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ARTICLE

A batch correction method for liquid chromatographya€“mass spectrometry data that does not depend
on quality control samples. Metabolomics, 2016, 12, 56.

Integrating transcriptomic techniques and k-means clustering in metabolomics to identify markers of
abiotic and biotic stress in Medicago truncatula. Metabolomics, 2018, 14, 126.

Assessing the influence of pig slurry pH on the degradation of selected antibiotic compounds.

Chemosphere, 2022, 290, 133191.
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