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l Paper IF Citations

65 PanbcancerNanalysisNofNwholeNgenomescNNatureaN2020aNjlmaNmgbnh 50.4 840

64 TelomeraseNactivationNbyNgenomicNrearrangementsNinNhighbriskNneuroblastomacNNatureaN2015aNjgkaNleebi50.4 347

63 IdentificationNofNregulatoryNnetworksNinNαSxsNandNtheirNimmediateNprogenyNviaNintegratedN
proteomeaNtranscriptomeaNandNyNvNmethylomeNanalysiscNCellpStempCellaN2014aNfjaNjelbjgg 18 320

62 vtypicalNTeratoiddRhabdoidNTumorsNvreNxomprisedNofNThreeNzpigeneticNSubgroupsNwithNyistinctN
znhancerNLandscapescNCancerpCellaN2016aNgnaNhlnbhnh 24.3 319

61 MyelodysplasticNcellsNinNpatientsNreprogramNmesenchymalNstromalNcellsNtoNestablishNaN
transplantableNstemNcellNnicheNdiseaseNunitcNCellpStempCellaN2014aNfiaNmgibhl 18 267

60 yecodingNtheNregulatoryNlandscapeNofNmelanomaNrevealsNTzvySNasNregulatorsNofNtheNinvasiveNcellN
statecNNaturepCommunicationsaN2015aNkaNkkmh 17.4 235

59 vnalysesNofNnonbcodingNsomaticNdriversNinNgakjm´ cancerNwholeNgenomescNNatureaN2020aNjlmaNfegbfff 50.4 220

58 RSvTNgefjoNRegulatoryNSequenceNvnalysisNToolscNNucleicpAcidspResearchaN2015aNihaNWjebk 20.1 193

57 RSvTNgeffoNregulatoryNsequenceNanalysisNtoolscNNucleicpAcidspResearchaN2011aNhnaNWmkbnf 20.1 192

56 RSvTNpeakbmotifsoNmotifNanalysisNinNfullbsizeNxhIPbseqNdatasetscNNucleicpAcidspResearchaN2012aNieaNehf 20.1 159

55 wxvTfNrestrictsN˛–K NlevelsNinNvMLNstemNcellsNleadingNtoNIyαmutblikeNyNvNhypermethylationcNNature
aN2017aNjjfaNhmibhmm 50.4 154

54  enomebwideNyNvbmethylationNlandscapeNdefinesNspecializationNofNregulatoryNTNcellsNinNtissuescN
NaturepImmunologyaN2017aNfmaNffkebfflg 19.1 125

53 ibcisTargetoNanNintegrativeNgenomicsNmethodNforNtheNpredictionNofNregulatoryNfeaturesNandN
cisbregulatoryNmodulescNNucleicpAcidspResearchaN2012aNieaNeffi 20.1 98

52 yeconvolutionNofNsinglebcellNmultibomicsNlayersNrevealsNregulatoryNheterogeneitycNNaturep
CommunicationsaN2019aNfeaNile 17.4 84

51 znvironmentbinducedNepigeneticNreprogrammingNinNgenomicNregulatoryNelementsNinNsmokingN
mothersNandNtheirNchildrencNMolecularpSystemspBiologyaN2016aNfgaNmkf 12.2 71

50 vNcompleteNworkflowNforNtheNanalysisNofNfullbsizeNxhIPbseqNVandNsimilarWNdataNsetsNusingNpeakbmotifscN
NaturepProtocolsaN2012aNlaNfjjfbkm 18.8 64

49 vNcomprehensiveNcomparisonNofNtoolsNforNdifferentialNxhIPbseqNanalysiscNBriefingspinpBioinformaticsaN
2016aNflaNnjhbnkk 13.4 62
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48 xonnectivityNdistributionNofNspatialNnetworkscNPhysicalpReviewpEaN2003aNkmaNegkfgm 2.4 60

47 xompactificationNofNtypeNIIwNstringNtheoryNonNxalabiâ��YauNthreefoldscNNuclearpPhysicspBaN2000aNjknaNggnbgik2.8 54

46 IntegrativeN enomebScaleNvnalysisNIdentifiesNzpigeneticNMechanismsNofNTranscriptionalN
yeregulationNinNUnfavorableNNeuroblastomascNCancerpResearchaN2016aNlkaNjjghbhl 10.1 52

45 PrenatalNmaternalNstressNandNwheezeNinNchildrenoNnovelNinsightsNintoNepigeneticNregulationcNScientificp
ReportsaN2016aNkaNgmkfk 4.9 44

44 TwXgNisNaNneuroblastomaNcoreNregulatoryNcircuitryNcomponentNenhancingNMYxNd–OXMfN
reactivationNofNyRzvMNtargetscNNaturepCommunicationsaN2018aNnaNimkk 17.4 42

43 PassengerNMutationsNinNMoreNThanNgajeeNxancerN enomesoNOverallNMolecularN–unctionalNImpactN
andNxonsequencescNCellaN2020aNfmeaNnfjbnglcefk 56.2 38

42 yomainNwallsNinNfiveNdimensionalNsupergravityNwithNnonbtrivialNhypermultipletscNJournalpofpHighp
EnergypPhysicsaN2001aNgeefaNeffbeff 5.4 35

41 IncreasedNvitaminNyNlevelsNatNbirthNandNinNearlyNinfancyNincreaseNoffspringNallergyNriskbevidenceNforN
involvementNofNepigeneticNmechanismscNJournalpofpAllergypandpClinicalpImmunologyaN2016aNfhlaNkfebh 11.5 32

40 MYxNbdrivenNregulatoryNmechanismsNcontrollingNLINgmwNinNneuroblastomacNCancerpLettersaN2015aN
hkkaNfghbhg 9.9 31

39 IdentificationNofNyNvNmethylationNchangesNatNcisbregulatoryNelementsNduringNearlyNstepsNofNαSxN
differentiationNusingNtagmentationbbasedNwholeNgenomeNbisulfiteNsequencingcNCellpCycleaN2014aNfhaNhilkbml4.7 31

38 SinglebcellNtranscriptomicNanalysesNprovideNinsightsNintoNtheNdevelopmentalNoriginsNofN
neuroblastomacNNaturepGeneticsaN2021aNjhaNkmhbknh 36.3 26

37 vbNinitioNidentificationNofNputativeNhumanNtranscriptionNfactorNbindingNsitesNbyNcomparativeN
genomicscNBMCpBioinformaticsaN2005aNkaNffe 3.6 24

36 IdentificationNofNzmbryonicNNeuralNPlateNworderNStemNxellsNandNTheirN enerationNbyNyirectN
ReprogrammingNfromNvdultNαumanNwloodNxellscNCellpStempCellaN2019aNgiaNfkkbfmgcefh 18 24

35 SinglebcellNanalysesNrevealNSvRSbxoVbgNinterferenceNwithNintrinsicNimmuneNresponseNinNtheNhumanN
gutcNMolecularpSystemspBiologyaN2021aNflaNefeghg 12.2 23

34 QuantitativeNproteomicsNrevealsNspecificNmetabolicNfeaturesNofNacuteNmyeloidNleukemiaNstemNcellscN
BloodaN2020aNfhkaNfjelbfjfn 2.2 22

33 –romNsingleNgenesNtoNcobexpressionNnetworksoNextractingNknowledgeNfromNbarleyNfunctionalN
genomicscNPlantpMolecularpBiologyaN2005aNjmaNlhnbje 4.6 22

32 TαzNNrgNVzxTORâ��TzNSORNMULTIPLzTaNxzNTRvLNxαvR zNSUPzRSPvxzaNvNyNxαzRNâ��SIMONSN
xOUPLIN ScNInternationalpJournalpofpModernpPhysicspAaN1998aNfhaNfmejbfmfk 1.2 19

31 MetagenomeNannotationNusingNaNdistributedNgridNofNundergraduateNstudentscNPLoSpBiologyaN2008aNkaNegnk9.7 19
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30 xisbregulatoryNcharacterizationNofNsequenceNconservationNsurroundingNtheNαoxiNgenescN
DevelopmentalpBiologyaN2010aNhieaNgknbmg 3.1 16

29 SuperNenhancersNdefineNregulatoryNsubtypesNandNcellNidentityNinNneuroblastomaccNNaturepCanceraN
2021aNgaNffibfgm 15.4 15

28 vutomatedNhyNlightbsheetNscreeningNwithNhighNspatiotemporalNresolutionNrevealsNmitoticN
phenotypescNJournalpofpCellpScienceaN2020aNfhhaN 5.3 14

27 IdentifyingNPersonalNyNvNMethylationNProfilesNbyN enotypeNInferenceN2017aN 14

26 yiscoveryNandNcharacterizationNofNcodingNandNnonbcodingNdriverNmutationsNinNmoreNthanNgajeeN
wholeNcancerNgenomes 12

25 vlternativeNlengtheningNofNtelomeresNinNchildhoodNneuroblastomaNfromNgenomeNtoNproteomecN
NaturepCommunicationsaN2021aNfgaNfgkn 17.4 12

24 zvolutionaryNconservedNgeneNcobexpressionNdrivesNgenerationNofNselfbantigenNdiversityNinNmedullaryN
thymicNepithelialNcellscNJournalpofpAutoimmunityaN2016aNklaNkjblj 15.5 11

23 UsingNcisTargetXNtoNpredictNtranscriptionalNtargetsNandNnetworksNinNyrosophilacNMethodspinp
MolecularpBiologyaN2012aNlmkaNgnfbhfi 1.4 11

22 SimxToNaNgenericNtoolNtoNvisualizeNontologybbasedNrelationshipsNforNbiologicalNobjectscNBioinformatics
aN2009aNgjaNhfnlbm 7.2 11

21 ImpactNofNcancerNmutationalNsignaturesNonNtranscriptionNfactorNmotifsNinNtheNhumanNgenomecNBMCp
MedicalpGenomicsaN2019aNfgaNki 3.7 9

20 TranscriptionalNandNepigeneticNsignaturesNofNzygoticNgenomeNactivationNduringNearlyNyrosophilaN
embryogenesiscNBMCpGenomicsaN2013aNfiaNggk 4.5 9

19 IdentificationNofNcisbregulatoryNmodulesNencodingNtemporalNdynamicsNduringNdevelopmentcNBMCp
GenomicsaN2014aNfjaNjhi 4.5 8

18 NNrNgNcentralNchargeNsuperspaceNandNaNminimalNsupergravityNmultipletcNClassicalpandpQuantump
GravityaN1999aNfkaNfkflbfkgh 3.3 8

17 PrOntoNdatabaseNoN ONtermNfunctionalNdissimilarityNinferredNfromNbiologicalNdatacNFrontierspinp
GeneticsaN2015aNkaNgee 4.5 7

16  lioblastomaNepigenomeNprofilingNidentifiesNSOXfeNasNaNmasterNregulatorNofNmolecularNtumourN
subtypecNNaturepCommunicationsaN2020aNffaNkihi 17.4 7

15 yecipheringNprogramsNofNtranscriptionalNregulationNbyNcombinedNdeconvolutionNofNmultipleNomicsNlayers 6

14 SinglebcellNanalysesNrevealNSvRSbxoVbgNinterferenceNwithNintrinsicNimmuneNresponseNinNtheNhumanNgut 6

13 MapMy–luoNvisualizingNspatiobtemporalNrelationshipsNbetweenNrelatedNinfluenzaNsequencescNNucleicp
AcidspResearchaN2015aNihaNWjilbjf 20.1 5
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12 yeconvolutionNofNsinglebcellNmultibomicsNlayersNrevealsNregulatoryNheterogeneity 5

11 SinglebnucleusNchromatinNaccessibilityNrevealsNintratumoralNepigeneticNheterogeneityNinNIyαfN
mutantNgliomascNActapNeuropathologicapCommunicationsaN2019aNlaNgef 7.3 5

10 PassengerNmutationsNinNgjeeNcancerNgenomesoNOverallNmolecularNfunctionalNimpactNandNconsequences 4

9 IdentificationNofNtherapeuticNtargetsNofNtheNhijackedNsuperbenhancerNcomplexNinNzVIfbrearrangedN
leukemiacNLeukemiaaN2021aNhjaNhfglbhfhm 10.7 4

8 LedPredoNanNRdbioconductorNpackageNtoNpredictNregulatoryNsequencesNusingNsupportNvectorN
machinescNBioinformaticsaN2016aNhgaNfenfbh 7.2 3

7 NNrNiNsupergravityNwithNantisymmetricNtensorNinNcentralNchargeNsuperspacecNClassicalpandpQuantump
GravityaN2001aNfmaNfeglbfehl 3.3 3

6 ShinywutchRoNInteractiveNNM–bbasedNdecompositionNworkflowNofNgenomebscaleNdatasetscNBiologyp
MethodspandpProtocolsaN2020aNjaNbpaaegg 2.4 2

5 IntegrativeNRankingNOfNznhancerNNetworksN–acilitatesNTheNyiscoveryNOfNzpigeneticNMarkersNInNxancer 1

4 TheNendogenousNcellularNproteaseNinhibitorNSPINTgNcontrolsNSvRSbxoVbgNviralNinfectionNandNisN
associatedNtoNdiseaseNseveritycNPLoSpPathogensaN2021aNflaNefeenkml 7.6 1

3 MYxNNmediatesNcysteineNaddictionNandNsensitizesNneuroblastomaNtoNferroptosisccNNaturepCanceraN
2022aNhaNilfbimj 15.4 0

2 zxtendedN augedNSupergravitiesNandNαolographycNFortschrittepDerpPhysikaN2001aNinaNjhj 5.7

1 IntegrativeNRankingNofNznhancerNNetworksN–acilitatesNtheNyiscoveryNofNzpigeneticNMarkersNinN
xancercNFrontierspinpGeneticsaN2021aNfgaNkkikji 4.5
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