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l Paper IF Citations

86 FunctionalOorganizationOofOtheOyeastOproteomeObyOsystematicOanalysisOofOproteinOcomplexescONatureaO
2002aOifjaOfifbl 50.4 4018

85 ProteomeOsurveyOrevealsOmodularityOofOtheOyeastOcellOmachinerycONatureaO2006aOiieaOkhfbk 50.4 2096

84 yrugOtargetOidentificationOusingOsidebeffectOsimilaritycOScienceaO2008aOhgfaOgkhbk 33.3 937

83 vOphysicalOandOfunctionalOmapOofOtheOhumanOTNFbalphadNFbkappaOwOsignalOtransductionOpathwaycO
NaturenCellnBiologyaO2004aOkaOnlbfej 23.4 847

82 VisualizationOofOomicsOdataOforOsystemsObiologycONaturenMethodsaO2010aOlaOSjkbkm 21.6 459

81 neSOprebribosomesOincludeOtheOhjSOprebrRNvaOtheOUhOsnoRNPaOandOieSOsubunitOprocessingOfactorsO
butOpredominantlyOlackOkeSOsynthesisOfactorscOMolecularnCellaO2002aOfeaOfejbfj 17.6 395

80 ProteomeOorganizationOinOaOgenomebreducedObacteriumcOScienceaO2009aOhgkaOfghjbie 33.3 383

79 TranscriptomeOcomplexityOinOaOgenomebreducedObacteriumcOScienceaO2009aOhgkaOfgkmblf 33.3 341

78 StructurebbasedOassemblyOofOproteinOcomplexesOinOyeastcOScienceaO2004aOhehaOgegkbn 33.3 308

77 InteractomeOmapOuncoversOphosphatidylserineOtransportObyOoxysterolbbindingOproteinscONatureaO
2013aOjefaOgjlbkf 50.4 235

76 ImpactOofOgenomeOreductionOonObacterialOmetabolismOandOitsOregulationcOScienceaO2009aOhgkaOfgkhbm 33.3 229

75 TheOminimumOinformationOrequiredOforOreportingOaOmolecularOinteractionOexperimentOWMIMIxXcO
NaturenBiotechnologyaO2007aOgjaOmnibm 44.5 229

74 QuantificationOofOmRNvOandOproteinOandOintegrationOwithOproteinOturnoverOinOaObacteriumcO
MolecularnSystemsnBiologyaO2011aOlaOjff 12.2 207

73 yecipheringOaOglobalOnetworkOofOfunctionallyOassociatedOpostbtranslationalOmodificationscOMolecularn
SystemsnBiologyaO2012aOmaOjnn 12.2 171

72 vOMvPOkinaseOdockingOsiteOisOrequiredOforOphosphorylationOandOactivationOofOpneWrskXdMvPKvPO
kinasebfcOCurrentnBiologyaO1999aOnaOgmfbi 6.3 153

71 xrossbtalkObetweenOphosphorylationOandOlysineOacetylationOinOaOgenomebreducedObacteriumcO
MolecularnSystemsnBiologyaO2012aOmaOjlf 12.2 144

70 vOsystematicOscreenOforOproteinblipidOinteractionsOinOSaccharomycesOcerevisiaecOMolecularnSystemsn
BiologyaO2010aOkaOihe 12.2 132
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69 ModulesaOnetworksOandOsystemsOmedicineOforOunderstandingOdiseaseOandOaidingOdiagnosiscOGenomen
MedicineaO2014aOkaOmg 14.4 126

68 vOxonservedOxircularONetworkOofOxoregulatedOLipidsOModulatesOInnateOImmuneOResponsescOCellaO
2015aOfkgaOflebmh 56.2 123

67 TheOsystematicOanalysisOofOproteinblipidOinteractionsOcomesOofOagecONaturenReviewsnMolecularnCelln
BiologyaO2015aOfkaOljhbkf 48.7 119

66 ProteinOcomplexesOandOproteomeOorganizationOfromOyeastOtoOmancOCurrentnOpinionninnChemicaln
BiologyaO2003aOlaOgfbl 9.7 115

65 RecentOadvancesOinOchartingOproteinbproteinOinteractionoOmassOspectrometrybbasedOapproachescO
CurrentnOpinionninnBiotechnologyaO2011aOggaOigbn 11.4 96

64 SystematicOidentificationOofOproteinsOthatOelicitOdrugOsideOeffectscOMolecularnSystemsnBiologyaO2013aO
naOkkh 12.2 91

63 yefiningOaOminimalOcelloOessentialityOofOsmallOORFsOandOncRNvsOinOaOgenomebreducedObacteriumcO
MolecularnSystemsnBiologyaO2015aOffaOlme 12.2 90

62 ImpactOofOspliceosomeOmutationsOonORNvOsplicingOinOmyelodysplasiaoOdysregulatedOgenesdpathwaysO
andOclinicalOassociationscOBloodaO2018aOfhgaOfggjbfgie 2.2 90

61 xharacterizationOofOdrugbinducedOtranscriptionalOmodulesoOtowardsOdrugOrepositioningOandO
functionalOunderstandingcOMolecularnSystemsnBiologyaO2013aOnaOkkg 12.2 86

60 InOvivoOprofilingOandOvisualizationOofOcellularOproteinblipidOinteractionsOusingObifunctionalOfattyOacidscO
AngewandtenChemien-nInternationalnEditionaO2013aOjgaOiehhbm 16.4 86

59 VisualizingObiologicalOdatabnowOandOinOtheOfuturecONaturenMethodsaO2010aOlaOSgbi 21.6 85

58 vOcomplexOpredictionoOthreebdimensionalOmodelOofOtheOyeastOexosomecOEMBOnReportsaO2002aOhaOkgmbhj 6.5 84

57 xapturingOproteinOcommunitiesObyOstructuralOproteomicsOinOaOthermophilicOeukaryotecOMolecularn
SystemsnBiologyaO2017aOfhaOnhk 12.2 79

56 PerspectivesoOsignalOtransductioncOxellOsurvivalOdemandsOsomeORskcOScienceaO1999aOgmkaOfhenbfe 33.3 79

55 xellOtypebspecificOchromatinOimmunoprecipitationOfromOmulticellularOcomplexOsamplesOusingO
wiTSbxhIPcONaturenProtocolsaO2012aOlaOnlmbni 18.8 73

54 TheOsocialOnetworkOofOaOcelloOrecentOadvancesOinOinteractomeOmappingcOBiotechnologynAnnualnReviewaO
2008aOfiaOfbgm 72

53 wifunctionalOSphingosineOforOxellbwasedOvnalysisOofOProteinbSphingolipidOInteractionscOACSnChemicaln
BiologyaO2016aOffaOgggbhe 4.9 68

52 vOquantitativeOliposomeOmicroarrayOtoOsystematicallyOcharacterizeOproteinblipidOinteractionscONaturen
MethodsaO2014aOffaOilbje 21.6 66
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51 TheOorchestraOofOlipidbtransferOproteinsOatOtheOcrossroadsObetweenOmetabolismOandOsignalingcO
ProgressninnLipidnResearchaO2016aOkfaOhebn 14.3 64

50 MechismooOpredictingOtheOmechanisticOimpactOofOmutationsOandOmodificationsOonOmolecularO
interactionscONucleicnAcidsnResearchaO2015aOihaOefe 20.1 57

49 InteractionOnetworksOforOsystemsObiologycOFEBSnLettersaO2008aOjmgaOfggebi 3.8 55

48 xaseinOkinaseOgbdependentOserineOphosphorylationOofOMuSKOregulatesOacetylcholineOreceptorO
aggregationOatOtheOneuromuscularOjunctioncOGenesnandnDevelopmentaO2006aOgeaOfmeebfk 12.6 48

47 SnapShotoOProteinbproteinOinteractionOnetworkscOCellaO2011aOfiiaOfeeeaOfeeecef 56.2 45

46 LipidOxooperativityOasOaOäeneralOMembranebRecruitmentOPrincipleOforOPHOyomainscOCellnReportsaO
2015aOfgaOfjfnbhe 10.6 44

45 MassOspectrometryOrevealsOstableOmodulesOinOholoOandOapoORNvOpolymerasesOIOandOIIIcOStructureaO
2011aOfnaOnebfee 5.2 44

44 TheOdecabäXhOproteinsOYaefbLtofOfunctionOasOadaptorsOrecruitingOtheOvwxOproteinORlifOforO
ironbsulfurOclusterOinsertioncOELifeaO2015aOiaOeemghf 8.9 42

43 vnOintegratedOapproachOforOgenomeOannotationOofOtheOeukaryoticOthermophileOxhaetomiumO
thermophilumcONucleicnAcidsnResearchaO2014aOigaOfhjgjbhh 20.1 40

42 vOpneWrskXOmutantOconstitutivelyOinteractingOwithOMvPOkinaseOuncouplesOMvPOkinaseOfromO
phiWcdcgXdcyclinOwOactivationOinOXenopusOoocytescOMolecularnBiologynofnthenCellaO1999aOfeaOgnlfbmk 3.5 38

41 xellbspecificOproteomeOanalysesOofOhumanOboneOmarrowOrevealOmolecularOfeaturesOofO
agebdependentOfunctionalOdeclinecONaturenCommunicationsaO2018aOnaOieei 17.4 38

40 TranscriptionOstartOsiteOassociatedORNvsOinObacteriacOMolecularnSystemsnBiologyaO2012aOmaOjmj 12.2 35

39 StructureOofOtheOKtiffdKtifhOheterodimerOandOitsOdoubleOroleOinOmodificationsOofOtRNvOandO
eukaryoticOelongationOfactorOgcOStructureaO2015aOghaOfinbfke 5.2 31

38 SystematicOidentificationOofOphosphorylationbmediatedOproteinOinteractionOswitchescOPLoSn
ComputationalnBiologyaO2017aOfhaOefeejikg 5 31

37 QuantitativeOmassOspectrometryOofOposttranslationalOmodificationsoOkeysOtoOconfidencecOSciencen
SignalingaO2015aOmaOrej 8.8 27

36 IntegrationOofOmultibomicsOdataOofOaOgenomebreducedObacteriumoOPrevalenceOofOpostbtranscriptionalO
regulationOandOitsOcorrelationOwithOproteinOabundancescONucleicnAcidsnResearchaO2016aOiiaOffngbgeg 20.1 25

35 znzymaticOcomplexesOacrossOscalescOEssaysninnBiochemistryaO2018aOkgaOjefbjfi 7.6 22

34 StructuralOandOfunctionalOdissectionOofOtheOyHOandOPHOdomainsOofOoncogenicOwcrbvblOtyrosineO
kinasecONaturenCommunicationsaO2017aOmaOgfef 17.4 21
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33 yetectionOandOcharacterizationOofOproteinOinteractionsOinOvivoObyOaOsimpleOlivebcellOimagingOmethodcO
PLoSnONEaO2013aOmaOekgfnj 3.7 18

32 vOprotocolOforOtheOsystematicOandOquantitativeOmeasurementOofOproteinblipidOinteractionsOusingOtheO
liposomebmicroarraybbasedOassaycONaturenProtocolsaO2016aOffaOfegfbhm 18.8 18

31 StructuralOinsightsOandOactivatingOmutationsOinOdiverseOpathologiesOdefineOmechanismsOofO
deregulationOforOphospholipaseOxOgammaOenzymescOEBioMedicineaO2020aOjfaOfegkel 8.8 17

30 PRLbhOdisruptsOepithelialOarchitectureObyOalteringOtheOpostbmitoticOmidbodyOpositioncOJournalnofnCelln
ScienceaO2016aOfgnaOifhebifig 5.3 17

29 xellOmetabolismOregulatesOintegrinOmechanosensingOviaOanOSLxhvgbdependentOsphingolipidO
biosynthesisOpathwaycONaturenCommunicationsaO2018aOnaOimkg 17.4 17

28 StructuralOanalysesOofOtheOSlmfbPHOdomainOdemonstrateOligandObindingOinOtheOnonbcanonicalOsitecO
PLoSnONEaO2012aOlaOehkjgk 3.7 16

27 vOgenericOprotocolOforOtheOpurificationOandOcharacterizationOofOwaterbsolubleOcomplexesOofO
affinitybtaggedOproteinsOandOlipidscONaturenProtocolsaO2014aOnaOggjkbkk 18.8 15

26 wifunktionalisierteOFettsˆ⁄urenOzurOVisualisierungOundOIdentifizierungOvonO
ProteinbLipidbInteraktionenOinOlebendenOZellencOAngewandtenChemieaO2013aOfgjaOifgjbifhe 3.6 14

25 yynamicOwufferingOofOzxtracellularOxhemokineObyOaOyedicatedOScavengerOPathwayOznablesORobustO
vdaptationOduringOyirectedOTissueOMigrationcODevelopmentalnCellaO2020aOjgaOingbjemcefe 10.2 10

24 IdentificationOofOmetabolitesOfromOtandemOmassOspectraOwithOaOmachineOlearningOapproachOutilizingO
structuralOfeaturescOBioinformaticsaO2020aOhkaOfgfhbfgfm 7.2 10

23 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatscOPLoSnONEaO2020aOfjaOeegigkll 3.7 10

22 zffectsOofOvcetylationOandOPhosphorylationOonOSubunitOInteractionsOinOThreeOLargeOzukaryoticO
xomplexescOMolecularnandnCellularnProteomicsaO2018aOflaOghmlbgief 7.6 10

21 StructuralOandOfunctionalOcharacterizationOofOaOphosphataseOdomainOwithinOyeastOgeneralO
transcriptionOfactorOIIIxcOJournalnofnBiologicalnChemistryaO2013aOgmmaOfjffebge 5.4 7

20 ProteinOcobmembershipOandObiochemicalOaffinityOpurificationscODrugnDiscoverynToday:nTechnologiesaO
2006aOhaOhgjbhe 7.1 6

19 vPOzgaOzhaOandOziOdifferentiallyOmodulateOcellularOhomeostasisaOcholesterolOmetabolismaOandO
inflammatoryOresponseOinOisogenicOiPSxbderivedOastrocytesccOStemnCellnReportsaO2021aO 8 4

18 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeats 3

17 älycogenOaccumulationaOcentralOcarbonOmetabolismaOandOagingOofOhematopoieticOstemOandO
progenitorOcellscOScientificnReportsaO2020aOfeaOffjnl 4.9 3

16 xouplingOproteomicsOandOmetabolomicsOforOtheOunsupervisedOidentificationOofOproteinbmetaboliteO
interactionsOinOxhaetomiumOthermophilumcOPLoSnONEaO2021aOfkaOeegjiign 3.7 3
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15 zlevatedOxentralOxarbonOMetabolismObOaOHallmarkOforOSenescentOxellsOinOvgingOHumanO
HematopoieticOStemOxellOxompartmentcOBloodaO2021aOfhmaOfemmbfemm 2.2 1

14 IdentificationOofOmetabolitesOfromOtandemOmassOspectraOwithOaOmachineOlearningOapproachOutilizingO
structuralOfeatures 1

13 xLIxKbenabledOanaloguesOrevealOpregnenoloneOinteractomesOinOcancerOandOimmuneOcellscOIScienceaO
2021aOgiaOfegimj 6.1 1

12 IsoformbOandOcellbstatebspecificOlipidationOofOvpozOinOastrocytesccOCellnReportsaO2022aOhmaOffeihj 10.6 1

11 älucoseOMetabolismOandOvgingOofOHematopoieticOStemOandOProgenitorOxellsccOInternationalnJournaln
ofnMolecularnSciencesaO2022aOghaO 6.3 1

10 zxpandingOtheOfrontiersOinOproteomicscODrugnDiscoverynToday:nTechnologiesaO2006aOhaOhfjbk 7.1

9 TheORibomethylomeOLandscapeOofOHematopoieticOSystemcOBloodaO2020aOfhkaOifbig 2.2

8 SystemsbwideOanalysisOofOproteinOcomplexesOinOSaccharomycesOcerevisiaecOFASEBnJournalaO2007aOgfaOvgff0.9

7
ProteomeOvnalysesOandOSinglebxellORNvOSequencingORevealOvgebyependentORebWiringOofOxentralO
xarbonOMetabolismOinOMyeloidbwiasedOSubsetsOofOHumanOHematopoieticOStemOxellscOBloodaO2018aO
fhgaOmlhbmlh

2.2

6 ProteomicsOvnalysisOofOxellularONetworkOinOHumanOwoneOMarrowORevealsOLineageOSkewingOTowardsO
MegakaryocytesOandOyecreaseOinOLymphoidOyevelopmentOuponOvgingcOBloodaO2016aOfgmaOgkjmbgkjm 2.2

5 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatsO2020aOfjaOeegigkll

4 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatsO2020aOfjaOeegigkll

3 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatsO2020aOfjaOeegigkll

2 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatsO2020aOfjaOeegigkll

1 StructuresOofOthreeOMORNOrepeatOproteinsOandOaOrebevaluationOofOtheOproposedOlipidbbindingO
propertiesOofOMORNOrepeatsO2020aOfjaOeegigkll
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