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178 Separation and quantification of cellulases and hemicellulases by capillary electrophoresis.
Analytical Biochemistry, 2003, 317, 85-93. 2.4 40
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190 Dynamic responses of Pseudomonas fluorescens DF57 to nitrogen or carbon source addition. Journal
of Biotechnology, 2001, 86, 39-50. 3.8 10
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