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l Paper IF Citations

133 UsingLgraphLtheoryLtoLanalyzeLbiologicalLnetworksbLBioDataeMiningZL2011ZLhZLed 4.3 357

132 PRyxaTMvvnLaLwebLserverLforLpredictingLtheLtopologyLofLbetaabarrelLouterLmembraneLproteinsbL
NucleiceAcidseResearchZL2004ZLgfZLWhddah 20.1 281

131 wombinedLpredictionLofLTatLandLSecLsignalLpeptidesLwithLhiddenLMarkovLmodelsbLBioinformaticsZL
2010ZLfjZLfleeak 7.2 165

130 untibodyLTestsLinLxetectingLSuRSawoVafL‘nfectionnLuLMetaaunalysisbLDiagnosticsZL2020ZLedZL 3.8 143

129 wytokineLgeneLpolymorphismsLinLperiodontalLdiseasenLaLmetaaanalysisLofLigLstudiesLincludingLheklL
casesLandLhimdLcontrolsbLJournaleofeClinicalePeriodontologyZL2008ZLgiZLkihajk 7.7 135

128 uL}iddenLMarkovLModelLmethodZLcapableLofLpredictingLandLdiscriminatingLbetaabarrelLouterL
membraneLproteinsbLBMCeBioinformaticsZL2004ZLiZLfm 3.6 131

127 TMRPresfxnLhighLqualityLvisualLrepresentationLofLtransmembraneLproteinLmodelsbLBioinformaticsZL
2004ZLfdZLgfilajd 7.2 110

126 PredictionLofLlipoproteinLsignalLpeptidesLinL{ramapositiveLbacteriaLwithLaL}iddenLMarkovLModelbL
JournaleofeProteomeeResearchZL2008ZLkZLidlfamg 5.6 101

125 yvaluationLofLmethodsLforLpredictingLtheLtopologyLofLbetaabarrelLouterLmembraneLproteinsLandLaL
consensusLpredictionLmethodbLBMCeBioinformaticsZL2005ZLjZLk 3.6 99

124 PredSβnLaLtoolLforLtheLNaterminalLsequenceabasedLpredictionLofLproteinLsubcellularLlocalizationbL
GenomicsreProteomicseandeBioinformaticsZL2006ZLhZLhlaii 6.5 98

123 ussociationLbetweenLtheLplasminogenLactivatorLinhibitoraeLh{ci{LpolymorphismLandLvenousL
thrombosisbLThrombosiseandeHaemostasisZL2007ZLmkZLmdkameg 7 75

122 PercutaneousLcoronaryLinterventionLversusLoptimalLmedicalLtherapyLforLpreventionLofLspontaneousL
myocardialLinfarctionLinLsubjectsLwithLstableLischemicLheartLdiseasebLCirculationZL2013ZLefkZLkjmale 16.7 71

121 TheLeffectLofLtheLplasminogenLactivatorLinhibitoraeLh{ci{LpolymorphismLonLtheLthromboticLriskbL
ThrombosiseResearchZL2008ZLeffZLkgjahf 8.2 70

120 PredictionLofLsignalLpeptidesLinLarchaeabLProteineEngineeringreDesigneandeSelectionZL2009ZLffZLfkagi 1.9 66

119 vipartiteLgraphsLinLsystemsLbiologyLandLmedicinenLaLsurveyLofLmethodsLandLapplicationsbL
GigaScienceZL2018ZLkZLeage 7.6 64

118 TheLvariabilityLandLaccurateLassessmentLofLmicroinflammationLinLhaemodialysisLpatientsbL
NephrologyeDialysiseTransplantationZL2004ZLemZLeidak 4.3 60

117 upolipoproteinLyLpolymorphismsLandLtypeLfLdiabetesnLaLmetaaanalysisLofLgdLstudiesLincludingLihfgL
casesLandLlemkLcontrolsbLMoleculareGeneticseandeMetabolismZL2010ZLeddZLflgame 3.7 57
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116 ulgorithmsLforLincorporatingLpriorLtopologicalLinformationLinL}MMsnLapplicationLtoLtransmembraneL
proteinsbLBMCeBioinformaticsZL2006ZLkZLelm 3.6 57

115 vivariateLgenomeawideLassociationLmetaaanalysisLofLpediatricLmusculoskeletalLtraitsLrevealsL
pleiotropicLeffectsLatLtheLSRyvzecTOMeβfLlocusbLNatureeCommunicationsZL2017ZLlZLefe 17.4 52

114 MethyleneLtetrahydrofolateLreductaseLgeneLpolymorphismsLandLtheirLassociationLwithL
methotrexateLtoxicitynLaLmetaaanalysisbLPharmacogeneticseandeGenomicsZL2012ZLffZLeekagg 1.9 52

113 OMPdbnLaLdatabaseLofL{beta}abarrelLouterLmembraneLproteinsLfromL{ramanegativeLbacteriabLNucleice
AcidseResearchZL2011ZLgmZLxgfhage 20.1 49

112 TheL{NvgLwlfiTLpolymorphismLandLessentialLhypertensionnLaLmetaaanalysisLofLghLstudiesLincludingL
ehZdmhLcasesLandLekZkjdLcontrolsbLJournaleofeHypertensionZL2007ZLfiZLhlkaidd 1.9 49

111 whlamydiaLpneumoniaeLinfectionLandLtheLriskLofLmultipleLsclerosisnLaLmetaaanalysisbLMultiplee
SclerosiseJournalZL2006ZLefZLgmkahee 5 49

110 PRyxaTMvvfnLimprovedLtopologyLpredictionLandLdetectionLofLbetaabarrelLouterLmembraneL
proteinsbLBioinformaticsZL2016ZLgfZLijjiaijke 7.2 47

109 uLmethodLforLmetaaanalysisLofLcaseacontrolLgeneticLassociationLstudiesLusingLlogisticLregressionbL
StatisticaleApplicationseineGeneticseandeMoleculareBiologyZL2007ZLjZLurticleek 1.2 44

108 PolymorphismsLofLtheLinsulinLreceptorLandLtheLinsulinLreceptorLsubstratesLgenesLinLpolycysticLovaryL
syndromenLaLMendelianLrandomizationLmetaaanalysisbLMoleculareGeneticseandeMetabolismZL2010ZLmmZLekhalg3.7 42

107 PhoenixLeddLversusLVitekLfLinLtheLidentificationLofLgramapositiveLandLgramanegativeLbacterianLaL
comprehensiveLmetaaanalysisbLJournaleofeClinicaleMicrobiologyZL2011ZLhmZLgflhame 9.7 42

106 PRyxa{PwRnL{PwRLrecognitionLandLfamilyLclassificationLserverbLNucleiceAcidseResearchZL2004ZLgfZLWgldaf 20.1 41

105 PredictionLofLtheLcouplingLspecificityLofL{PwRsLtoLfourLfamiliesLofL{aproteinsLusingLhiddenLMarkovL
modelsLandLartificialLneuralLnetworksbLBioinformaticsZL2005ZLfeZLhedeaj 7.2 41

104 ymergingLmolecularLnetworksLcommonLinLionizingLradiationZLimmuneLandLinflammatoryLresponsesL
byLemployingLbioinformaticsLapproachesbLCancereLettersZL2015ZLgjlZLejhakf 9.9 40

103 ‘ntegrinZLalphaLfLgeneLwldkTLpolymorphismLandLriskLofLischemicLstrokenLaLmetaaanalysisbLThrombosise
ResearchZL2007ZLeemZLideaed 8.2 39

102 wanLstatinLtherapyLreduceLtheLriskLofLmelanomasLuLmetaaanalysisLofLrandomizedLcontrolledLtrialsbL
EuropeaneJournaleofeEpidemiologyZL2010ZLfiZLfmagi 12.1 38

101 ‘mprovedLstrategiesLtoLcounterLtheLwOV‘xaemLpandemicnLβockdownsLvsbLprimaryLandLcommunityL
healthcarebLToxicologyeReportsZL2021ZLlZLeam 4.8 38

100 uLmethodLforLtheLpredictionLofL{PwRsLcouplingLspecificityLtoL{aproteinsLusingLrefinedLprofileL
}iddenLMarkovLModelsbLBMCeBioinformaticsZL2005ZLjZLedh 3.6 37

99 zcgammaLreceptorLpolymorphismsLandLtheirLassociationLwithLperiodontalLdiseasenLaLmetaaanalysisbL
JournaleofeClinicalePeriodontologyZL2010ZLgkZLfiiaji 7.7 35

(2010-2006)
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98 uLunificationLofLmultivariateLmethodsLforLmetaaanalysisLofLgeneticLassociationLstudiesbLStatisticale
ApplicationseineGeneticseandeMoleculareBiologyZL2008ZLkZLurticlege 1.2 34

97 MixedayffectsLPoissonLRegressionLModelsLforLMetaaunalysisLofLzollowaUpLStudiesLwithLwonstantLorL
VaryingLxurationsbLInternationaleJournaleofeBiostatisticsZL2009ZLiZL 1.3 33

96 ureLsampleLsizesLclearLandLjustifiedLinLRwTsLpublishedLinLdentalLjournalssbLPLoSeONEZL2014ZLmZLelimhm 3.7 33

95 {eneralizedLleastLsquaresLforLassessingLtrendsLinLcumulativeLmetaaanalysisLwithLapplicationsLinL
geneticLepidemiologybLJournaleofeClinicaleEpidemiologyZL2009ZLjfZLedgkahh 5.7 32

94 yffectLofLearlyLapplicationLofLsocialLdistancingLinterventionsLonLwOV‘xaemLmortalityLoverLtheLfirstL
pandemicLwavenLunLanalysisLofLlongitudinalLdataLfromLgkLcountriesbLJournaleofeInfectionZL2021ZLlfZLeggaehf18.9 32

93 MolecularLdeterminantsLofLradiosensitivityLinLnormalLandLtumorLtissuenLuLbioinformaticLapproachbL
CancereLettersZL2017ZLhdgZLgkahk 9.9 31

92 UseLofLfibratesLandLcancerLrisknLaLsystematicLreviewLandLmetaaanalysisLofLekLlongatermLrandomizedL
placeboacontrolledLtrialsbLPLoSeONEZL2012ZLkZLehifim 3.7 31

91 uLdatabaseLforL{LproteinsLandLtheirLinteractionLwithL{PwRsbLBMCeBioinformaticsZL2004ZLiZLfdl 3.6 31

90
uLnovelLmethodLforL{PwRLrecognitionLandLfamilyLclassificationLfromLsequenceLaloneLusingL
signaturesLderivedLfromLprofileLhiddenLMarkovLmodelsbLSAReandeQSAReineEnvironmentaleResearchZL
2003ZLehZLhegafd

3.5 31

89 unLapproachLforLmodellingLmultipleLcorrelatedLoutcomesLinLaLnetworkLofLinterventionsLusingLoddsL
ratiosbLStatisticseineMedicineZL2014ZLggZLffkialk 2.3 30

88 PlasminogenLactivatorLinhibitoraeLh{ci{LpolymorphismLandLriskLofLischemicLstrokenLaLmetaaanalysisbL
BloodeCoagulationeandeFibrinolysisZL2007ZLelZLhmkaidh 1 30

87 UnravelingLtheLmechanismsLofLextremeLradioresistanceLinLprokaryotesnLβessonsLfromLnaturebL
MutationeResearcheseReviewseineMutationeResearchZL2016ZLkjkZLmfaedk 7 28

86 {eneticLmodelLselectionLinLgenomeawideLassociationLstudiesnLrobustLmethodsLandLtheLuseLofL
metaaanalysisbLStatisticaleApplicationseineGeneticseandeMoleculareBiologyZL2013ZLefZLfliagdl 1.2 27

85
TheLassociationLbetweenLplasminogenLactivatorLinhibitorLtypeLeLUPu‘aeVLlevelsZLPu‘aeLh{ci{L
polymorphismZLandLmyocardialLinfarctionnLaLMendelianLrandomizationLmetaaanalysisbLClinicale
ChemistryeandeLaboratoryeMedicineZL2014ZLifZLmgkaid

5.9 26

84 PlasminogenLactivatorLinhibitoraeLh{ci{LandLiZedamethyleneatetrahydrofolateLreductaseLwjkkTL
polymorphismsLinLpolycysticLovaryLsyndromebLMoleculareHumaneReproductionZL2009ZLeiZLemafj 4.4 25

83 gpxvnLaLdatabaseLofL{PwRsZL{aproteinsZLeffectorsLandLtheirLinteractionsbLBioinformaticsZL2008ZLfhZLehkeaf7.2 25

82 βackLofLassociationLbetweenLtheLplateletLglycoproteinL‘aLwldkTLgeneLpolymorphismLandLcoronaryL
arteryLdiseasenLaLmetaaanalysisbLInternationaleJournaleofeCardiologyZL2007ZLeelZLelmamj 3.2 25

81 yxploringLinflammationLinLhemodialysisLpatientsnLpersistentLandLsuperimposedLinflammationbLuL
longitudinalLstudybLKidneyeandeBloodePressureeResearchZL2004ZLfkZLjgakd 3.1 25
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80 ussociationLbetweenLtheLplasminogenLactivatorLinhibitoraeLh{ci{LpolymorphismLandLvenousL
thrombosisbLuLmetaaanalysisbLThrombosiseandeHaemostasisZL2007ZLmkZLmdkaeg 7 24

79 NuPnLTheLNetworkLunalysisLProfilerZLaLwebLtoolLforLeasierLtopologicalLanalysisLandLcomparisonLofL
mediumascaleLbiologicalLnetworksbLBMCeResearcheNotesZL2017ZLedZLfkl 2.3 23

78 NoLevidenceLforLassociationLofLwTβuahLgeneLpolymorphismsLwithLtheLriskLofLdevelopingLmultipleL
sclerosisnLaLmetaaanalysisbLMultipleeSclerosiseJournalZL2007ZLegZLeijajl 5 22

77 NetworkLanalysisLofLgenesLandLtheirLassociationLwithLdiseasesbLGeneZL2016ZLimdZLjlakl 3.8 21

76 yfficacyLofLemergencyLdepartmentainitiatedLtobaccoLcontrolaasystematicLreviewLandLmetaaanalysisL
ofLrandomizedLcontrolledLtrialsbLNicotineeandeTobaccoeResearchZL2013ZLeiZLjhgaii 4.9 21

75 PredictionLofLcellLwallLsortingLsignalsLinLgramapositiveLbacteriaLwithLaLhiddenLmarkovLmodelnL
applicationLtoLcompleteLgenomesbLJournaleofeBioinformaticseandeComputationaleBiologyZL2008ZLjZLglkahde1 21

74 unLecologicalLstudyLofLtheLdeterminantsLofLdifferencesLinLfddmLpandemicLinfluenzaLmortalityLratesL
betweenLcountriesLinLyuropebLPLoSeONEZL2011ZLjZLeemhgf 3.7 19

73 OnLtheLcovarianceLofLtwoLcorrelatedLlogaoddsLratiosbLStatisticseineMedicineZL2012ZLgeZLehelage 2.3 18

72
{PwRsZL{aproteinsZLeffectorsLandLtheirLinteractionsnLhumanagpxvZLaLdatabaseLemployingL
visualizationLtoolsLandLdataLintegrationLtechniquesbLDatabase:etheeJournaleofeBiologicaleDatabasese
andeCurationZL2010ZLfdedZLbaqdem

5 18

71 VitaminLwLforLtheLPreventionLofLPostoperativeLutrialLzibrillationLafterLwardiacLSurgerynLuL
MetaaunalysisbLAdvancedePharmaceuticaleBulletinZL2016ZLjZLfhgaid 4.5 18

70 TheLimpactLofLpneumaticLtubeLsystemLonLroutineLlaboratoryLparametersnLaLsystematicLreviewLandL
metaaanalysisbLClinicaleChemistryeandeLaboratoryeMedicineZL2017ZLiiZLelghaelhh 5.9 17

69 yffectLofLhepatitisLwLvirusLonLimmunologicalLandLvirologicalLresponsesLinL}‘VainfectedLpatientsL
initiatingLhighlyLactiveLantiretroviralLtherapynLaLmetaaanalysisbLJournaleofeViraleHepatitisZL2013ZLfdZLkeiafh3.4 17

68
TheLassociationLbetweenLapolipoproteinLyLgeneLpolymorphismsLandLessentialLhypertensionnLaL
metaaanalysisLofLhiLstudiesLincludingLegZmhdLcasesLandLejZgjhLcontrolsbLJournaleofeHumane
HypertensionZL2013ZLfkZLfhiaii

2.6 16

67 ‘mpactLofL}‘VLtypeLeLxNuLlevelsLonLspontaneousLdiseaseLprogressionnLaLmetaaanalysisbLAIDSe
ResearcheandeHumaneRetrovirusesZL2012ZLflZLgjjakg 1.6 15

66 SerumLalbuminnLaLlateareactingLnegativeLacuteaphaseLproteinLinLclinicallyLevidentLinflammationLinL
dialysisLpatientsbLNephrologyeDialysiseTransplantationZL2005ZLfdZLjilamoLauthorLreplyLjimajd 4.3 15

65 TheLroleLofLgeneticLpolymorphismsLofLtheLReninaungiotensinLSystemLinLrenalLdiseasesnLuL
metaaanalysisbLComputationaleandeStructuraleBiotechnologyeJournalZL2014ZLedZLeak 6.8 14

64 MetaaanalysisLinLStataLusingLgllammbLResearcheSynthesiseMethodsZL2015ZLjZLgedagf 7.2 14

63 yxTopoxvnLaLdatabaseLofLexperimentallyLderivedLtopologicalLmodelsLofLtransmembraneLproteinsbL
BioinformaticsZL2010ZLfjZLfhmdaf 7.2 14

(2010-2007)
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62 untibodyLtestsLinLdetectingLSuRSawoVafLinfectionnLaLmetaaanalysis 13

61
SmokingLprevalenceLamongLhospitalizedLwOV‘xaemLpatientsLandLitsLassociationLwithLdiseaseL
severityLandLmortalitynLanLexpandedLreaanalysisLofLaLrecentLpublicationbLHarmeReductioneJournalZL
2021ZLelZLm

4.6 13

60 uLmultivariateLmethodLforLmetaaanalysisLandLcomparisonLofLdiagnosticLtestsbLStatisticseineMedicineZL
2016ZLgiZLgidmafg 2.3 12

59 SusceptibilityLtoLleishmaniasisLisLaffectedLbyLhostLSβweeueLgeneLpolymorphismsnLaLsystematicL
reviewLandLmetaaanalysisbLParasitologyeResearchZL2019ZLeelZLfgfmafghf 2.4 11

58 }MMpTMnLimprovingLtransmembraneLproteinLtopologyLpredictionLusingLphosphorylationLandL
glycosylationLsiteLpredictionbLBiochimicaeEteBiophysicaeActaeseProteinseandeProteomicsZL2014ZLelhhZLgejaff4 11

57 visphosphonateLuseLandLriskLofLcolorectalLcancernLaLsystematicLreviewLandLmetaaanalysisbLBritishe
JournaleofeClinicalePharmacologyZL2013ZLkjZLgfmagk 3.8 11

56
xiagnosticLuccuracyLofLNeutrophilL{elatinaseaussociatedLβipocalinLforLPredictingLyarlyLxiabeticL
NephropathyLinLPatientsLwithLTypeLeLandLTypeLfLxiabetesLMellitusnLuLSystematicLReviewLandL
MetaaanalysisbLjournaleofeappliedelaboratoryemedicinereTheZL2019ZLhZLklamh

2 10

55 MultilocusLsequenceLtypingLUandLphylogeneticLanalysisVLofLwampylobacterLjejuniLandLwampylobacterL
coliLstrainsLisolatedLfromLclinicalLcasesLinL{reecebLBMCeResearcheNotesZL2013ZLjZLgim 2.3 10

54 MetaaanalysisLofLhaplotypeaassociationLstudiesnLcomparisonLofLmethodsLandLempiricalLevaluationLofL
theLliteraturebLBMCeGeneticsZL2011ZLefZLl 2.6 10

53 ‘nterleukinLgeneLpolymorphismsLandLsusceptibilityLtoL}‘VaeLinfectionnLaLmetaaanalysisbLJournaleofe
GeneticsZL2018ZLmkZLfgiafie 1.2 9

52 betaavarrelLtransmembraneLproteinsnL{eometricLmodellingZLdetectionLofLtransmembraneLregionZL
andLstructuralLpropertiesbLComputationaleBiologyeandeChemistryZL2006ZLgdZLhejafh 3.6 9

51 TheLeffectLofLviableLwhlamydiaLpneumoniaeLonLserumLcytokinesLandLadhesionLmoleculesLinL
hemodialysisLpatientsbLKidneyeInternationalZL2003ZLSkfai 9.9 9

50 wWaPRyxnLuL}MMavasedLMethodLforLtheLwlassificationLofLwellLWallaunchoredLProteinsLofL
{ramaPositiveLvacteriabLLectureeNoteseineComputereScienceZL2012ZLfliafmd 0.9 9

49 SemiasupervisedLlearningLofL}iddenLMarkovLModelsLforLbiologicalLsequenceLanalysisbLBioinformaticsZL
2019ZLgiZLffdlaffei 7.2 8

48 SeasonLofLbirthLandLmultipleLsclerosisnLaLsystematicLreviewLandLmultivariateLmetaaanalysisbLJournale
ofeNeurologyZL2020ZLfjkZLfleiaflff 5.5 7

47 ‘nterpretingLtheLOmicsLâ��eraâ��LxatabLSmarteInnovationreSystemseandeTechnologiesZL2013ZLkmaedd 0.5 7

46 xevelopingLtheLevidenceLbaseLforLcancerLchemopreventionnLuseLofLmetaaanalysisbLCurrenteDruge
TargetsZL2011ZLefZLemlmamk 3 7

45 wytokineLgeneLpolymorphismsLinLmultipleLsclerosisnLaLmetaaanalysisLofLhiLstudiesLincludingLkgkmL
casesLandLlegeLcontrolsbLEuropeaneJournaleofeNeurologyZL2011ZLelZLmhhaie 6 7
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44 zasterL{radientLxescentLTrainingLofL}iddenLMarkovLModelsZLUsingL‘ndividualLβearningLRateL
udaptationbLLectureeNoteseineComputereScienceZL2004ZLhdaif 0.9 7

43 uLmetaaanalysisLofLzZxgLgeneLpolymorphismsLandLtheirLassociationLwithLschizophreniabLPsychiatrice
GeneticsZL2016ZLfjZLfkfafld 2.9 6

42 MethodsLofLunalysisLandLMetaaunalysisLforL‘dentifyingLxifferentiallyLyxpressedL{enesbLMethodseine
MoleculareBiologyZL2018ZLekmgZLelgafed 1.4 6

41 MetaaunalysisLofLzamilyavasedLandLwaseawontrolL{eneticLussociationLStudiesLthatLUseLtheLSameL
wasesbLStatisticaleApplicationseineGeneticseandeMoleculareBiologyZL2011ZLedZL 1.2 6

40 uLmultipointLmethodLforLmetaaanalysisLofLgeneticLassociationLstudiesbLGeneticeEpidemiologyZL2010ZL
ghZLkdfaei 2.6 6

39 ‘dentificationLofLgeneLexpressionLprofilesLinLmyocardialLinfarctionnLaLsystematicLreviewLandL
metaaanalysisbLBMCeMedicaleGenomicsZL2018ZLeeZLedm 3.7 6

38 yxtendingLhiddenLMarkovLmodelsLtoLallowLconditioningLonLpreviousLobservationsbLJournaleofe
BioinformaticseandeComputationaleBiologyZL2018ZLejZLeliddem 1 5

37 MultivariateLmetaaanalysisLofLtheLassociationLofL{aproteinLbetaLgLgeneLU{NvgVLhaplotypesLwithL
cardiovascularLphenotypesbLMoleculareBiologyeReportsZL2014ZLheZLgeegafi 2.8 5

36
wreatingLaLspecialistLproteinLresourceLnetworknLaLmeetingLreportLforLtheLproteinLbioinformaticsLandL
communityLresourcesLretreatbLDatabase:etheeJournaleofeBiologicaleDatabaseseandeCurationZL2015ZL
fdeiZLbavdjg

5 5

35 MultipleLoutcomeLmetaaanalysisLofLgeneaexpressionLdataLinLinflammatoryLbowelLdiseasebLGenomicsZL
2020ZLeefZLekjeaekjk 4.3 5

34 upolipoproteinLyLPolymorphismLandLβeftLVentricularLzailureLinLvetaaThalassemianLuLMultivariateL
MetaaunalysisbLAnnalseofeHumaneGeneticsZL2017ZLleZLfegaffg 2.2 4

33 PolymorphismsLofLtheLwxfhL{eneLureLussociatedLwithLRiskLofLMultipleLSclerosisnLuLMetaaunalysisbL
InternationaleJournaleofeMoleculareSciencesZL2015ZLejZLefgjlale 6.3 4

32 }owLmanyLgxLstructuresLdoLweLneedLtoLtrainLaLpredictorsbLGenomicsreProteomicseandeBioinformaticsZL
2009ZLkZLeflagk 6.5 4

31 VitaminLvefLandLhepaticLenzymeLserumLlevelsLcorrelateLwithLinterleukinajLinLalcoholadependentL
individualsLwithoutLliverLdiseasebLClinicaleBiochemistryZL2007ZLhdZLkleaj 3.5 4

30 yffectsLofLYeastLandLvacterialLwommensalsLandLPathogensLofLtheLzemaleL{enitalLTractLonLtheL
TransepithelialLylectricalLResistanceLofL}eβaLwellsbLOpeneMicrobiologyeJournalZL2016ZLedZLmdaj 0.8 4

29 xiagnosticLPerformanceLofLviomarkersLUrinaryLß‘MaeLandLYßβahdLforLyarlyLxiabeticLNephropathyZLinL
PatientsLwithLTypeLfLxiabetesnLuLSystematicLReviewLandLMetaaunalysisbLDiagnosticsZL2020ZLedZL 3.8 4

28 {WuRnLrobustLanalysisLandLmetaaanalysisLofLgenomeawideLassociationLstudiesbLBioinformaticsZL2017ZL
ggZLeifeaeifk 7.2 3

27 TheLeffectLofLplasmaLhomocysteineLlevelsLonLclinicalLoutcomesLofLpatientsLwithLacuteLlungL
injurycacuteLrespiratoryLdistressLsyndromebLAmericaneJournaleofetheeMedicaleSciencesZL2009ZLgglZLhkhak 2.2 3

(2009-2004)
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26 NaterminalLsequenceabasedLpredictionLofLsubcellularLlocationbLBMCeBioinformaticsZL2005ZLjZLSee 3.6 3

25 MetaaanalysisLofLgeneLexpressionLprofilesLinLpreeclampsiabLPregnancyeHypertensionZL2020ZLemZLifajd 2.6 3

24 xataLandLprogramsLinLsupportLofLnetworkLanalysisLofLgenesLandLtheirLassociationLwithLdiseasesbL
DataeineBriefZL2016ZLlZLedgjam 1.2 3

23 PredictingLvetaLvarrelLTransmembraneLProteinsLUsingL}MMsbLMethodseineMoleculareBiologyZL2017ZL
eiifZLhgaje 1.4 2

22 βandscapeLofLyukaryoticLTransmembraneLvetaLvarrelLProteinsbLJournaleofeProteomeeResearchZL2020ZL
emZLefdmaeffe 5.6 2

21 MultivariateLMethodsLforLMetaaunalysisLofL{eneticLussociationLStudiesbLMethodseineMoleculare
BiologyZL2018ZLekmgZLeikaelf 1.4 2

20 ’Uw}MMynLaL’avaLUtilityLforLwlassL}iddenLMarkovLModelsLandLyxtensionsLforLbiologicalLsequenceL
analysisbLBioinformaticsZL2019ZLgiZLigdmaigef 7.2 2

19 }iddenLneuralLnetworksLforLtransmembraneLproteinLtopologyLpredictionbLComputationaleande
StructuraleBiotechnologyeJournalZL2021ZLemZLjdmdajdmk 6.8 2

18 MetaaanalysisLofLvwORLrearrangedLsarcomasnLchallengingLtheLtherapeuticLapproachbLActae
Oncolˆ‡gicaZL2021ZLjdZLkfeakfj 3.2 2

17 V‘wTORnLuLvisualLanalyticsLwebLapplicationLforLcomparingLclusterLsetsbLComputerseineBiologyeande
MedicineZL2021ZLegiZLedhiik 7 2

16 PredictingLulphaL}elicalLTransmembraneLProteinsLUsingL}MMsbLMethodseineMoleculareBiologyZL2017ZL
eiifZLjgalf 1.4 1

15 MethodsLforLmultipleLoutcomeLmetaaanalysisLofLgeneaexpressionLdatabLMethodsXZL2020ZLkZLeddlgh 1.9 1

14 MeetingLreportnLtheLseventhLconferenceLofLtheLhellenicLsocietyLforLcomputationalLbiologyLandL
bioinformaticsbLComputationaleandeStructuraleBiotechnologyeJournalZL2013ZLjZLefdegdgddj 6.8 1

13 PredictionLandLOptimizationLofLtheLwostLofLynergyLResourcesLinL{reekLPublicL}ospitalsbLEnergiesZL
2022ZLeiZLgle 3.1 1

12 OMPdbnLuL{lobalL}ubLofLvetaavarrelLOuterLMembraneLProteinsbLFrontierseineBioinformaticsZL2021ZLeZL 1

11 TheLhumanL{PwRLsignalLtransductionLnetworkbLNetworkeModelingeAnalysiseineHealtheInformaticseande
BioinformaticsZL2021ZLedZLe 1.6 1
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