalMstructuralMperturbationMinMaMhighMaffinityMmutantM
antibodybMJournalhofhMolecularhBiologyZM2004ZMghgZMkmialde 6.5 105
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ProteomicMidentificationMofMehagagzetaMasMaMmitogenaactivatedMproteinMkinaseaactivatedMproteinM
kinaseMfMsubstrateoMroleMinMdimerMformationMandMligandMbindingbMMolecularhandhCellularhBiologyZM2003ZM
fgZMiglkaml

4.8 115

37 zvaluationMofMabMInitioMxhargeMyeterminationMMethodsMforMUseMinMxontinuumMSolvationMxalculationsbM
JournalhofhPhysicalhChemistryhBZM2003ZMedlZMedfkeaedflg 3.4 21

36 zvaluationMofMelectrostaticMinteractionsbMCurrenthProtocolshinhBioinformaticsZM2003ZMxhapterMmZMUnitMmbg 24.2 3

35 RationalMcytokineMdesignMforMincreasedMlifetimeMandMenhancedMpotencyMusingMpHaactivatedMOhistidineM
switchingObMNaturehBiotechnologyZM2002ZMfdZMndmaeg 44.5 133

34 –astMmethodsMforMsimulationMofMbiomoleculeMelectrostaticsbMIEEEzACMhInternationalhConferencehonh
ComputerxAidedhDesignwhDigesthofhTechnicalhPapersZM2002ZM 5

33 OptimizationMofMbindingMelectrostaticsoMchargeMcomplementarityMinMtheMbarnaseabarstarMproteinM
complexbMProteinhScienceZM2001ZMedZMgkfall 6.3 113

32 warstarMisMelectrostaticallyMoptimizedMforMtightMbindingMtoMbarnasebMNaturehStructuralhBiologyZM2001ZM
mZMlgak 62

31 vlteringMdimerizationMspecificityMbyMchangesMinMsurfaceMelectrostaticsbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2001ZMnmZMgednaeh 11.5 21

30 zlectrostaticMxomplementarityMatMLigandMwindingMSitesoMMvpplicationMtoMxhorismateMMutasebMJournalh
ofhPhysicalhChemistryhBZM2001ZMediZMmmdammm 3.4 65

29 PreferentialMheterodimerMformationMviaMundercompensatedMelectrostaticMinteractionsbMJournalhofh
thehAmericanhChemicalhSocietyZM2001ZMefgZMefkhai 16.4 15
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28 zlectrostaticMspecificityMinMmolecularMligandMdesignbMJournalhofhChemicalhPhysicsZM2000ZMeefZMnefdanege 3.9 39

27 RationalMmodificationMofMproteinMstabilityMbyMtheMmutationMofMchargedMsurfaceMresiduesbMBiochemistryZM
2000ZMgnZMmlfan 3.2 188

26 zlectrostaticMOptimizationMinMLigandMxomplementarityMandMyesignbMNonconvexhOptimizationhandhItsh
ApplicationsZM2000ZMfgeafhf 1

25 zlectrostaticMinteractionsMinMtheM−xNhMleucineMzipperoMsubstantialMcontributionsMariseMfromM
intramolecularMinteractionsMenhancedMonMbindingbMProteinhScienceZM1999ZMmZMegmeanf 6.3 118

24 xhargeMoptimizationMleadsMtoMfavorableMelectrostaticMbindingMfreeMenergybMPhysicalhReviewhEZM1999ZM
inZMinimake 2.4 41

23
LongaRangeMzlectrostaticMxontributionsMtoMProteinâ��LigandMwindingMzstimatedMUsingMProteinMxhargeM
LaddersZMvffinityMxapillaryMzlectrophoresisZMandMxontinuumMzlectrostaticMTheorybMJournalhofhtheh
AmericanhChemicalhSocietyZM1999ZMefeZMhghdahghl

16.4 36

22 MolecularamodelingMcalculationsMofMenzymaticMenantioselectivityMtakingMhydrationMintoMaccountbM
BiotechnologyhandhBioengineeringZM1998ZMilZMlheai 4.9 17

21 vmbiPackoMaMsystematicMalgorithmMforMpackingMofMmacromolecularMstructuresMwithMambiguousM
distanceMconstraintsbMProteins:hStructurewhFunctionhandhBioinformaticsZM1998ZMgfZMfkahf 4.2 15

20 xomputationMofMelectrostaticMcomplementsMtoMproteinsoMaMcaseMofMchargeMstabilizedMbindingbMProteinh
ScienceZM1998ZMlZMfdkaed 6.3 64

19 zffectsMofMsaltMbridgesMonMproteinMstructureMandMdesignbMProteinhScienceZM1998ZMlZMemnmaneh 6.3 79

18 OptimizingMelectrostaticMaffinityMinMligandâ��receptorMbindingoMTheoryZMcomputationZMandMligandM
propertiesbMJournalhofhChemicalhPhysicsZM1998ZMednZMliffalihi 3.9 70

17 ParameterMyependenceMinMxontinuumMzlectrostaticMxalculationsoMMvMStudyMUsingMProteinMSaltM
wridgesbMJournalhofhPhysicalhChemistryhBZM1998ZMedfZMhhdhahhed 3.4 28

16 HigharesolutionMproteinMdesignMwithMbackboneMfreedombMScienceZM1998ZMfmfZMehkfal 33.3 374

15 OptimizationMofMelectrostaticMbindingMfreeMenergybMJournalhofhChemicalhPhysicsZM1997ZMedkZMmkmeamknd 3.9 60

14 SimulatedMvnnealingMonMxoupledM–reeMznergyMSurfacesoMMRelativeMSolvationMznergiesMofMSmallM
MoleculesbMJournalhofhPhysicalhChemistryhBZM1997ZMedeZMngkfanglh 3.4 7

13 xomputingMwoundsMonM–reeMznergyMxhangesMwithMOneMandMTwoMyimensionalMPathsbMJournalhofh
PhysicalhChemistryhBZM1997ZMedeZMnhdfanhdn 3.4 8

12 ProteinMstabilizationMbyMremovalMofMunsatisfiedMpolarMgroupsoMcomputationalMapproachesMandM
experimentalMtestsbMBiochemistryZM1996ZMgiZMlkfeai 3.2 84

11 StructuralMmodelMforMtheMbetaaamyloidMfibrilMbasedMonMinterstrandMalignmentMofManMantiparallelasheetM
comprisingMaMxaterminalMpeptidebMNaturehStructuralhandhMolecularhBiologyZM1995ZMfZMnndam 17.6 398
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10 RepackingMproteinMcoresMwithMbackboneMfreedomoMstructureMpredictionMforMcoiledMcoilsbMProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM1995ZMnfZMmhdmaef 11.5 132

9 yoMsaltMbridgesMstabilizeMproteinstMvMcontinuumMelectrostaticManalysisbMProteinhScienceZM1994ZMgZMfeeafk 6.3 533

8 HelixacappingMinteractionMinMlambdaMxroMproteinoMaMfreeMenergyMsimulationManalysisbMProteins:h
StructurewhFunctionhandhBioinformaticsZM1994ZMenZMgedafg 4.2 28

7 TheMcontributionMofMvibrationalMentropyMtoMmolecularMassociationbMTheMdimerizationMofMinsulinbM
JournalhofhMolecularhBiologyZM1994ZMfgmZMhdiaeh 6.5 290

6 TheMcontributionMofMcrossalinksMtoMproteinMstabilityoMaMnormalMmodeManalysisMofMtheMconfigurationalM
entropyMofMtheMnativeMstatebMProteins:hStructurewhFunctionhandhBioinformaticsZM1993ZMeiZMlean 4.2 62

5 SimulationManalysisMofMtheMstabilityMmutantsMRnkHMofMbacteriophageMThMlysozymeMandMInkvMofM
barnasebMNovartishFoundationhSymposiumZM1991ZMekeZMkgalh 0

4 InelasticMneutronMscatteringManalysisMofMlowafrequencyMmotionsMinMproteinsoMHarmonicMandMdampedM
harmonicMmodelsMofMbovineMpancreaticMtryspinMinhibitorbMJournalhofhChemicalhPhysicsZM1990ZMngZMfnlhafnne3.9 78

3 TransitionMfromMwMtoMZMyNvoMcontributionMofMinternalMfluctuationsMtoMtheMconfigurationalMentropyM
differencebMScienceZM1985ZMffnZMileaf 33.3 50

2 yynamicsMofMyNvMoligomersbMJournalhofhBiomolecularhStructurehandhDynamicsZM1983ZMeZMfgeaif 3.6 170

1 –astMmethodsMforMsimulationMofMbiomoleculeMelectrostatics 3
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