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Geographic Prevalence, Genomic Instability, and Intermediate Repeats. Human Mutation, 2013, 34, 363-373. 2.5 247



3

Alfredo Ramirez

# Article IF Citations

19
Cerebrospinal fluid and blood biomarkers for neurodegenerative dementias: An update of the
Consensus of the Task Force on Biological Markers in Psychiatry of the World Federation of Societies
of Biological Psychiatry. World Journal of Biological Psychiatry, 2018, 19, 244-328.

2.6 215

20 Mutations in CAV3 cause mechanical hyperirritability of skeletal muscle in rippling muscle disease.
Nature Genetics, 2001, 28, 218-219. 21.4 206

21 Convergent genetic and expression data implicate immunity in Alzheimer's disease. Alzheimer's and
Dementia, 2015, 11, 658-671. 0.8 173

22
Rationale, design, and baseline characteristics for a large international trial of cardiovascular
disease prevention in people with dysglycemia: The ORIGIN Trial (Outcome Reduction with an Initial) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 617 Td (Glargine Intervention). American Heart Journal, 2008, 155, 26.e1-26.e13.2.7 171

23 Gene-Wide Analysis Detects Two New Susceptibility Genes for Alzheimer's Disease. PLoS ONE, 2014, 9,
e94661. 2.5 155

24 Associations between Potentially Modifiable Risk Factors and Alzheimer Disease: A Mendelian
Randomization Study. PLoS Medicine, 2015, 12, e1001841. 8.4 153

25 Circulating metabolites and general cognitive ability and dementia: Evidence from 11 cohort studies.
Alzheimer's and Dementia, 2018, 14, 707-722. 0.8 143

26 Mutant Parkin Impairs Mitochondrial Function and Morphology in Human Fibroblasts. PLoS ONE, 2010,
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41 Hypomorphic mutations in POLR3A are a frequent cause of sporadic and recessive spastic ataxia. Brain,
2017, 140, 1561-1578. 7.6 85

42 Cloning and Characterization of SLC26A6, a Novel Member of the Solute Carrier 26 Gene Family.
Genomics, 2001, 72, 43-50. 2.9 84

43 Left frontal hub connectivity delays cognitive impairment in autosomal-dominant and sporadic
Alzheimerâ€™s disease. Brain, 2018, 141, 1186-1200. 7.6 83

44 Frequency of the D620N Mutation in VPS35 in Parkinson Disease. Archives of Neurology, 2012, 69, 1360. 4.5 76

45 Genetic Predisposition to Increased Blood Cholesterol and Triglyceride Lipid Levels and Risk of
Alzheimer Disease: A Mendelian Randomization Analysis. PLoS Medicine, 2014, 11, e1001713. 8.4 75

46 Association Between Loss-of-Function Mutations Within the <i>FANCM</i> Gene and Early-Onset
Familial Breast Cancer. JAMA Oncology, 2017, 3, 1245. 7.1 74

47 Which features of subjective cognitive decline are related to amyloid pathology? Findings from the
DELCODE study. Alzheimer's Research and Therapy, 2019, 11, 66. 6.2 74

48 Recessively Inherited Parkinsonism. Archives of Neurology, 2010, 67, 1357-63. 4.5 73

49 Rare missense variants inATP1A2 in families with clustering of common forms of migraine. Human
Mutation, 2005, 26, 315-321. 2.5 72

50 Mediterranean Diet, Alzheimer Disease Biomarkers, and Brain Atrophy in Old Age. Neurology, 2021, 96, . 1.1 72

51 Identification of a novel mutation in the coding region of the grey-lethal geneOSTM1in human
malignant infantile osteopetrosis. Human Mutation, 2004, 23, 471-476. 2.5 69

52 Lysosomal dysfunction in Parkinson disease. Autophagy, 2012, 8, 1389-1391. 9.1 69

53 Advanced glycation end products and protein carbonyl levels in plasma reveal sex-specific differences
in Parkinson's and Alzheimer's disease. Redox Biology, 2020, 34, 101546. 9.0 66

54 <i>ATP13A2</i> variants in earlyâ€•onset Parkinson's disease patients and controls. Movement Disorders,
2009, 24, 2104-2111. 3.9 62



5

Alfredo Ramirez

# Article IF Citations

55 The BDNFVal66Met SNP modulates the association between beta-amyloid and hippocampal
disconnection in Alzheimerâ€™s disease. Molecular Psychiatry, 2021, 26, 614-628. 7.9 61

56 Splice variants of a ClC-2 chloride channel with differing functional characteristics. American
Journal of Physiology - Cell Physiology, 2000, 279, C1198-C1210. 4.6 58
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