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64 iEnhancerdmSteprNIdentifyingNenhancersNusingNhiddenNinformationNofNDNyNsequencesNviaNChouVsN
mdstepNruleNandNwordNembeddingeNAnalyticallBiochemistrycN2019cNmohcNmkdnh 3.1 76

63 IncorporatingNdeepNlearningNwithNconvolutionalNneuralNnetworksNandNpositionNspecificNscoringN
matricesNforNidentifyingNelectronNtransportNproteinseNJournalloflComputationallChemistrycN2017cNkpcNigggdiggn3.5 65

62 ClassifyingNtheNmolecularNfunctionsNofNRabNGTPasesNinNmembraneNtraffickingNusingNdeepN
convolutionalNneuralNnetworkseNAnalyticallBiochemistrycN2018cNmmmcNkkdlh 3.1 46

61 iNndmethylatNWmdstepXrNidentifyingNDNyNNdmethyladenineNsitesNinNriceNgenomeNusingNcontinuousNbagN
ofNnucleobasesNviaNChouVsNmdstepNruleeNMolecularlGeneticslandlGenomicscN2019cNiqlcNhhokdhhpi 3.1 44

60 iMotordCNNrNIdentifyingNmolecularNfunctionsNofNcytoskeletonNmotorNproteinsNusingNiDN
convolutionalNneuralNnetworkNviaNChouVsNmdstepNruleeNAnalyticallBiochemistrycN2019cNmomcNhodin 3.1 43

59 XGzoostNImprovesNClassificationNofNMGMTNPromoterNMethylationNStatusNinNIDHhNWildtypeN
GlioblastomaeNJournalloflPersonalizedlMedicinecN2020cNhgcN 3.6 41

58 PredictionNofNFyDNbindingNsitesNinNelectronNtransportNproteinsNaccordingNtoNefficientNradialNbasisN
functionNnetworksNandNsignificantNaminoNacidNpairseNBMClBioinformaticscN2016cNhocNiqp 3.6 41

57 IdentificationNofNclathrinNproteinsNbyNincorporatingNhyperparameterNoptimizationNinNdeepNlearningN
andNPSSMNprofileseNComputerlMethodslandlProgramslinlBiomedicinecN2019cNhoocNphdpp 6.9 38

56
ClassifyingNPromotersNbyNInterpretingNtheNHiddenNInformationNofNDNyNSequencesNviaNDeepNLearningN
andNCombinationNofNContinuousNFastTextNNdGramseNFrontierslinlBioengineeringlandlBiotechnologycN
2019cNocNkgm

5.8 37

55 UsingNdeepNneuralNnetworksNandNbiologicalNsubwordsNtoNdetectNproteinNSdsulfenylationNsiteseN
BriefingslinlBioinformaticscN2021cNiicN 13.4 36

54 FertilitydGRUrNIdentifyingNFertilitydRelatedNProteinsNbyNIncorporatingNDeepdGatedNRecurrentNUnitsN
andNOriginalNPositiondSpecificNScoringNMatrixNProfileseNJournalloflProteomelResearchcN2019cNhpcNkmgkdkmhh5.6 33

53 ETdGRUrNusingNmultidlayerNgatedNrecurrentNunitsNtoNidentifyNelectronNtransportNproteinseNBMCl
BioinformaticscN2019cNigcNkoo 3.6 32

52 SNyREdCNNrNaNiDNconvolutionalNneuralNnetworkNarchitectureNtoNidentifyNSNyRENproteinsNfromN
highdthroughputNsequencingNdataeNPeerJlComputerlSciencecN2019cNmcNehoo 2.7 31

51 PredictionNofNFMNNzindingNSitesNinNElectronNTransportNChainsNzasedNonNidDNCNNNandNPSSMNProfileseN
IEEE/ACMlTransactionslonlComputationallBiologylandlBioinformaticscN2021cNhpcNihpqdihqo 3 31

50 yNComputationalNFrameworkNzasedNonNEnsembleNDeepNNeuralNNetworksNforNEssentialNGenesN
IdentificationeNInternationallJournalloflMolecularlSciencescN2020cNihcN 6.3 31

49 UsingNextremeNgradientNboostingNtoNidentifyNoriginNofNreplicationNinNSaccharomycesNcerevisiaeNviaN
hybridNfeatureseNGenomicscN2020cNhhicNillmdilmh 4.3 29

48 RadiomicsdbasedNmachineNlearningNmodelNforNefficientlyNclassifyingNtranscriptomeNsubtypesNinN
glioblastomaNpatientsNfromNMRIeNComputerslinlBiologylandlMedicinecN2021cNhkicNhglkig 7 29
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47 ComputationalNidentificationNofNvesicularNtransportNproteinsNfromNsequencesNusingNdeepNgatedN
recurrentNunitsNarchitectureeNComputationallandlStructurallBiotechnologylJournalcN2019cNhocNhilmdhiml 6.8 28

46 yNtransformerNarchitectureNbasedNonNzERTNandNiDNconvolutionalNneuralNnetworkNtoNidentifyNDNyN
enhancersNfromNsequenceNinformationeNBriefingslinlBioinformaticscN2021cNiicN 13.4 28

45 MachineNLearningNModelNforNIdentifyingNyntioxidantNProteinsNUsingNFeaturesNCalculatedNfromN
PrimaryNSequenceseNBiologycN2020cNqcN 4.9 27

44 DeepETCrNyNdeepNconvolutionalNneuralNnetworkNarchitectureNforNinvestigatingNandNclassifyingN
electronNtransportNchainVsNcomplexeseNNeurocomputingcN2020cNkomcNohdoq 5.4 27

43 IdentifyingNtheNmolecularNfunctionsNofNelectronNtransportNproteinsNusingNradialNbasisNfunctionN
networksNandNbiochemicalNpropertieseNJournalloflMolecularlGraphicslandlModellingcN2017cNokcNhnndhop 2.8 26

42 ypplicationNofNComputationalNziologyNandNyrtificialNIntelligenceNTechnologiesNinNCancerNPrecisionN
DrugNDiscoveryeNBioMedlResearchlInternationalcN2019cNighqcNpliogli 3 25

41 IdentifyingNSNyREsNbyNIncorporatingNDeepNLearningNyrchitectureNandNyminoNycidNEmbeddingN
RepresentationeNFrontierslinlPhysiologycN2019cNhgcNhmgh 4.6 25

40 DeepEffluxrNaNiDNconvolutionalNneuralNnetworkNmodelNforNidentifyingNfamiliesNofNeffluxNproteinsNinN
transporterseNBioinformaticscN2018cNklcNkhhhdkhho 7.2 24

39 eNIEEElTransactionslonlIndustriallElectronicscN2020cNnocNqnohdqnpi 8.9 23

38 iEnhancerdECNNrNidentifyingNenhancersNandNtheirNstrengthNusingNensemblesNofNconvolutionalNneuralN
networkseNBMClGenomicscN2019cNigcNqmh 4.5 20

37 IncorporatingNefficientNradialNbasisNfunctionNnetworksNandNsignificantNaminoNacidNpairsNforNpredictingN
GTPNbindingNsitesNinNtransportNproteinseNBMClBioinformaticscN2016cNhocNmgh 3.6 18

36 UsingNwordNembeddingNtechniqueNtoNefficientlyNrepresentNproteinNsequencesNforNidentifyingN
substrateNspecificitiesNofNtransporterseNAnalyticallBiochemistrycN2019cNmoocNokdph 3.1 15

35 IncorporatingNconvolutionalNneuralNnetworksNandNsequenceNgraphNtransformNforNidentifyingN
multilabelNproteinNLysineNPTMNsiteseNChemometricslandlIntelligentlLaboratorylSystemscN2020cNigncNhglhoh3.8 15

34 ynNyIdbasedNpredictionNmodelNforNdrugddrugNinteractionsNinNosteoporosisNandNPagetVsNdiseasesNfromN
SMILESeeNMolecularlInformaticscN2022cN 3.8 13

33 MachineNLearningdzasedNRadiomicsNSignaturesNforNEGFRNandNKRySNMutationsNPredictionNinN
NondSmalldCellNLungNCancereNInternationallJournalloflMolecularlSciencescN2021cNiicN 6.3 13

32 EnsembleNofNDeepNRecurrentNNeuralNNetworksNforNIdentifyingNEnhancersNviaNDinucleotideN
PhysicochemicalNPropertieseNCellscN2019cNpcN 7.9 12

31 DeepNtransformersNandNconvolutionalNneuralNnetworkNinNidentifyingNDNyNNndmethyladenineNsitesNinN
crossdspeciesNgenomeseeNMethodscN2021cN 4.6 12

30 ImprovedNPredictionNModelNofNProteinNLysineNCrotonylationNSitesNUsingNzidirectionalNRecurrentN
NeuralNNetworkseNJournalloflProteomelResearchcN2021cN 5.6 11
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29 PredictionNofNyTPdbindingNsitesNinNmembraneNproteinsNusingNaNtwoddimensionalNconvolutionalNneuralN
networkeNJournalloflMolecularlGraphicslandlModellingcN2019cNqicNpndqk 2.8 10

28 IncorporatingNpostNtranslationalNmodificationNinformationNforNenhancingNtheNpredictiveN
performanceNofNmembraneNtransportNproteinseNComputationallBiologylandlChemistrycN2018cNoocNimhding 3.6 10

27 FyDdzERTrNImprovedNpredictionNofNFyDNbindingNsitesNusingNpredtrainingNofNdeepNbidirectionalN
transformerseNComputerslinlBiologylandlMedicinecN2021cNhkhcNhglimp 7 8

26 RiskNScoreNGeneratedNfromNCTdzasedNRadiomicsNSignaturesNforNOverallNSurvivalNPredictionNinN
NondSmallNCellNLungNCancereNCancerscN2021cNhkcN 6.6 8

25 ClassificationNofNadaptorNproteinsNusingNrecurrentNneuralNnetworksNandNPSSMNprofileseNBMCl
GenomicscN2019cNigcNqnn 4.5 8

24
yNsequencedbasedNapproachNforNidentifyingNrecombinationNspotsNinNSaccharomycesNcerevisiaeNbyN
usingNhyperdparameterNoptimizationNinNFastTextNandNsupportNvectorNmachineeNChemometricslandl
IntelligentlLaboratorylSystemscN2019cNhqlcNhgkpmm

3.8 7

23 UsingNtwoddimensionalNconvolutionalNneuralNnetworksNforNidentifyingNGTPNbindingNsitesNinNRabN
proteinseNJournalloflBioinformaticslandlComputationallBiologycN2019cNhocNhqmgggm 1 7

22 RadiomicNImmunophenotypingNofNGSEydyssessedNImmunophenotypesNofNGlioblastomaNandNItsN
ImplicationsNforNPrognosisrNyNFeasibilityNStudyeNCancerscN2020cNhicN 6.6 7

21
UseNChouVsNmdstepsNruleNwithNdifferentNwordNembeddingNtypesNtoNboostNperformanceNofNelectronN
transportNproteinNpredictionNmodeleNIEEE/ACMlTransactionslonlComputationallBiologylandl
BioinformaticscN2020cNPPcN

3 7

20 PotentialNofNdeepNrepresentativeNlearningNfeaturesNtoNinterpretNtheNsequenceNinformationNinN
proteomicseNProteomicscN2021cNeihggiki 4.8 6

19 yNsequencedbasedNpredictionNofNKruppeldlikeNfactorsNproteinsNusingNXGzoostNandNoptimizedN
featureseNGenecN2021cNopocNhlmnlk 3.8 5

18 InNsilicoNscreeningNofNsugarNalcoholNcompoundsNtoNinhibitNviralNmatrixNproteinNVPlgNofNEbolaNviruseN
MolecularlBiologylReportscN2019cNlncNkkhmdkkil 2.8 4

17 IdentifyingNGPSMNFamilyNMembersNasNPotentialNziomarkersNinNzreastNCancerrNyNComprehensiveN
zioinformaticsNynalysiseNBiomedicinescN2021cNqcN 4.8 4

16 TNFPredrNidentifyingNtumorNnecrosisNfactorsNusingNhybridNfeaturesNbasedNonNwordNembeddingseNBMCl
MedicallGenomicscN2020cNhkcNhmm 3.7 3

15 SelfdOrganizingNDoubleNFunctiondLinkNFuzzyNzrainNEmotionalNControlNSystemNDesignNforNUncertainN
NonlinearNSystemseNIEEElTransactionslonlSystems,lMan,landlCybernetics:lSystemscN2020cNhdho 7.3 3

14 DevelopmentNandNValidationNofNanNEfficientNMRINRadiomicsNSignatureNforNImprovingNtheNPredictiveN
PerformanceNofNhpfhqqNCodDeletionNinNLowerdGradeNGliomaseNCancerscN2021cNhkcN 6.6 2

13 IdentificationNofNgeneNexpressionNsignaturesNforNpsoriasisNclassificationNusingNmachineNlearningN
techniquesN2020cNhcNhggggh 2

12 IncorporatingNaNtransferNlearningNtechniqueNwithNaminoNacidNembeddingsNtoNefficientlyNpredictN
NdlinkedNglycosylationNsitesNinNionNchannelseNComputerslinlBiologylandlMedicinecN2021cNhkgcNhglihi 7 2
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11 yNMultiparametricNMRIdzasedNRadiomicsNynalysisNtoNEfficientlyNClassifyNTumorNSubregionsNofN
GlioblastomarNyNPilotNStudyNinNMachineNLearningeNJournalloflClinicallMedicinecN2021cNhgcN 5.1 2

10 IntelligentNwaveletNfuzzyNbrainNemotionalNcontrollerNusingNdualNfunctiondlinkNnetworkNforNuncertainN
nonlinearNcontrolNsystemseNAppliedlIntelligencech 4.9 2

9 yutomaticNDetectionNofNMeniscusNTearsNUsingNzackboneNConvolutionalNNeuralNNetworksNonNKneeN
MRIeNJournalloflMagneticlResonancelImagingc 5.6 2

8 UsingNLanguageNRepresentationNLearningNypproachNtoNEfficientlyNIdentifyNProteinNComplexN
CategoriesNinNElectronNTransportNChaineNMolecularlInformaticscN2020cNkqcNeiggggkk 3.8 1

7 DevelopmentNandNValidationNofNClinicalNDiagnosticNModelNforNGirlsNwithNCentralNPrecociousNPubertyrN
MachinedlearningNypproacheseeNPLoSlONEcN2022cNhocNeginhqnm 3.7 1

6 UsingNkdmerNembeddingsNlearnedNfromNaNSkipdgramNbasedNneuralNnetworkNforNbuildingNaN
crossdspeciesNDNyNNndmethyladenineNsiteNpredictionNmodeleNPlantlMolecularlBiologycN2021cNhgocNmkkdmli4.6 1

5 TNFPredrNIdentifyingNtumorNnecrosisNfactorsNusingNhybridNfeaturesNbasedNonNwordNembeddings 1

4 UsingNDeepNLearningNwithNPositionNSpecificNScoringNMatricesNtoNIdentifyNEffluxNProteinsNinN
MembraneNandNTransportNProteinsN2016cN 1

3
mCNNdETCrNidentifyingNelectronNtransportersNandNtheirNfunctionalNfamiliesNbyNusingNmultipleN
windowsNscanningNtechniquesNinNconvolutionalNneuralNnetworksNwithNevolutionaryNinformationNofN
proteinNsequenceseNBriefingslinlBioinformaticscN2021cN

13.4 1

2 MachineNLearningNylgorithmNforNDistinguishingNDuctalNCarcinomaNInNSituNfromNInvasiveNzreastN
CancereNCancerscN2022cNhlcNilko 6.6 0

1 ExploitingNTwodLayerNSupportNVectorNMachineNtoNPredictNProteinNSUMOylationNSiteseNLecturelNotesl
inlNetworkslandlSystemscN2019cNkildkki 0.5
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