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Parasitology International, 2012, 61, 399-404.



20

22

24

26

28

30

32

34

36

DoANH PHAM

ARTICLE IF CITATIONS
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Morphological differences and molecular phylogenetic relationship of two tapeworm species,
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Morphological and molecular characterization of Spirocerca lupi (Nematoda: Spirocercidae) from
domestic dogs in Vietnam with reference to Spirocerca vulpis. Parasitology International, 2021, 84, 1.3 3
102381.
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Parasitology Research, 2022, 121, 2495-2502.

Molecular phylogenetic relationships of <i>Metastrongylus</i> nematodes with emphasis on

specimens from domestic pigs in Vietnam. Journal of Helminthology, 2021, 95, e52. 1.0 2



DoANH PHAM

# ARTICLE IF CITATIONS

New data on intermediate host of fasciola in Vietnam. Journal of Biology (Vietnam), 2012, 34, .

Infection status and molecular identification of digenean cercariae in snails in Kim Son district, Ninh
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