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Resource Announcements, 2021, 10, .

Complete Genome Sequence of <i>Gordonia</i> sp. Strain JH63, Isolated from Human Skin.
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Circular pellicles formed by Pseudomonas alkylphenolica KL28 are a sophisticated architecture
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Transposon Mutagenesis Identifies Genes Critical for Growth of Pseudomonas nitroreducens TX1 on
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Molecular modelin% and redesign of alginate lyase from <i>Pseudomonas aeruginosac</i> for
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A CHASE3|/GAF sensor hybrid histidine Rinase BmsA modulates biofilm formation and motility in
Pseudomonas alkylphenolica. Microbiology (United Kingdom), 2016, 162, 1945-1954.

Modeling and Re-Engineering of Azotobacter vinelandii Alginate Lyase to Enhance Its Catalytic

Efficiency for Accelerating Biofilm Degradation. PLoS ONE, 2016, 11, €0156197. 2.5 26

Occurrence, Human Intake and Biodegradation of Estrogen-Like Nonylphenols and Octylphenols.
Current Drug Metabolism, 2016, 17, 293-302.

Identification of three pathways for p-cresol catabolism and their gene expression in Pseudomonas

alkylphenolica KL28. Korean Journal of Microbiology, 2016, 52, 298-305. 0.2 0

Pseudomonas alkylphenolica sp. nov., a bacterial species able to form special aerial structures when
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An alginate-like exopolysaccharide biosynthesis gene cluster involved in biofilm aerial structure

formation by Pseudomonas alkylphenolia. Applied Microbiology and Biotechnology, 2014, 98, 4137-4148. 3.6 16

Complete %enome sequence of the mushroom-like aerial structure-forming Pseudomonas
alkylphenolia, a platform bacterium for mass production of poly-12-d-mannuronates. Journal of

Biotechnology, 2014, 192, 20-21.

Construction of Overexpression Vectors and Purification of the Oxygenase Component of
Alkylphenol Hydroxylase of Pseudomonas alkylphenolia. Korean Journal of Microbiology, 2013, 49, 0.2 1
95-98.
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Ssg, a putative glycosyltransferase, functions in lipo- and exopolysaccharide biosynthesis and cell

surface-related properties in Pseudomonas alkylphenolia. FEMS Microbiology Letters, 2011, 315, 38-45.

Augmented production of poly-12-d-mannuronate and its acetylated forms by Pseudomonas. Process a7 12
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Synthesis and characterization of conducting polypyrrole-polymannuronate nanocomposites. Journal
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Crystal Structure and Functional Analysis of the Extradiol Dioxygenase LapB from a Long-chain
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Ultramicrocells form by reductive division in macroscopic <i>Pseudomonas</i> aerial structures.
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Mutation ofrpoSenhancesPseudomonassp. KL28 growth at higher concentrations ofm-cresol and
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Effect of gacS and gacA mutations on colony architecture, surface motility, biofilm formation and
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p-Hydroxylation reactions catalyzed by naphthalene dioxygenase. FEMS Microbiology Letters, 2006, 255, L8 15
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Identification and expression of the cym, cmt, and tod catabolic genes from Pseudomonas putida KL47:
expression of the regulatory todST genes as a factor for catabolic adaptation. Journal of
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3- and 4-alkylphenol degradation pathway in Pseudomonas sp. strain KL28: genetic organization of the
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Improved degradation of 4-chlorobiphenyl, 2,3-dihydroxybiphenyl, and catecholic compounds by
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Benzene-Induced Uncoupling of Naphthalene Dioxygenase Activity and Enzyme Inactivation by
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