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ARTICLE

Identification and characterization of an IgG sequence variant with an 11 kDa heavy chain C-terminal

extension using a combination of mass spectrometry and high-throughput sequencing analysis. MAbs,
2019, 11, 1452-1463.

DetectlS: a pipeline to rapidly detect exogenous DNA integration sites using DNA or RNA paired-end
sequencing data. Bioinformatics, 2021, 37, 4230-4232.
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