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j Paper IF Citations

693 umpactGofGantibioticsGonGtheGhumanGmicrobiomeGandGconsequencesGforGhostGhealthUUG
MicrobiologyOpenSG2022SGXXSGeXYbW 3.4 17

692 mnGoxidationGresistantGpediocinG‘mTXGderivativeGandGpenocinGmGdisplayGeffectiveGantiTGactivityGinGaG
modelGhumanGgutGenvironmentUUGGutbMicrobesSG2022SGX_SGYWW_WcX 8.8 1

691 yolecularGseneticsSGseneticGqngineeringGandGpairyGroodsG2022SGZ_aTZaX

690 fGexpandingGandGrestructuringGtheGtaxonomyGofGbacteriaTinfectingGsingleTstrandedG–zmGvirusesUG
MicrobialbGenomicsSG2021SGcSG 4.4 3

689
mmelioratesGpextranG ulfateG odiumTunducedGoolitisGbyG‘roducingGoonjugatedGxinoleicGmcidSG
‘rotectingGuntestinalGyechanicalGnarrierSG–estoringGΦnbalancedGsutGyicrobiotaSGandG–egulatingGtheG
TollTxikeG–eceptorT_VzuclearGractorT˛”nG ignalingG‘athwayUGJournalbofbAgriculturalbandbFoodb
ChemistrySG2021SGbeSGX_aeZTX_bWd

5.7 3

688 TheGcontrastingGhumanGgutGmicrobiotaGinGearlyGandGlateGlifeGandGimplicationsGforGhostGhealthGandG
diseaseUGNutritionbandbHealthybAgingSG2021SGXTYY 1.3 1

687 ~leateGtydrataseGinGxactobacillusGdelbrueckiiGsubspUGxn‘GΦr oGYYZWGoatalyzesGtheG–eversibleG
oonversionGbetweenGxinoleicGmcidGandG–icinoleicGmcidUGMicrobiologybSpectrumSG2021SGeSGeWXXceYX 8.9 0

686 ooryXX_ZGmlleviatesGohronicGpiarrheaGunflammationG–egulationGandGsutGyicrobiotaGyodulationfGmG
poubleTnlindSG–andomizedSG‘laceboToontrolledG tudyUGFrontiersbinbImmunologySG2021SGXYSGc_bada 8.4 2

685
mGmulticentreGanalysisGofGolostridiumGdifficileGinGpersonsGwithGoysticGribrosisGdemonstratesGthatG
carriageGmayGbeGtransientGandGhighlyGvariableGwithGrespectGtoGstrainGandGlevelUGJournalbofbInfectionSG
2021SGdYSGZbZTZcW

18.9 1

684 nioTqngineeredGzisinGwithGuncreasedGmntiTGandG electivelyG–educedGmntiTGmctivityGforGTreatmentGofG
novineGyastitisUGInternationalbJournalbofbMolecularbSciencesSG2021SGYYSG 6.3 2

683
‘robingGtheGIparkGyatterIGofGtheGtumanGsutG‘hageomefGoultureGmssistedGyetagenomicsGqnablesG
–apidGpiscoveryGandGtostTxinkingGforGzovelGnacteriophagesUGFrontiersbinbCellularbandbInfectionb
MicrobiologySG2021SGXXSGbXbeXd

5.9 2

682 mGpostbioticGconsistingGofGheatTtreatedGlactobacilliGhasGaGbifidogenicGeffectGinGpureGcultureGandGinG
humanGfermentedGfaecalGcommunitiesUGAppliedbandbEnvironmentalbMicrobiologySG2021SG 4.8 3

681 mssessingGtheGabilityGofGnisinGmGandGderivativesGthereofGtoGinhibitGgramTnegativeGbacteriaGfromGtheG
genusGThermusUGJournalbofbDairybScienceSG2021SGXW_SGYbZYTYb_W 4 0

680 usolationGandGcharacterisationGofG˛ƒcrmssWWYSGaGcrmssTlikeGphageGfromGtheGhumanGgutGthatGinfectsG
nacteroidesGxylanisolvensUGMicrobiomeSG2021SGeSGde 16.6 11

679 TheGmdvantagesGandGohallengesGofGΦsingGqndolysinsGinGaGolinicalG ettingUGVirusesSG2021SGXZSG 6.2 25

678 ‘harmaceuticalGdesignGofGaGdeliveryGsystemGforGtheGbacteriocinGlacticinGZX_cUGDrugbDeliverybandb
TranslationalbResearchSG2021SGXXSGXcZaTXcaX 6.2 3

677 qfficacyGofG‘hageTGandGnacteriocinTnasedGTherapiesGinGoombattingGzosocomialGy– mGunfectionsUG
FrontiersbinbMolecularbBiosciencesSG2021SGdSGba_WZd 5.6 5
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676 qxtractionGandGcharacterisationGofGarabinoxylanGfromGbrewersGspentGgrainGandGinvestigationGofG
microbiomeGmodulationGpotentialUGEuropeanbJournalbofbNutritionSG2021SGbWSG_ZeZT__XX 5.2 5

675 ooryXWc_GmlleviatesGoollagenTunducedGmrthritisGinG–atsGnalancingGTregVThXcGandGyodulatingGtheG
yetabolitesGandGsutGyicrobiotaUGFrontiersbinbImmunologySG2021SGXYSGbdWWcZ 8.4 4

674 xinoleicGacidGinducesGdifferentGmetabolicGmodesGinGtwoGnifidobacteriumGbreveGstrainsGwithGdifferentG
conjugatedGlinoleicGacidTproducingGabilitiesUGLWTbobFoodbSciencebandbTechnologySG2021SGX_YSGXXWec_ 5.4 2

673 oharacterizationGofGanGqndolysinGTargetingGThatGmffectsG poreG~utgrowthUGInternationalbJournalbofb
MolecularbSciencesSG2021SGYYSG 6.3 5

672 oomprehensiveG canningGofG‘rophagesGinGfGpistributionSGpiversitySGmntibioticG–esistanceGsenesSGandG
xinkagesGwithGo–u ‘–ToasG ystemsUGMSystemsSG2021SGbSGeWXYXXYW 7.6 3

671 zisinGvariantsGfromG treptococcusGandG taphylococcusGsuccessfullyGexpressGinGzφedWWUGJournalbofb
AppliedbMicrobiologySG2021SGXZXSGYYYZTYYZ_ 4.7 1

670 oarotenoidsGinGyilkGandGtheG‘otentialGforGpairyGnasedGrunctionalGroodsUGFoodsSG2021SGXWSG 4.9 4

669 mlleviatesGp  TunducedGoolitisGbyGunflammatoryGoytokinesGandGsutGyicrobiotaGyodulationUGFoodsSG
2021SGXWSG 4.9 6

668 αerticalGtransferGofGantibioticsGandGantibioticGresistantGstrainsGacrossGtheGmotherVbabyGaxisUGTrendsbinb
MicrobiologySG2021SG 12.4 6

667 qxploringGtheGsutGyicrobiotaGandGoardiovascularGpiseaseUGMetabolitesSG2021SGXXSG 5.6 2

666 mlleviationGeffectsGofGnifidobacteriumGbreveGonGp  TinducedGcolitisGdependsGonGintestinalGtractG
barrierGmaintenanceGandGgutGmicrobiotaGmodulationUGEuropeanbJournalbofbNutritionSG2021SGbWSGZbeTZdc 5.2 17

665 nifidobacteriumGlongumGcountersGtheGeffectsGofGobesityfG‘artialGsuccessfulGtranslationGfromGrodentG
toGhumanUGEBioMedicineSG2021SGbZSGXWZXcb 8.8 19

664 yeasuringGoonjugatedGxinoleicGmcidGOoxmPG‘roductionGbyGnifidobacteriaUGMethodsbinbMolecularb
BiologySG2021SGYYcdSGdcTXWW 1.4 0

663 pevelopmentGofGgutGmicrobiotaGandGbifidobacterialGcommunitiesGofGneonatesGinGtheGfirstGbGweeksG
andGtheirGinheritanceGfromGmotherUGGutbMicrobesSG2021SGXZSGXTXZ 8.8 2

662 ‘rotectiveGeffectGofGnifidobacteriumGbifidumGr pvzc~aGandGnifidobacteriumGbreveGrtzr’YZyZG
onGdiarrheaGcausedGbyGenterotoxigenicGqscherichiaGcoliUGFoodbandbFunctionSG2021SGXYSGcYcXTcYdY 6.1 5

661 TheGultraTstructuralSGmetabolomicGandGmetagenomicGcharacterisationGofGtheGsudaneseGsmokelessG
tobaccoGNToombakNUGToxicologybReportsSG2021SGdSGX_edTXaXY 4.8 1

660 yetagenomicGanalysisGofGmotherTinfantGgutGmicrobiomeGrevealsGglobalGdistinctGandGsharedG
microbialGsignaturesUGGutbMicrobesSG2021SGXZSGXTY_ 8.8 2

659 TheGmicrobiomeGofGdeepTseaGfishGrevealsGnewGmicrobialGspeciesGandGaGsparsityGofGantibioticG
resistanceGgenesUGGutbMicrobesSG2021SGXZSGXTXZ 8.8 3

(2021-2021)
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658 qffectsGofGtheGshortTtermGadministrationGofGonGphysiologicalGcharacteristicsSGinflammationSGandG
intestinalGmicroecologyGinGmiceUGFoodbandbFunctionSG2021SGXYSGXbeaTXcWc 6.1 2

657  hortGcommunicationfGsenotypeTphenotypeGassociationGanalysisGrevealedGdifferentGutilizationG
abilityGofGYNTfucosyllactoseGinGnifidobacteriumGgenusUGJournalbofbDairybScienceSG2021SGXW_SGXaXdTXaYZ 4 1

656 mGtimeTlaggedGassociationGbetweenGtheGgutGmicrobiomeSGnestlingGweightGandGnestlingGsurvivalGinG
wildGgreatGtitsUGJournalbofbAnimalbEcologySG2021SGeWSGedeTXWWZ 4.7 4

655 xinoleateGusomeraseGoomplexGoontributesGtoGyetabolismGandG–emissionGofGp  TunducedGoolitisGinG
yiceGofGφ YWadUGJournalbofbAgriculturalbandbFoodbChemistrySG2021SGbeSGdXbWTdXcX 5.7

654 mGnioengineeredGzisinGperivativeGToGoontrolG treptococcusGuberisGniofilmsUGAppliedbandb
EnvironmentalbMicrobiologySG2021SGdcSGeWWZeXYX 4.8 1

653 orosstalkGbetweenGsugmTooatedGnacteriaGinGunfantGsutGandGqarlyTxifeGtealthUGTrendsbinbMicrobiologySG
2021SGYeSGcYaTcZa 12.4 6

652 xongTtermGpersistenceGofGcrmssTlikeGphageGcrmssWWXGisGassociatedGwithGphaseGvariationGinG
nacteroidesGintestinalisUGBMCbBiologySG2021SGXeSGXbZ 7.3 7

651
mdjuvantGqffectGofG~rallyGmppliedG‘reparationsGoontainingGzonTpigestibleG‘olysaccharidesGonG
unfluenzaGαaccinationGinGtealthyG eniorsfGmGpoubleTnlindSG–andomisedSGoontrolledG‘ilotGTrialUG
NutrientsSG2021SGXZSG

6.7 4

650 oomparativeGsenomicsGandG pecificGrunctionalGoharacteristicsGmnalysisGofUGMicroorganismsSG2021SGeSG 4.9 2

649 mGrandomizedSGdoubleGblindSGparallelSGplaceboTcontrolledGstudyGtoGinvestigateGtheGefficacyGofGzXXXaG
inGgutGdevelopmentGofGyoungGchildrenUGFoodbSciencebandbNutritionSG2021SGeSGbWYWTbWZW 3.2 3

648 rκzxvXWexXGmttenuatingGyetabolicG yndromeGinGyiceGviaGsutGyicrobiotaGyodulationGandG
mlleviatingGunflammationUGFoodsSG2021SGXWSG 4.9 1

647 ‘ropionateGrestoresGdisturbedGgutGmicrobiotaGinducedGbyGmethotrexateGinG–heumatoidGmrthritisfG
rromGclinicGtoGexperimentsUGJournalbofbKingbSaudbUniversitybobScienceSG2021SGZZSGXWXa_a 3.6 0

646 TheG peciesTxevelGoompositionGofGtheGrecalGandGseneraGinGundonesianGohildrenGpiffersGfromGThatGofG
TheirGyothersUGMicroorganismsSG2021SGeSG 4.9 2

645 ‘robioticsSG‘rebioticsSGandG ynbioticsGforGtheG‘reventionGofGzecrotizingGqnterocolitisUGFrontiersbinb
NutritionSG2021SGdSGbbcXdd 6.2 4

644 TheG porobiotaGofGtheGtumanGsutUGGutbMicrobesSG2021SGXZSGXTXc 8.8 10

643
mmelioratesGp  TunducedGoolitisGbyGyaintainingGuntestinalGyechanicalGnarrierSGnlockingG
‘roinflammatoryGoytokinesSGunhibitingGTx–_VzrT˛”nG ignalingSGandGmlteringGsutGyicrobiotaUGJournalb
ofbAgriculturalbandbFoodbChemistrySG2021SGbeSGX_ebTXaXY

5.7 17

642 rv κo_TXGandGrs φκZZxbGalleviateGmetabolicGsyndromeGgutGmicrobiotaGregulationUGFoodbandb
FunctionSG2021SGXYSGZeXeTZeZW 6.1 5

641 qffectGofGstorageSGtemperatureSGandGextractionGkitGonGtheGphylogeneticGcompositionGdetectedGinGtheG
humanGmilkGmicrobiotaUGMicrobiologyOpenSG2021SGXWSGeXXYc 3.4 4
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640 olinicalGimplicationsGofGpretermGinfantGgutGmicrobiomeGdevelopmentUUGNaturebMicrobiologySG2021SG 26.6 4

639 pietGinducesGparallelGchangesGtoGtheGgutGmicrobiotaGandGproblemGsolvingGperformanceGinGaGwildGbirdUG
ScientificbReportsSG2020SGXWSGYWcdZ 4.9 16

638 TheG–oleGofGtheGyicrobiomeGinG~ralG quamousGoellGoarcinomaGwithGunsightGintoGtheG
yicrobiomeTTreatmentGmxisUGInternationalbJournalbofbMolecularbSciencesSG2020SGYXSG 6.3 19

637 qnduringGnehavioralGqffectsGunducedGbyGnirthGbyGoaesareanG ectionGinGtheGyouseUGCurrentbBiologySG
2020SGZWSGZcbXTZcc_Ueb 6.3 36

636 ‘rotectiveGeffectsGofGnifidobacteriumGadolescentisGonGcollagenTinducedGarthritisGinGratsGdependGonG
timingGofGadministrationUGFoodbandbFunctionSG2020SGXXSG__eeT_aXX 6.1 12

635 slucagonTxikeG‘eptideTXG ecretingGxToellsGooupledGtoG ensoryGzervesGTranslateGyicrobialG ignalsGtoG
theGtostG–atGzervousG ystemUGFrontiersbinbCellularbNeuroscienceSG2020SGX_SGea 6.1 16

634 αancomycinGandGnisinGmGareGeffectiveGagainstGbiofilmsGofGmultiTdrugGresistantG taphylococcusGaureusG
isolatesGfromGhumanGmilkUGPLoSbONESG2020SGXaSGeWYZZYd_ 3.7 14

633 ‘rotectingGtheGoutsidefGbiologicalGtoolsGtoGmanipulateGtheGskinGmicrobiotaUGFEMSbMicrobiologyb
EcologySG2020SGebSG 4.3 5

632 zisinGyfGaGnioengineeredGzisinGmGαariantGThatG–etainsGrullGunductionGoapacityGbutGtasG ignificantlyG
–educedGmntimicrobialGmctivityUGAppliedbandbEnvironmentalbMicrobiologySG2020SGdbSG 4.8 2

631 tistamineGandGcholesterolGloweringGabilitiesGofGlacticGacidGbacteriaGisolatedGfromGartisanalG‘icoG
cheeseUGJournalbofbAppliedbMicrobiologySG2020SGXYeSGX_YdTX__W 4.7 4

630 piverseGnacteriocinsG‘roducedGbyG trainsGrromGtheGtumanGyilkGyicrobiotaUGFrontiersbinbMicrobiology
SG2020SGXXSGcdd 5.7 14

629 oomparativeGsenomicsGofGusolatedGrromGpifferentGzichesG–evealsGseneticGpiversityGinG
oarbohydrateGyetabolismGandGummuneG ystemUGFrontiersbinbMicrobiologySG2020SGXXSGYaZ 5.7 19

628 –eplacingGfishmealGwithGplantGproteinGinGmtlanticGsalmonGO almoGsalarPGdietsGbyGsupplementationG
withGfishGproteinGhydrolysateUGScientificbReportsSG2020SGXWSG_Xe_ 4.9 47

627 TheGprophylacticGeffectsGofGdifferentGxactobacilliGonGcollagenTinducedGarthritisGinGratsUGFoodbandb
FunctionSG2020SGXXSGZbdXTZbe_ 6.1 6

626 usolationGofGaGzovelGvumboGnacteriophageGqffectiveGmgainstUGFrontiersbinbMedicineSG2020SGcSGbc 4.9 10

625 ceSGtXXSGcXaToxzmGandGteSGtXXSGcXaToxzmGfromGφ YWadGmmeliorateGpextranG odiumG ulfateTunducedG
oolitisGinGyiceUGJournalbofbAgriculturalbandbFoodbChemistrySG2020SGbdSGZcadTZcbe 5.7 9

624 nacteriocinsfGzovelGmpplicationsGinGroodSGandGtumanGandGmnimalGtealthG2020SG_bT_b 2

623 oomparativeGgenomicGanalysesGofGxactobacillusGrhamnosusGisolatedGfromGohineseGsubjectsUGFoodb
BioscienceSG2020SGZbSGXWWbae 4.9 3

(2020-2021)
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622 sutGmicrobiomeGofGaGporcineGmodelGofGmetabolicGsyndromeGandGtrTpqrUGAmericanbJournalbofb
PhysiologybobHeartbandbCirculatorybPhysiologySG2020SGZXdSGtaeWTtbWZ 5.2 8

621 qxpansionGofGknownGss–zmGphageGgenomesfGrromGtensGtoGoverGaGthousandUGSciencebAdvancesSG2020SG
bSGeaayaedX 14.3 49

620 mntimicrobialsGforGfoodGandGfeedgGaGbacteriocinGperspectiveUGCurrentbOpinionbinbBiotechnologySG2020SG
bXSGXbWTXbc 11.4 71

619 oomparativeGsenomicsGmnalysisGofGfromGpifferentGzichesUGGenesSG2020SGXXSG 4.2 5

618 oomparativeGanalysisGofGxactobacillusGgasseriGfromGohineseGsubjectsGrevealsGaGnewGspeciesTlevelG
taxaUGBMCbGenomicsSG2020SGYXSGXXe 4.5 12

617 ‘olyphenolsGselectivelyGreverseGearlyTlifeGstressTinducedGbehaviouralSGneurochemicalGandG
microbiotaGchangesGinGtheGratUGPsychoneuroendocrinologySG2020SGXXbSGXW_bcZ 5 27

616 ‘roducesGpefensinTxikeGnacteriocinsGOmctifensinsPGwithGaGtighlyGpegenerateG tructureGandGnroadG
mntimicrobialGmctivityUGJournalbofbBacteriologySG2020SGYWYSG 3.5 13

615 oomparativeGsenomicsGofGfromGtheGsutGandGαaginaG–evealsGseneticGpiversityGandGxifestyleG
mdaptationUGGenesSG2020SGXXSG 4.2 15

614 nreastGyilkSGaG ourceGofGneneficialGyicrobesGandGmssociatedGnenefitsGforGunfantGtealthUGNutrientsSG
2020SGXYSG 6.7 94

613 oomparativeGgenomicsGandGgeneTtraitGmatchingGanalysisGofGnifidobacteriumGbreveGfromGohineseG
childrenUGFoodbBioscienceSG2020SGZbSGXWWbZX 4.9 2

612 udentificationSGcharacterizationSGandGphylogeneticGanalysisGofGeightGnewGinducibleGprophagesGinG
xactobacillusUGVirusbResearchSG2020SGYdbSGXedWWZ 6.4 3

611 yaternalGαerticalGTransmissionGmffectingGqarlyTlifeGyicrobiotaGpevelopmentUGTrendsbinbMicrobiologySG
2020SGYdSGYdT_a 12.4 57

610 oomparativeGsenomicsGmnalysisGofGfromGpifferentGzichesUGGenesSG2020SGXXSG 4.2 15

609 oharacteristicsGofGbifidobacterialGconjugatedGfattyGacidGandGhydroxyGfattyGacidGproductionGandGitsG
potentialGapplicationGinGfermentedGmilkUGLWTbobFoodbSciencebandbTechnologySG2020SGXYWSGXWde_W 5.4 5

608 zisinGvSGaGzovelGzaturalGzisinGαariantSGusG‘roducedGbyG taphylococcusGcapitisG ourcedGfromGtheG
tumanG kinGyicrobiotaUGJournalbofbBacteriologySG2020SGYWYSG 3.5 24

607 nacteriophageGendolysinsGasGaGpotentialGweaponGtoGcombatGinfectionUGGutbMicrobesSG2020SGXYSGXdXZaZZ 8.8 13

606
nifidobacteriumGlongumGsubspUGlongumGκ XWd–GfermentedGmilkGalleviatesGp  GinducedGcolitisGviaG
antiTinflammationSGmucosalGbarrierGmaintenanceGandGgutGmicrobiotaGmodulationUGJournalbofb
FunctionalbFoodsSG2020SGcZSGXW_XaZ

5.1 15

605 poseTresponseGefficacyGandGmechanismsGofGorallyGadministeredGoxmTproducingGnifidobacteriumG
breveGoorybdZGonGp  TinducedGcolitisGinGmiceUGJournalbofbFunctionalbFoodsSG2020SGcaSGXW_Y_a 5.1 7
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604 mutochthonousGfaecalGviralGtransferGOrαTPGimpactsGtheGmurineGmicrobiomeGafterGantibioticG
perturbationUGBMCbBiologySG2020SGXdSGXcZ 7.3 10

603 xactobacillusGplantarumGrelievesGdiarrheaGcausedGbyGenterotoxinTproducingGqscherichiaGcoliGthroughG
inflammationGmodulationGandGgutGmicrobiotaGregulationUGFoodbandbFunctionSG2020SGXXSGXWZbYTXWZc_ 6.1 10

602 piversityGofGsutGyicrobiotaGandGnifidobacterialGoommunityGofGohineseG ubjectsGofGpifferentGmgesG
andGfromGpifferentG–egionsUGMicroorganismsSG2020SGdSG 4.9 9

601 unvestigatingGtheGpotentialGofGfishGoilGasGaGnutraceuticalGinGanGanimalGmodelGofGearlyGlifeGstressUG
NutritionalbNeuroscienceSG2020SGXTYZ 3.6 9

600 pivergentGroleGofGabioticGfactorsGinGshapingGmicrobialGcommunityGassemblyGofGpaocaiGbrineGduringG
agingGprocessUGFoodbResearchbInternationalSG2020SGXZcSGXWeaae 7 11

599 sutGmicrobesGfromGtheGphylogeneticallyGdiverseGgenusGandGtheirGvariousGcontributionsGtoGgutGhealthUG
GutbMicrobesSG2020SGXYSGXdWYdbb 8.8 49

598 TheGpublicGhealthGrationaleGforGincreasingGdietaryGfibrefGtealthGbenefitsGwithGaGfocusGonGgutG
microbiotaUGNutritionbBulletinSG2020SG_aSGYe_TZWd 3.5 5

597
qxtensiveGbacteriocinGgeneGshufflingGinGtheG treptococcusGbovisV treptococcusGequinusGcomplexG
revealsGgallocinGpGwithGactivityGagainstGvancomycinGresistantGenterococciUGScientificbReportsSG2020SG
XWSGXZ_ZX

4.9 5

596 mGgoodGstartGinGlifeGisGimportantTperinatalGfactorsGdictateGearlyGmicrobiotaGdevelopmentGandGlongerG
termGmaturationUGFEMSbMicrobiologybReviewsSG2020SG__SGcbZTcdX 15.1 14

595 mGzewG‘hageGxysinGusolatedGfromGtheG~ralGyicrobiomeGTargetingUGPharmaceuticalsSG2020SGXZSG 5.2 6

594
qffectsGofGaGpolysaccharideTrichGextractGderivedGfromGurishTsourcedGxaminariaGdigitataGonGtheG
compositionGandGmetabolicGactivityGofGtheGhumanGgutGmicrobiotaGusingGanGinGvitroGcolonicGmodelUG
EuropeanbJournalbofbNutritionSG2020SGaeSGZWeTZYa

5.2 16

593 ‘otentialGforGenrichingGnextTgenerationGhealthTpromotingGgutGbacteriaGthroughGprebioticsGandG
otherGdietaryGcomponentsUGGutbMicrobesSG2020SGXXSGXTYW 8.8 86

592 ponâ��tG–i‘‘GuntoGtheG actipeptidesHG2020SGbaTdc

591
yetforminGandGpipeptidylG‘eptidaseT_GunhibitorGpifferentiallyGyodulateGtheGuntestinalGyicrobiotaG
andG‘lasmaGyetabolomeGofGyetabolicallyGpysfunctionalGyiceUGCanadianbJournalbofbDiabetesSG2020SG
__SGX_bTXaaUeY

2.1 19

590 mGxiveGnioTTherapeuticGforGyastitisSGoontainingGp‘oZX_cGβithGoomparableGqfficacyGtoGmntibioticG
TreatmentUGFrontiersbinbMicrobiologySG2019SGXWSGYYYW 5.7 11

589 ΦseGofGxacticGmcidGnacteriaGtoG–educeGyethaneG‘roductionGinG–uminantsSGaGoriticalG–eviewUGFrontiersb
inbMicrobiologySG2019SGXWSGYYWc 5.7 24

588  hortTchainGfattyGacidsGandGmicrobiotaGmetabolitesGattenuateGghrelinGreceptorGsignalingUGFASEBb
JournalSG2019SGZZSGXZa_bTXZaae 0.9 53

587 –etentionGofGyicrobiotaGpiversityGbyGxactoseTrreeGyilkGinGaGyouseGyodelGofGqlderlyGsutGyicrobiotaUG
JournalbofbAgriculturalbandbFoodbChemistrySG2019SGbcSGYWedTYXXY 5.7 6

(2019-2020)
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586 –oleGofGXWThydroxyTcisTXYToctadecenicGacidGinGtransformingGlinoleicGacidGintoGconjugatedGlinoleicGacidG
byGbifidobacteriaUGAppliedbMicrobiologybandbBiotechnologySG2019SGXWZSGcXaXTcXbW 5.7 9

585 ‘rebioticsGfromG eaweedsfGmnG~ceanGofG~pportunitykUGMarinebDrugsSG2019SGXcSG 6 48

584 ‘aediatricianNsGperspectiveGofGinfantGgutGmicrobiomeGresearchfGcurrentGstatusGandGchallengesUG
ArchivesbofbDiseasebinbChildhoodSG2019SGXW_SGcWXTcWa 2.2 3

583 qvaluationGofG‘hageGTherapyGinGtheGoontextGofGandGutsGmssociatedGpiseasesUGVirusesSG2019SGXXSG 6.2 26

582 ‘recisionGzutritionGandGtheGyicrobiomeSG‘artGufGourrentG tateGofGtheG cienceUGNutrientsSG2019SGXXSG 6.7 105

581 m‘oGbcdG–educesG heddingGofGtheG‘athogenGinGaGyurineGyodelUGFrontiersbinbMicrobiologySG2019SGXWSGYcZ 5.7 6

580 mdvancesGinGunfantGrormulaG cienceUGAnnualbReviewbofbFoodbSciencebandbTechnologySG2019SGXWSGcaTXWY 14.7 28

579 ‘erinatalGfactorsGaffectGtheGgutGmicrobiotaGupGtoGfourGyearsGafterGbirthUGNaturebCommunicationsSG
2019SGXWSGXaXc 17.4 114

578 xactobacillusGmucosaeGp‘oGb_YbGasGaGbileTmodifyingGandGimmunomodulatoryGmicrobeUGBMCb
MicrobiologySG2019SGXeSGZZ 4.5 14

577
mGropyGexopolysaccharideGproducingGstrainGnifidobacteriumGlongumGsubspUGlongumGκ XWd–G
alleviatesGp  TinducedGcolitisGbyGmaintenanceGofGtheGmucosalGbarrierGandGgutGmicrobiotaG
modulationUGFoodbandbFunctionSG2019SGXWSGXaeaTXbWd

6.1 47

576 poseTintervalGstudyGofGaGdualGprobioticGinGpretermGinfantsUGArchivesbofbDiseasebinbChildhood:bFetalbandb
NeonatalbEditionSG2019SGXW_SGrXaeTrXb_ 4.7 8

575 novineGmastitisGisGaGpolymicrobialGdiseaseGrequiringGaGpolydiagnosticGapproachUGInternationalbDairyb
JournalSG2019SGeeSGXW_aZe 3.5 5

574 zonTantibioticGmicrobialGsolutionsGforGbovineGmastitisGTGliveGbiotherapeuticsSGbacteriophageSGandG
phageGlysinsUGCriticalbReviewsbinbMicrobiologySG2019SG_aSGab_TadW 7.8 21

573 andGoompositionGatG peciesGxevelGandGsutGyicrobiotaGpiversityGinGunfantsGbeforeGbGβeeksUG
InternationalbJournalbofbMolecularbSciencesSG2019SGYWSG 6.3 38

572 ‘recisionGzutritionGandGtheGyicrobiomeG‘artGuufG‘otentialG~pportunitiesGandG‘athwaysGtoG
oommercialisationUGNutrientsSG2019SGXXSG 6.7 29

571 TheGtumanGsutGαiromeGusGtighlyGpiverseSG tableSGandGundividualG pecificUGCellbHostbandbMicrobeSG2019
SGYbSGaYcTa_XUea 23.4 219

570 sammaTaminobutyricGacidTproducingGlactobacilliGpositivelyGaffectGmetabolismGandGdepressiveTlikeG
behaviourGinGaGmouseGmodelGofGmetabolicGsyndromeUGScientificbReportsSG2019SGeSGXbZYZ 4.9 47

569
~rallyGmdministeredGoxmGmmelioratesGp  TunducedGoolitisGinGyiceGviaGuntestinalGnarrierG
umprovementSG~xidativeG tressG–eductionSGandGunflammatoryGoytokineGandGsutGyicrobiotaG
yodulationUGJournalbofbAgriculturalbandbFoodbChemistrySG2019SGbcSGXZYdYTXZYed

5.7 56
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568 TheGqffectGofGaGoommerciallyGmvailableGnacteriophageGandGnacteriocinGonGinGooleslawUGVirusesSG2019SG
XXSG 6.2 11

567 ohoiceGofGassemblyGsoftwareGhasGaGcriticalGimpactGonGviromeGcharacterisationUGMicrobiomeSG2019SGcSGXY 16.6 55

566 zisinGφGandGlacticinGZX_cGimproveGefficacyGofGantibioticsGagainstGclinicallyGsignificantGbacteriaUGFutureb
MicrobiologySG2019SGX_SGXacZTXadc 2.9 9

565 TheG‘rogressGofGyultiT~micsGTechnologiesfGpeterminingGrunctionGinGxacticGmcidGnacteriaGΦsingGaG
 ystemsGxevelGmpproachUGFrontiersbinbMicrobiologySG2019SGXWSGZWd_ 5.7 33

564 βholeTαiromeGmnalysisG hedsGxightGonGαiralGparkGyatterGinGunflammatoryGnowelGpiseaseUGCellbHostb
andbMicrobeSG2019SGYbSGcb_TccdUea 23.4 120

563 ‘rotectingGbactofencinGmGtoGenableGitsGantimicrobialGactivityGusingGmesoporousGmatricesUG
InternationalbJournalbofbPharmaceuticsSG2019SGaadSGeTXc 6.5 14

562 tumanGskinGmicrobiotaGisGaGrichGsourceGofGbacteriocinTproducingGstaphylococciGthatGkillGhumanG
pathogensUGFEMSbMicrobiologybEcologySG2019SGeaSG 4.3 52

561 senusTβideGmssessmentGofGmntibioticG–esistanceGinGsppUGAppliedbandbEnvironmentalbMicrobiologySG
2019SGdaSG 4.8 89

560 –opyGexopolysaccharideTproducingGnifidobacteriumGlongumGκ XWd–GasGaGstarterGcultureGforG
fermentedGmilkUGInternationalbJournalbofbFoodbSciencebandbTechnologySG2019SGa_SGY_WTY_d 3.8 4

559 zutritionalGmspectsGofG–awGyilkfGmGneneficialGorGtazardousGroodGohoiceG2019SGXYcTX_d 6

558 roodborneG‘athogensGandGφoonoticGpiseasesG2019SGYaeTYcY 5

557 zutraceuticalsGtoGpromoteGneuronalGplasticityGinGresponseGtoGcorticosteroneTinducedGstressGinG
humanGneuroblastomaGcellsUGNutritionalbNeuroscienceSG2019SGYYSGaaXTabd 3.6 13

556 rightingGbiofilmsGwithGlantibioticsGandGotherGgroupsGofGbacteriocinsUGNpjbBiofilmsbandbMicrobiomesSG
2018SG_SGe 8.2 106

555 oomparativeGgenomicsGofGopdvirusesGwithGspecialGreferenceGtoGoampylobacterGphageG
vn_ojey_losXSGisolatedGfromGaGslaughterhouseGinGurelandUGArchivesbofbVirologySG2018SGXbZSGYXZeTYXa_ 2.6 5

554 TryptophanGmetabolicGprofileGinGtermGandGpretermGbreastGmilkfGimplicationsGforGhealthUGJournalbofb
NutritionalbScienceSG2018SGcSGeXZ 2.7 18

553 TheGviabilityGofGprobioticsGinGwaterSGbreastGmilkSGandGinfantGformulaUGEuropeanbJournalbofbPediatricsSG
2018SGXccSGdbcTdcW 4.1 8

552 pevelopingGbacteriocinsGofGlacticGacidGbacteriaGintoGnextGgenerationGbiopreservativesUGCurrentb
OpinionbinbFoodbScienceSG2018SGYWSGXTb 9.8 47

551 umpactGofGbeneficialGbacteriaGsupplementationGonGtheGgutGmicrobiotaSGcolonyGdevelopmentGandG
productivityGofGmpisGmelliferaGxUGBeneficialbMicrobesSG2018SGeSGYbeTYcd 4.9 37

(2018-2019)
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550 TheGintestinalGprotistGnlastocystisGisGnotGaGcommonGmemberGofGtheGhealthyGinfantGgutGmicrobiotaGinG
aGβesternizedGcountryGOurelandPUGParasitologySG2018SGX_aSGXYc_TXYcd 2.7 5

549 TheGmicrobiologyGandGtreatmentGofGhumanGmastitisUGMedicalbMicrobiologybandbImmunologySG2018SG
YWcSGdZTe_ 4 49

548 oonjugatedGlinoleicGacidGproductionGandGprobioticGassessmentGofGxactobacillusGplantarumGisolatedG
fromG‘icoGcheeseUGLWTbobFoodbSciencebandbTechnologySG2018SGeWSG_WZT_XX 5.4 23

547 oompleteGsenomeG equenceGofG‘hageGm‘o_vyZUYGusolatedGfromGaGohickenGoecumUGGenomeb
AnnouncementsSG2018SGbSG 1

546 –eproducibleGprotocolsGforGmetagenomicGanalysisGofGhumanGfaecalGphageomesUGMicrobiomeSG2018SG
bSGbd 16.6 82

545 oharacterizationGofGproteinGhydrolysatesGfromGblueGwhitingGOyicromesistiusGpoutassouPGandGtheirG
applicationGinGbeverageGfortificationUGFoodbChemistrySG2018SGY_aSGbedTcWb 8.5 58

544 yaternalGomegaTZGfattyGacidsGregulateGoffspringGobesityGthroughGpersistentGmodulationGofGgutG
microbiotaUGMicrobiomeSG2018SGbSGea 16.6 45

543 teterologousGqxpressionGofGniopreservativeGnacteriocinsGβithGaGαiewGtoGxowGoostG‘roductionUG
FrontiersbinbMicrobiologySG2018SGeSGXba_ 5.7 25

542 –zmG‘hageGniologyGinGaGyetagenomicGqraUGVirusesSG2018SGXWSG 6.2 29

541 TheGsutGyicrobiotaGofGyarineGrishUGFrontiersbinbMicrobiologySG2018SGeSGdcZ 5.7 298

540 ~ralGpeliveryGofGzisinGinG–esistantG tarchGnasedGyatricesGmltersGtheGsutGyicrobiotaGinGyiceUGFrontiersb
inbMicrobiologySG2018SGeSGXXdb 5.7 18

539 pietaryGoonjugatedGxinoleicGmcidTqnrichedGoheesesGunfluenceGtheGxevelsGofGoirculatingGnTZGtighlyG
ΦnsaturatedGrattyGmcidsGinGtumansUGInternationalbJournalbofbMolecularbSciencesSG2018SGXeSG 6.3 18

538 ‘astureGreedingGohangesGtheGnovineG–umenGandGyilkGyetabolomeUGMetabolitesSG2018SGdSG 5.6 51

537 seneTtraitGmatchingGacrossGtheGnifidobacteriumGlongumGpanTgenomeGrevealsGconsiderableGdiversityG
inGcarbohydrateGcatabolismGamongGhumanGinfantGstrainsUGBMCbGenomicsSG2018SGXeSGZZ 4.5 47

536
nifidobacteriumGbreveGoorybdZGcouldGameliorateGp  TinducedGcolitisGinGmiceGprimarilyGviaG
conjugatedGlinoleicGacidGproductionGandGgutGmicrobiotaGmodulationUGJournalbofbFunctionalbFoodsSG
2018SG_eSGbXTcY

5.1 39

535 ‘redictionGandGqxplorationGofG‘otentialGnacteriocinGseneGolustersGβithinGtheGnacterialGsenusUG
FrontiersbinbMicrobiologySG2018SGeSGYXXb 5.7 13

534
TheGpotencyGofGtheGbroad´ spectrumGbacteriocinSGbactofencinGmSGagainstGstaphylococciGisGhighlyG
dependentGonGprimaryGstructureSGzTterminalGchargeGandGdisulphideGformationUGScientificbReportsSG
2018SGdSGXXdZZ

4.9 11

533 αiromesGofGoneGyearGoldGinfantsGrevealGtheGimpactGofGbirthGmodeGonGmicrobiomeGdiversityUGPeerJSG
2018SGbSGe_be_ 3.1 68
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532 ˛ƒormssWWXGrepresentsGtheGmostGabundantGbacteriophageGfamilyGinGtheGhumanGgutGandGinfectsG
nacteroidesGintestinalisUGNaturebCommunicationsSG2018SGeSG_cdX 17.4 159

531 pevelopmentGandGimplementationGofGmultilocusGsequenceGtypingGtoGstudyGtheGdiversityGofGtheGyeastG
wluyveromycesGmarxianusGinGutalianGcheesesUGMicrobialbGenomicsSG2018SG_SG 4.4 6

530 oomparativeGanalysisGofGraecalibacteriumGprausnitziiGgenomesGshowsGaGhighGlevelGofGgenomeG
plasticityGandGwarrantsGseparationGintoGnewGspeciesTlevelGtaxaUGBMCbGenomicsSG2018SGXeSGeZX 4.5 39

529 –eincarnationGofGnacteriocinsGrromGtheG‘angenomicGsraveyardUGFrontiersbinbMicrobiologySG2018SGeSGXYed 5.7 11

528 xongTtermGcolonisationGwithGdonorGbacteriophagesGfollowingGsuccessfulGfaecalGmicrobialG
transplantationUGMicrobiomeSG2018SGbSGYYW 16.6 73

527
peliveryGofGaGhydrophobicGdrugGintoGtheGlowerGgastrointestinalGsystemGviaGanGendogenousG
enzymeTmediatedGcarrierGmechanismfGmnGinGvitroGstudyUGEuropeanbJournalbofbPharmaceuticsbandb
BiopharmaceuticsSG2018SGXZZSGXYTXe

5.7 10

526 niologyGandGTaxonomyGofGcrmssTlikeGnacteriophagesSGtheGyostGmbundantGαirusGinGtheGtumanGsutUG
CellbHostbandbMicrobeSG2018SGY_SGbaZTbb_Ueb 23.4 119

525 usolationGandGcharacterizationGofGanGexopolysaccharideTproducingGxeuconostocGcitreumGstrainGfromG
artisanalGcheeseUGLettersbinbAppliedbMicrobiologySG2018SGbcSGacWTacd 2.9 11

524 TheGΦseGofGaGyiniTnioreactorGrermentationG ystemGasGaG–eproducibleSGtighTThroughputGnatchG
yodelGofGtheGpistalGoolonUGFrontiersbinbMicrobiologySG2018SGeSGXd__ 5.7 18

523 TheGsroupfGtistoryGandGtealthG–elatedGmpplicationsUGFrontiersbinbMicrobiologySG2018SGeSGYXWc 5.7 90

522 ‘roductionGofGTaminobutyricGacidGOsmnmPGbyGxactobacillusGotakiensisGandGotherGxactobacillusGspUG
isolatedGfromGtraditionalG‘icoGcheeseUGInternationalbJournalbofbDairybTechnologySG2018SGcXSGXWXYTXWXc 3.7 17

521 ‘hagesGMGantibioticGresistancefGareGtheGmostGabundantGentitiesGonGearthGreadyGforGaGcomebackkUG
FuturebMicrobiologySG2018SGXZSGcXXTcYb 2.9 21

520 TheGoompositionGofGtumanGyilkGandGunfantGraecalGyicrobiotaG~verGtheGrirstGThreeGyonthsGofGxifefGmG
‘ilotG tudyUGScientificbReportsSG2017SGcSG_Waec 4.9 180

519 qvolutionGofGgutGmicrobiotaGcompositionGfromGbirthGtoGY_GweeksGinGtheGuzrmzTyqTGoohortUG
MicrobiomeSG2017SGaSG_ 16.6 266

518 –evisitingGyetchnikofffGmgeTrelatedGalterationsGinGmicrobiotaTgutTbrainGaxisGinGtheGmouseUGBrainnb
BehaviornbandbImmunitySG2017SGbaSGYWTZY 16.6 114

517 nifidobacteriumGbreveGwithG˛–TlinolenicGacidGaltersGtheGcompositionSGdistributionGandGtranscriptionG
factorGactivityGassociatedGwithGmetabolismGandGabsorptionGofGfatUGScientificbReportsSG2017SGcSG_ZZWW 4.9 15

516 ΦseGofGenhancedGnisinGderivativesGinGcombinationGwithGfoodTgradeGoilsGorGcitricGacidGtoGcontrolG
oronobacterGsakazakiiGandGqscherichiaGcoliG~XacftcUGFoodbMicrobiologySG2017SGbaSGYa_TYbZ 6 45

515 slycomacropeptideG ustainsGyicrobiotaGpiversityGandG‘romotesG pecificGTaxaGinGanGmrtificialGoolonG
yodelGofGqlderlyGsutGyicrobiotaUGJournalbofbAgriculturalbandbFoodbChemistrySG2017SGbaSGXdZbTXd_b 5.7 25

(2017-2018)
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514 oontributionGofGtheGnovelGsulfurTproducingGadjunctGxactobacillusGnodensisGtoGflavorGdevelopmentGinG
soudaGcheeseUGJournalbofbDairybScienceSG2017SGXWWSG_ZYYT_ZZ_ 4 7

513
mGyultibacteriocinGoheeseG tarterG ystemSGoomprisingGzisinGandGxacticinGZX_cGinGxactococcusGlactisSG
inGoombinationGwithG‘lantaricinGfromGxactobacillusGplantarumUGAppliedbandbEnvironmentalb
MicrobiologySG2017SGdZSG

4.8 22

512 mpplicationGofGbacteriocinTproducingGqnterococcusGfaeciumGisolatedGfromGdonkeyGmilkSGinGtheG
bioTcontrolGofGxisteriaGmonocytogenesGinGfreshGwheyGcheeseUGInternationalbDairybJournalSG2017SGcZSGXTe 3.5 50

511 olostridiumGdifficileGcarriageGinGadultGcysticGfibrosisGOorPgGimplicationsGforGpatientsGwithGorGandGtheG
potentialGforGtransmissionGofGnosocomialGinfectionUGJournalbofbCysticbFibrosisSG2017SGXbSGYeXTYed 4.1 21

510 qffectGofGpastureGversusGindoorGfeedingGsystemsGonGqualityGcharacteristicsSGnutritionalGcompositionSG
andGsensoryGandGvolatileGpropertiesGofGfullTfatGoheddarGcheeseUGJournalbofbDairybScienceSG2017SGXWWSGbWaZTbWcZ4 48

509 nacteriocinGseneTTraitGmatchingGacrossGtheGcompleteGxactobacillusG‘anTgenomeUGScientificbReportsSG
2017SGcSGZ_dX 4.9 46

508 ummunomodulatoryGactivityGofGexopolysaccharideGproducingGxeuconostocGcitreumGstrainGisolatedG
fromG‘icoGcheeseUGJournalbofbFunctionalbFoodsSG2017SGZZSGYZaTY_Z 5.1 19

507 yicrobiomeGandGmetabolomeGmodifyingGeffectsGofGseveralGcardiovascularGdiseaseGinterventionsGinG
apoTqGmiceUGMicrobiomeSG2017SGaSGZW 16.6 55

506 xackGofGteterogeneityGinGnacteriocinG‘roductionGmcrossGaG electionGofGoommercialG‘robioticG
‘roductsUGProbioticsbandbAntimicrobialbProteinsSG2017SGeSG_aeT_ba 5.5 5

505
qffectsGofGtherapeuticGhypothermiaGonGtheGgutGmicrobiotaGandGmetabolomeGofGinfantsGsufferingG
hypoxicTischemicGencephalopathyGatGbirthUGInternationalbJournalbofbBiochemistrybandbCellbBiologySG
2017SGeZSGXXWTXXd

5.6 8

504 –ecombinantGuncretinT ecretingGyicrobeGumprovesGyetabolicGpysfunctionGinGtighTratGpietGredG
–odentsUGScientificbReportsSG2017SGcSGXZaYZ 4.9 12

503 zisinGinGoombinationGwithGoinnamaldehydeGandGqpTmGtoGoontrolGsrowthGofGqscherichiaGcoliG trainsG
ofG wineG~riginUGAntibioticsSG2017SGbSG 4.9 14

502 oharacterizationGandGmpplicationGofGmntilisterialGqnterocinsGonGyodelGrreshGoheeseUGJournalbofbFoodb
ProtectionSG2017SGdWSGXZWZTXZXb 2.5 18

501 ooreGfecalGmicrobiotaGofGdomesticatedGherbivorousGruminantSGhindgutGfermentersSGandGmonogastricG
animalsUGMicrobiologyOpenSG2017SGbSGeWWaWe 3.4 42

500 nacterialGconjugatedGlinoleicGacidGproductionGandGtheirGapplicationsUGProgressbinbLipidbResearchSG2017SG
bdSGYbTZb 14.3 41

499 oontrolledGfunctionalGexpressionGofGtheGbacteriocinsGpediocinG‘mTXGandGbactofencinGmGinGqscherichiaG
coliUGScientificbReportsSG2017SGcSGZWbe 4.9 25

498 mGpilotGstudyGdemonstratingGtheGalteredGgutGmicrobiotaGfunctionalityGinGstableGadultsGwithGoysticG
ribrosisUGScientificbReportsSG2017SGcSGbbda 4.9 19

497 nacteriocinsGandGbacteriophagegGaGnarrowTmindedGapproachGtoGfoodGandGgutGmicrobiologyUGFEMSb
MicrobiologybReviewsSG2017SG_XSG XYeT XaZ 15.1 47
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496 peficiencyGofGessentialGdietaryGnTZG‘ΦrmGdisruptsGtheGcaecalGmicrobiomeGandGmetabolomeGinGmiceUG
BritishbJournalbofbNutritionSG2017SGXXdSGeaeTecW 3.6 30

495 ~megaTZGpolyunsaturatedGfattyGacidsGcriticallyGregulateGbehaviourGandGgutGmicrobiotaGdevelopmentG
inGadolescenceGandGadulthoodUGBrainnbBehaviornbandbImmunitySG2017SGaeSGYXTZc 16.6 139

494 seneticGdiversitySGsafetyGandGtechnologicalGcharacterizationGofGlacticGacidGbacteriaGisolatedGfromG
artisanalG‘icoGcheeseUGFoodbMicrobiologySG2017SGbZSGXcdTXeW 6 83

493 noarfishGOoaprosGaperPfGreviewGofGaGnewGcaptureGfisheryGandGitsGvalorizationGpotentialUGICESbJournalb
ofbMarinebScienceSG2017SGc_SGYWaeTYWbd 2.7 8

492 yicrobiologyGofGκogurtGandGnioTκogurtsGoontainingG‘robioticsGandG‘rebioticsG2017SGbeTda 9

491 unsightsGintoGtheGyodeGofGmctionGofGtheG actibioticGThuricinGopUGFrontiersbinbMicrobiologySG2017SGdSGbeb 5.7 30

490 xacticGmcidGnacteriaGandGnifidobacteriaGwithG‘otentialGtoGpesignGzaturalGniofunctionalG
tealthT‘romotingGpairyGroodsUGFrontiersbinbMicrobiologySG2017SGdSGd_b 5.7 140

489 nacteriocinTmntimicrobialG ynergyfGmGyedicalGandGroodG‘erspectiveUGFrontiersbinbMicrobiologySG2017SG
dSGXYWa 5.7 101

488 yicrobialGTherapeuticsGpesignedGforGunfantGtealthUGFrontiersbinbNutritionSG2017SG_SG_d 6.2 12

487 TheGmicrobiotaTgutTbrainGaxisGasGaGkeyGregulatorGofGneuralGfunctionGandGtheGstressGresponsefG
umplicationsGforGhumanGandGanimalGhealthUGJournalbofbAnimalbScienceSG2017SGeaSGZYYa 0.7 34

486 mnGantiTlisterialGxactococcusGlactisGstrainGisolatedGfromGmzoreanG‘icoGcheeseGproducesGlacticinG_dXUG
InternationalbDairybJournalSG2016SGbZSGXdTYd 3.5 23

485  tressG‘hysiologyGofGxacticGmcidGnacteriaUGMicrobiologybandbMolecularbBiologybReviewsSG2016SGdWSGdZcTeW 13.2 276

484 TransferringGtheGbluesfGpepressionTassociatedGgutGmicrobiotaGinducesGneurobehaviouralGchangesGinG
theGratUGJournalbofbPsychiatricbResearchSG2016SGdYSGXWeTXd 5.2 736

483 ‘hageGtherapyGtargetingGqscherichiaGcoliTaGstoryGwithGnoGendkUGFEMSbMicrobiologybLettersSG2016SGZbZSG 2.9 27

482 ’ualityGcharacteristicsSGchemicalGcompositionSGandGsensoryGpropertiesGofGbutterGfromGcowsGonG
pastureGversusGindoorGfeedingGsystemsUGJournalbofbDairybScienceSG2016SGeeSGe__XTe_bW 4 57

481 unfluenceGofGsmnmGandGsmnmTproducingGxactobacillusGbrevisGp‘oGbXWdGonGtheGdevelopmentGofG
diabetesGinGaGstreptozotocinGratGmodelUGBeneficialbMicrobesSG2016SGcSG_WeTYW 4.9 37

480 TheGgutGmicrobiomeGasGaGvirtualGendocrineGorganGwithGimplicationsGforGfarmGandGdomesticGanimalG
endocrinologyUGDomesticbAnimalbEndocrinologySG2016SGabG upplSG __Taa 2.3 19

479 qffectGofGroomGtemperatureGtransportGvialsGonGpzmGqualityGandGphylogeneticGcompositionGofGfaecalG
microbiotaGofGelderlyGadultsGandGinfantsUGMicrobiomeSG2016SG_SGXe 16.6 44

(2016-2017)
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478
TheGefficacyGofGthuricinGopSGtigecyclineSGvancomycinSGteicoplaninSGrifampicinGandGnitazoxanideSG
independentlyGandGinGpairedGcombinationsGagainstGolostridiumGdifficileGbiofilmsGandGplanktonicGcellsUG
GutbPathogensSG2016SGdSGYW

5.4 21

477 sutGmicrobiotaSGobesityGandGdiabetesUGPostgraduatebMedicalbJournalSG2016SGeYSGYdbTZWW 2 225

476
nosomGnuddiesfGTheG ymbioticG–elationshipGnetweenGunfantsGandGnifidobacteriumGlongumGsspUG
longumGandGsspUGinfantisUGseneticGandG‘robioticGreaturesUGAnnualbReviewbofbFoodbSciencebandb
TechnologySG2016SGcSGXTYX

14.7 24

475  ourcesGandGnioactiveG‘ropertiesGofGoonjugatedGpietaryGrattyGmcidsUGLipidsSG2016SGaXSGZccTec 1.6 42

474 neneficialGyicrobesfGTheGpharmacyGinGtheGgutUGBioengineeredSG2016SGcSGXXTYW 5.7 51

473 ThreeGzewGqscherichiaGcoliG‘hagesGfromGtheGtumanGsutG howG‘romisingG‘otentialGforG‘hageG
TherapyUGPLoSbONESG2016SGXXSGeWXabccZ 3.7 35

472 qarlyGsutGyicrobiotaG‘erturbationsGrollowingGuntrapartumGmntibioticG‘rophylaxisGtoG‘reventGsroupG
nG treptococcalGpiseaseUGPLoSbONESG2016SGXXSGeWXacaYc 3.7 63

471 oharacterizationGofGaGnacteriophageTperivedGyureinG‘eptidaseGforGqliminationGofG
mntibioticT–esistantG taphylococcusGaureusUGCurrentbProteinbandbPeptidebScienceSG2016SGXcSGXdZTeW 2.8 16

470 rormicinGTGaGnovelGbroadTspectrumGtwoTcomponentGlantibioticGproducedGbyGnacillusG
paralicheniformisGm‘oGXacbUGMicrobiologybjUnitedbKingdomkSG2016SGXbYSGXbbYTXbcX 2.9 20

469 nacteriophageGendolysinsGandGtheirGapplicationsUGSciencebProgressSG2016SGeeSGXdZTXee 1.1 14

468 nacteriocinsfGzovelG olutionsGtoGmgeG~ldG poreT–elatedG‘roblemskUGFrontiersbinbMicrobiologySG2016SG
cSG_bX 5.7 71

467 unGαitroGmctivitiesGofGzisinGandGzisinGperivativesGmloneGandGunGoombinationGwithGmntibioticsGagainstG
 taphylococcusGniofilmsUGFrontiersbinbMicrobiologySG2016SGcSGaWd 5.7 65

466 sutGnifidobacteriaG‘opulationsGinGtumanGtealthGandGmgingUGFrontiersbinbMicrobiologySG2016SGcSGXYW_ 5.7 261

465  ynergisticGzisinT‘olymyxinGoombinationsGforGtheGoontrolGofGniofilmGrormationUGFrontiersbinb
MicrobiologySG2016SGcSGXcXZ 5.7 48

464 m‘oXaXG trainGusG uitableGforGtheGyanufactureGofGzaturallyGsmnmTqnrichedGnioactiveGκogurtUG
FrontiersbinbMicrobiologySG2016SGcSGXdcb 5.7 44

463 mGnioengineeredGzisinGperivativeSGyYXmSGinGoombinationGwithGroodGsradeGmdditivesGqradicatesG
niofilmsGofUGFrontiersbinbMicrobiologySG2016SGcSGXeZe 5.7 30

462 xookingGneyondGtheGTerrestrialfGTheG‘otentialGofG eaweedGperivedGnioactivesGtoGTreatG
zonToommunicableGpiseasesUGMarinebDrugsSG2016SGX_SG 6 77

461 nifidobacteriallyGproducedSGoXdfZGandGoXdf_GconjugatedGfattyGacidsGexhibitGinGvitroGantiTcarcinogenicG
andGantiTmicrobialGactivityUGEuropeanbJournalbofbLipidbSciencebandbTechnologySG2016SGXXdSGXc_ZTXcad 3 6
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460 mcquisitionGofGtheGyeastGwluyveromycesGmarxianusGfromGunpasteurisedGmilkGbyGaGkefirGgrainG
enhancesGkefirGqualityUGFEMSbMicrobiologybLettersSG2016SGZbZSG 2.9 9

459 unTvitroGfermentationGofGwholeGseaweedGandGaGpolysaccharideTrichGextractGderivedGfromGtheGedibleG
redGseaweedG‘almariaGpalmateUGProceedingsbofbthebNutritionbSocietySG2016SGcaSG 2.9 3

458 andGtheG‘inkGpiscolorationGpefectGinGoheeseUGMSystemsSG2016SGXSG 7.6 55

457
mnGassessmentGofGtheGtechnoTfunctionalGandGsensoryGpropertiesGofGyoghurtGfortifiedGwithGaGlipidG
extractGfromGtheGmicroalgaG‘avlovaGlutheriUGInnovativebFoodbSciencebandbEmergingbTechnologiesSG
2016SGZcSGYZcTY_b

6.8 31

456 TheGbacteriocinGbactofencinGmGsubtlyGmodulatesGgutGmicrobialGpopulationsUGAnaerobeSG2016SG_WSG_XTe 2.8 20

455 yicrobiomeGinGbrainGfunctionGandGmentalGhealthUGTrendsbinbFoodbSciencebandbTechnologySG2016SGacSGYdeTZWX15.3 29

454 qffectGofGpastureGversusGindoorGfeedingGsystemsGonGrawGmilkGcompositionGandGqualityGoverGanGentireG
lactationUGJournalbofbDairybScienceSG2016SGeeSGe_Y_Te__W 4 89

453 ‘reparationGofGaGstandardisedGfaecalGslurryGforGexTvivoGmicrobiotaGstudiesGwhichGreducesG
interTindividualGdonorGbiasUGJournalbofbMicrobiologicalbMethodsSG2016SGXYeSGXWeTXXb 2.8 16

452  patialGvariationGofGtheGcolonicGmicrobiotaGinGpatientsGwithGulcerativeGcolitisGandGcontrolGvolunteersUG
GutSG2015SGb_SGXaaZTbX 19.2 154

451 mGbioengineeredGnisinGderivativeGtoGcontrolGbiofilmsGofG taphylococcusGpseudintermediusUGPLoSbONE
SG2015SGXWSGeWXXebd_ 3.7 56

450 senerationGofGtheGantimicrobialGpeptideGcaseicinGmGfromGcaseinGbyGhydrolysisGwithGthermolysinG
enzymesUGInternationalbDairybJournalSG2015SG_eSGXTc 3.5 15

449 oarbohydrateGcatabolicGdiversityGofGbifidobacteriaGandGlactobacilliGofGhumanGoriginUGInternationalb
JournalbofbFoodbMicrobiologySG2015SGYWZSGXWeTYX 5.8 53

448 –eviewGofGtheGrolesGofGconjugatedGlinoleicGacidGinGhealthGandGdiseaseUGJournalbofbFunctionalbFoodsSG
2015SGXaSGZX_TZYa 5.1 137

447 TheGneonatalGgutGharboursGdistinctGbifidobacterialGstrainsUGArchivesbofbDiseasebinbChildhood:bFetalbandb
NeonatalbEditionSG2015SGXWWSGr_WaTXW 4.7 23

446 xactobacillusGruminisGstrainsGclusterGaccordingGtoGtheirGmammalianGgutGsourceUGBMCbMicrobiologySG
2015SGXaSGdW 4.5 22

445 xantibioticGresistanceUGMicrobiologybandbMolecularbBiologybReviewsSG2015SGceSGXcXTeX 13.2 95

444 senomeG equenceGofGtheGteteropolysaccharideT‘roducingG trainGxactobacillusGmucosaeGp‘oGb_YbUG
GenomebAnnouncementsSG2015SGZSG 9

443 zisinGtGusGaGzewGzisinGαariantG‘roducedGbyGtheGsutTperivedG trainG treptococcusGhyointestinalisG
p‘ob_d_UGAppliedbandbEnvironmentalbMicrobiologySG2015SGdXSGZeaZTbW 4.8 46

(2015-2016)
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442 –educedTfatGoheddarGandG wissTtypeGcheesesGharboringGexopolysaccharideTproducingGprobioticG
xactobacillusGmucosaeGp‘oGb_YbUGJournalbofbDairybScienceSG2015SGedSGdaZXT__ 4 12

441 qxpandingGtheGbiotechnologyGpotentialGofGlactobacilliGthroughGcomparativeGgenomicsGofGYXZGstrainsG
andGassociatedGgeneraUGNaturebCommunicationsSG2015SGbSGdZYY 17.4 300

440 umpactGofGqnvironmentalGractorsGonGnacteriocinG‘romoterGmctivityGinGsutTperivedGxactobacillusG
salivariusUGAppliedbandbEnvironmentalbMicrobiologySG2015SGdXSGcdaXTe 4.8 18

439
oharacterisationGofGtheGantibacterialGpropertiesGofGaGbacterialGderivedGpeptidoglycanGhydrolaseG
Oxysos_PSGactiveGagainstGoUGsakazakiiGandGotherGsramTnegativeGfoodTrelatedGpathogensUGInternationalb
JournalbofbFoodbMicrobiologySG2015SGYXaSGceTda

5.8 6

438 ΦseGofGxactobacillusGmucosaeGp‘oGb_YbSGanGexopolysaccharideTproducingGstrainSGpositivelyG
influencesGtheGtechnoTfunctionalGpropertiesGofGyoghurtUGInternationalbDairybJournalSG2015SG_WSGZZTZd 3.5 41

437  ugarTcoatedfGexopolysaccharideGproducingGlacticGacidGbacteriaGforGfoodGandGhumanGhealthG
applicationsUGFoodbandbFunctionSG2015SGbSGbceTeZ 6.1 133

436 senomeGanalysisGofGoronobacterGphageGvn_osa‘_ sXGrevealsGanGendolysinGwithGpotentialGforG
biocontrolGofGsramTnegativeGbacterialGpathogensUGJournalbofbGeneralbVirologySG2015SGebSG_bZT_cc 4.9 17

435
 treptozotocinTinducedGtypeTXTdiabetesGdiseaseGonsetGinG pragueTpawleyGratsGisGassociatedGwithGanG
alteredGintestinalGmicrobiotaGcompositionGandGdecreasedGdiversityUGMicrobiologybjUnitedbKingdomkSG
2015SGXbXSGXdYTXeZ

2.9 52

434 ‘olymorphismsGinGstressGresponseGgenesGinGxactobacillusGplantarumfGimplicationsGforGclassificationG
andGheatGstressGresponseUGAnnalsbofbMicrobiologySG2015SGbaSGYecTZWa 3.2 0

433 runctionalGfoodGaddressingGheartGhealthfGdoGweGhaveGtoGtargetGtheGgutGmicrobiotakUGCurrentbOpinionb
inbClinicalbNutritionbandbMetabolicbCareSG2015SGXdSGabbTcX 3.8 21

432 TheGmntiTunflammatoryGqffectGofGmlgaeTperivedGxipidGqxtractsGonGxipopolysaccharideG
Ox‘ PT timulatedGtumanGTt‘TXGyacrophagesUGMarinebDrugsSG2015SGXZSGa_WYTY_ 6 99

431 zovelGapproachesGtoGimproveGtheGintrinsicGmicrobiologicalGsafetyGofGpowderedGinfantGmilkGformulaUG
NutrientsSG2015SGcSGXYXcT__ 6.7 49

430 nioengineeringGxantibioticsGforGTherapeuticG uccessUGFrontiersbinbMicrobiologySG2015SGbSGXZbZ 5.7 87

429 TheG‘revalenceGandGoontrolGofGnacillusGandG–elatedG poreTrormingGnacteriaGinGtheGpairyGundustryUG
FrontiersbinbMicrobiologySG2015SGbSGX_Xd 5.7 134

428 TheGgutGmicrobiotaGcompositionGinGdichorionicGtripletGsetsGsuggestsGaGroleGforGhostGgeneticGfactorsUG
PLoSbONESG2015SGXWSGeWXYYabX 3.7 27

427 usolationGofGaGzovelG‘hageGwithGmctivityGagainstG treptococcusGmutansGniofilmsUGPLoSbONESG2015SGXWSGeWXZdbaX3.7 46

426 nioengineeringGofGtheGmodelGlantibioticGnisinUGBioengineeredSG2015SGbSGXdcTeY 5.7 66

425 TheGcompositionGofGtheGgutGmicrobiotaGthroughoutGlifeSGwithGanGemphasisGonGearlyGlifeUGMicrobialb
EcologybinbHealthbandbDiseaseSG2015SGYbSGYbWaW 505
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424 pietaryGtransTXWSGcisTXYTconjugatedGlinoleicGacidGaltersGfattyGacidGmetabolismGandGmicrobiotaG
compositionGinGmiceUGBritishbJournalbofbNutritionSG2015SGXXZSGcYdTZd 3.6 69

423 zeonatalG ulfhemoglobinemiaGandGtemolyticGmnemiaGmssociatedGβithGuntestinalGyorganellaG
morganiiUGPediatricsSG2015SGXZbSGeXb_XTa 7.4 15

422 unGsilicoGidentificationGofGbacteriocinGgeneGclustersGinGtheGgastrointestinalGtractSGbasedGonGtheGtumanG
yicrobiomeG‘rojectNsGreferenceGgenomeGdatabaseUGBMCbMicrobiologySG2015SGXaSGXdZ 4.5 77

421
qfficaciesGofGnisinGmGandGnisinGαGsemipurifiedGpreparationsGaloneGandGinGcombinationGwithGplantG
essentialGoilsGforGcontrollingGxisteriaGmonocytogenesUGAppliedbandbEnvironmentalbMicrobiologySG2015SG
dXSGYcbYTe

4.8 35

420 TheGimmunologicalGconsequencesGofGpasteurisationfGoomparisonGofGtheGresponseGofGhumanG
intestinallyTderivedGcellsGtoGrawGversusGpasteurisedGmilkUGInternationalbDairybJournalSG2015SG_WSGbcTcY 3.5 5

419 pietaryGglycaemicGloadGassociatedGwithGcognitiveGperformanceGinGelderlyGsubjectsUGEuropeanbJournalb
ofbNutritionSG2015SGa_SGaacTbd 5.2 18

418 mntimicrobialGantagonistsGagainstGfoodGpathogensfGaGbacteriocinGperspectiveUGCurrentbOpinionbinb
FoodbScienceSG2015SGYSGaXTac 9.8 55

417 mnaerobicGsporeformersGandGtheirGsignificanceGwithGrespectGtoGmilkGandGdairyGproductsUG
InternationalbJournalbofbFoodbMicrobiologySG2015SGXecSGccTdc 5.8 79

416 unfluenceGofGcarbonGandGnitrogenGsourceGonGproductionGofGvolatileGfragranceGandGflavourG
metabolitesGbyGtheGyeastGwluyveromycesGmarxianusUGYeastSG2015SGZYSGbcTcb 3.4 39

415 TheGeffectsGofGfreezingGonGfaecalGmicrobiotaGasGdeterminedGusingGyi eqGsequencingGandG
cultureTbasedGinvestigationsUGPLoSbONESG2015SGXWSGeWXXeZaa 3.7 180

414 TheGsactibioticGsubclassGofGbacteriocinsfGanGupdateUGCurrentbProteinbandbPeptidebScienceSG2015SGXbSGa_eTad 2.8 35

413 qxploitingGgutGbacteriophagesGforGhumanGhealthUGTrendsbinbMicrobiologySG2014SGYYSGZeeT_Wa 12.4 122

412 mGdegenerateG‘o–TbasedGstrategyGasGaGmeansGofGidentifyingGhomologuesGofGaminoglycosideGandG
˛†TlactamGresistanceGgenesGinGtheGgutGmicrobiotaUGBMCbMicrobiologySG2014SGX_SGYa 4.5 13

411 qffectsGofGgeneticSGprocessingSGorGproductGformulationGchangesGonGefficacyGandGsafetyGofGprobioticsUG
AnnalsbofbthebNewbYorkbAcademybofbSciencesSG2014SGXZWeSGXTXd 6.5 57

410 ‘hageGtherapyGinGtheGfoodGindustryUGAnnualbReviewbofbFoodbSciencebandbTechnologySG2014SGaSGZYcT_e 14.7 186

409 sutGmicrobiotaGmodulationGandGimplicationsGforGhostGhealthfGpietaryGstrategiesGtoGinfluenceGtheG
gutâ��brainGaxisUGInnovativebFoodbSciencebandbEmergingbTechnologiesSG2014SGYYSGYZeTY_c 6.8 37

408  equenceTbasedGanalysisGofGtheGbacterialGandGfungalGcompositionsGofGmultipleGkombuchaGOteaG
fungusPGsamplesUGFoodbMicrobiologySG2014SGZdSGXcXTd 6 190

407 runctionalGpropertiesGofGxactobacillusGplantarumGstrainsfGmGmultivariateGscreeningGstudyUGLWTbobFoodb
SciencebandbTechnologySG2014SGabSGbeTcb 5.4 44

(2014-2015)
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406 nioavailabilityGofGtheGantiTclostridialGbacteriocinGthuricinGopGinGgastrointestinalGtractUGMicrobiologyb
jUnitedbKingdomkSG2014SGXbWSG_ZeT__a 2.9 27

405 untestinalGmicrobiotaSGdietGandGhealthUGBritishbJournalbofbNutritionSG2014SGXXXSGZdcT_WY 3.6 275

404 qxopolysaccharideTproducingGprobioticGxactobacilliGreduceGserumGcholesterolGandGmodifyGentericG
microbiotaGinGmpoqTdeficientGmiceUGJournalbofbNutritionSG2014SGX__SGXeabTbY 4.1 60

403 nacterialGneuroactiveGcompoundsGproducedGbyGpsychobioticsUGAdvancesbinbExperimentalbMedicineb
andbBiologySG2014SGdXcSGYYXTZe 3.6 189

402
TranscriptionGofGtwoGadjacentGcarbohydrateGutilizationGgeneGclustersGinGnifidobacteriumGbreveG
ΦooYWWZGisGcontrolledGbyGxacuTGandGrepressorGopenGreadingGframeGkinaseGO–~wPTtypeGregulatorsUG
AppliedbandbEnvironmentalbMicrobiologySG2014SGdWSGZbW_TX_

4.8 25

401 sutGmicrobiotaSGtheGpharmabioticsGtheyGproduceGandGhostGhealthUGProceedingsbofbthebNutritionb
SocietySG2014SGcZSG_ccTde 2.9 91

400 –oleGofGtheGgutGinGmodulatingGlipoproteinGmetabolismUGCurrentbCardiologybReportsSG2014SGXbSGaXa 4.2 12

399 unvestigationGofGtheGmntimicrobialGmctivityGofGnacillusGlicheniformisG trainsGusolatedGfromG–etailG
‘owderedGunfantGyilkGrormulaeUGProbioticsbandbAntimicrobialbProteinsSG2014SGbSGZYT_W 5.5 10

398 roodGandGnutrientGintakeGofGurishGcommunityTdwellingGelderlyGsubjectsfGwhoGisGatGnutritionalGriskkUG
JournalbofbNutritionnbHealthbandbAgingSG2014SGXdSGabXTcY 5.2 47

397 mtypicalGxisteriaGinnocuaGstrainsGpossessGanGintactGxu‘uTZUGBMCbMicrobiologySG2014SGX_SGad 4.5 31

396 oharacterizationGofGplantTderivedGlactococciGonGtheGbasisGofGtheirGvolatileGcompoundsGprofileGwhenG
grownGinGmilkUGInternationalbJournalbofbFoodbMicrobiologySG2014SGXcYSGacTbX 5.8 31

395 qxerciseGandGassociatedGdietaryGextremesGimpactGonGgutGmicrobialGdiversityUGGutSG2014SGbZSGXeXZTYW 19.2 652

394  ynthesisGofGconjugatedGlinoleicGacidGbyGtheGlinoleateGisomeraseGcomplexGinGfoodTderivedG
lactobacilliUGJournalbofbAppliedbMicrobiologySG2014SGXXcSG_ZWTe 4.7 49

393 rermentedGbeveragesGwithGhealthTpromotingGpotentialfG‘astGandGfutureGperspectivesUGTrendsbinb
FoodbSciencebandbTechnologySG2014SGZdSGXXZTXY_ 15.3 227

392 udentificationGofGaminoglycosideGandG˛†TlactamGresistanceGgenesGfromGwithinGanGinfantGgutGfunctionalG
metagenomicGlibraryUGPLoSbONESG2014SGeSGeXWdWXb 3.7 41

391 ‘hagesGofGnonTdairyGlactococcifGisolationGandGcharacterizationGofG˛ƒx_cSGaGphageGinfectingGtheGgrassG
isolateGxactococcusGlactisGsspUGcremorisGp‘obdbWUGFrontiersbinbMicrobiologySG2014SG_SG_Xc 5.7 8

390 TheGpotentialGforGemergingGtherapeuticGoptionsGforGolostridiumGdifficileGinfectionUGGutbMicrobesSG
2014SGaSGbebTcXW 8.8 29

389 oompositionalGdynamicsGofGtheGhumanGintestinalGmicrobiotaGwithGagingfGimplicationsGforGhealthUG
JournalbofbNutritionnbHealthbandbAgingSG2014SGXdSGccZTdb 5.2 52
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388 teterologousGexpressionGofGthuricinGopGimmunityGgenesGinGxisteriaGmonocytogenesUGAntimicrobialb
AgentsbandbChemotherapySG2014SGadSGZ_YXTd 5.9 2

387 TheGhumanGintestinalGmicrobiomeGatGextremeGagesGofGlifeUGpietaryGinterventionGasGaGwayGtoG
counteractGalterationsUGFrontiersbinbGeneticsSG2014SGaSG_Wb 4.5 96

386 oompleteGsenomeG equenceGofGvn_qcoy_XXYSGaGTTqvenTTypeGnacteriophageG pecificGforG
qscherichia´ coliG~XacftcUGGenomebAnnouncementsSG2014SGYSG 2

385
oharacterizationGofGaGbovineGisolateGxactobacillusGmucosae´ p‘oGb_YbGwhichGproducesGanG
exopolysaccharideGcomposedGpredominantlyGofGmannoseGresiduesUGJournalbofbAppliedbMicrobiologySG
2014SGXXcSGaWeTXc

4.7 37

384 yolecularGyethodsGinGroodG afetyGyicrobiologyfGunterpretationGandGumplicationsGofGzucleicGmcidG
petectionUGComprehensivebReviewsbinbFoodbSciencebandbFoodbSafetySG2014SGXZSGaaXTacc 16.4 51

383 ‘roteinGqualityGandGtheGproteinGtoGcarbohydrateGratioGwithinGaGhighGfatGdietGinfluencesGenergyG
balanceGandGtheGgutGmicrobiotaGinGoacnxVbvGmiceUGPLoSbONESG2014SGeSGeddeW_ 3.7 57

382 umpactGofGdietaryGfattyGacidsGonGmetabolicGactivityGandGhostGintestinalGmicrobiotaGcompositionGinG
oacnxVbvGmiceUGBritishbJournalbofbNutritionSG2014SGXXXSGXeWaTXc 3.6 115

381 unGvivoGactivityGofGnisinGmGandGnisinGαGagainstGxisteriaGmonocytogenesGinGmiceUGBMCbMicrobiologySG
2013SGXZSGYZ 4.5 44

380 oatabolicGflexibilityGofGmammalianTassociatedGlactobacilliUGMicrobialbCellbFactoriesSG2013SGXYSG_d 6.4 15

379 qffectsGofGtheGuntestinalGyicrobiotaGonGnehaviorGandGnrainGniochemistryUGWorldbReviewbofbNutritionb
andbDieteticsSG2013SGabTbZ 0.2

378  equenceTbasedGanalysisGofGtheGmicrobialGcompositionGofGwaterGkefirGfromGmultipleGsourcesUGFEMSb
MicrobiologybLettersSG2013SGZ_dSGceTda 2.9 50

377 TheGcoreGfaecalGbacterialGmicrobiomeGofGurishGThoroughbredGracehorsesUGLettersbinbAppliedb
MicrobiologySG2013SGacSG_eYTaWX 2.9 62

376 TheG˛–TamylaseGandG˛–TglucosidaseGinhibitoryGeffectsGofGurishGseaweedGextractsUGFoodbChemistrySG2013SG
X_XSGYXcWTb 8.5 248

375 yetabolismGofGfourG˛–TglycosidicGlinkageTcontainingGoligosaccharidesGbyGnifidobacteriumGbreveG
ΦooYWWZUGAppliedbandbEnvironmentalbMicrobiologySG2013SGceSGbYdWTeY 4.8 42

374 TheGtwoGpeptideGlantibioticGlacticinGZX_cGactsGsynergisticallyGwithGpolymyxinGtoGinhibitGsramG
negativeGbacteriaUGBMCbMicrobiologySG2013SGXZSGYXY 4.5 46

373 tighGconjugatedGlinoleicGacidGenrichedGgheeGOclarifiedGbutterPGincreasesGtheGantioxidantGandG
antiatherogenicGpotencyGinGfemaleGβistarGratsUGLipidsbinbHealthbandbDiseaseSG2013SGXYSGXYX 4.4 45

372 yetabolicG yndromeGandG~besityGinGmdultsUGWorldbReviewbofbNutritionbandbDieteticsSG2013SGXWZTXYX 0.2

371  aturationGmutagenesisGofGselectedGresiduesGofGtheG˛–TpeptideGofGtheGlantibioticGlacticinGZX_cGyieldsG
aGderivativeGwithGenhancedGantimicrobialGactivityUGMicrobialbBiotechnologySG2013SGbSGab_Tca 6.3 18

(2013-2014)
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370 qffectsGofGfeedingGntGy~zdXWGmaizeGtoGsowsGduringGfirstGgestationGandGlactationGonGmaternalGandG
offspringGhealthGindicatorsUGBritishbJournalbofbNutritionSG2013SGXWeSGdcZTdX 3.6 12

369 nacteriocinsGTGaGviableGalternativeGtoGantibioticskUGNaturebReviewsbMicrobiologySG2013SGXXSGeaTXWa 22.2 944

368 pivergentGmetabolicGoutcomesGarisingGfromGtargetedGmanipulationGofGtheGgutGmicrobiotaGinG
dietTinducedGobesityUGGutSG2013SGbYSGYYWTb 19.2 201

367
oomparativeGanalysisGofGproteolyticGenzymesGneedGforGprocessingGofGantihypertensiveGpeptidesG
betweenGxactobacillusGhelveticusGoy_GandGp‘o_acXUGJournalbofbBiosciencebandbBioengineeringSG2013
SGXXaSGY_bTaY

3.3 12

366 TheGmicrobialGcontentGofGrawGandGpasteurizedGcowGmilkGasGdeterminedGbyGmolecularGapproachesUG
JournalbofbDairybScienceSG2013SGebSG_eYdTZc 4 108

365  trategiesGtoGimproveGtheGbacteriocinGprotectionGprovidedGbyGlacticGacidGbacteriaUGCurrentbOpinionbinb
BiotechnologySG2013SGY_SGXZWT_ 11.4 45

364 usolationGandGcharacterizationGofGbacteriocinTproducingGbacteriaGfromGtheGintestinalGmicrobiotaGofG
elderlyGurishGsubjectsUGJournalbofbAppliedbMicrobiologySG2013SGXX_SGddbTed 4.7 34

363 sutGsolutionsGtoGaGgutGproblemfGbacteriocinsSGprobioticsGandGbacteriophageGforGcontrolGofG
olostridiumGdifficileGinfectionUGJournalbofbMedicalbMicrobiologySG2013SGbYSGXZbeTXZcd 3.2 51

362 TheGcomplexGmicrobiotaGofGrawGmilkUGFEMSbMicrobiologybReviewsSG2013SGZcSGbb_Ted 15.1 421

361 usolationGandGcharacterisationGofGsixGnovelGmycobacteriophagesGandGinvestigationGofGtheirG
antimicrobialGpotentialGinGmilkUGInternationalbDairybJournalSG2013SGYdSGdTX_ 3.5 20

360 mlterationsGinGintestinalGmicrobiotaGofGelderlyGurishGsubjectsGpostTantibioticGtherapyUGJournalbofb
AntimicrobialbChemotherapySG2013SGbdSGYX_TYX 5.1 60

359 nactofencinGmSGaGnewGtypeGofGcationicGbacteriocinGwithGunusualGimmunityUGMBioSG2013SG_SGeWW_edTXZ 7.8 39

358 ohallengesGandGimplicationsGforGbiomedicalGresearchGandGinterventionGstudiesGinGolderGpopulationsfG
insightsGfromGtheGqxpq–yqTGstudyUGGerontologySG2013SGaeSGXX_TYX 5.5 17

357 TheGindividualTspecificGandGdiverseGnatureGofGtheGpretermGinfantGmicrobiotaUGArchivesbofbDiseasebinb
Childhood:bFetalbandbNeonatalbEditionSG2013SGedSGrZZ_T_W 4.7 83

356 mntimicrobialsfG trategiesGforGtargetingGobesityGandGmetabolicGhealthkUGGutbMicrobesSG2013SG_SG_dTaZ 8.8 22

355 untensiveGmutagenesisGofGtheGnisinGhingeGleadsGtoGtheGrationalGdesignGofGenhancedGderivativesUGPLoSb
ONESG2013SGdSGeceabZ 3.7 50

354  aturationGmutagenesisGofGlysineGXYGleadsGtoGtheGidentificationGofGderivativesGofGnisinGmGwithG
enhancedGantimicrobialGactivityUGPLoSbONESG2013SGdSGeadaZW 3.7 41

353 yicrobialGcompositionGofGhumanGappendicesGfromGpatientsGfollowingGappendectomyUGMBioSG2013SG_SG 7.8 82
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352
mnalysisGofGantiTolostridiumGdifficileGactivityGofGthuricinGopSGvancomycinSGmetronidazoleSGramoplaninSG
andGactagardineSGbothGsinglyGandGinGpairedGcombinationsUGAntimicrobialbAgentsbandbChemotherapySG
2013SGacSGYddYTb

5.9 31

351 nacteriophageTperivedG‘eptidaseGotm‘OwPGqliminatesGandG‘reventsG taphylococcalGniofilmsUG
InternationalbJournalbofbMicrobiologySG2013SGYWXZSGbYaZ_X 3.6 63

350 yicrobiotaGdiversityGandGstabilityGofGtheGpretermGneonatalGileumGandGcolonGofGtwoGinfantsUG
MicrobiologyOpenSG2013SGYSGYXaTYa 3.4 31

349 udentificationGandGcharacterizationGofGanGoleateGhydrataseTencodingGgeneGfromGnifidobacteriumG
breveUGBioengineeredSG2013SG_SGZXZTYX 5.7 37

348 ‘revalenceGandGcharacterizationGofGolostridiumGperfringensGfromGtheGfaecalGmicrobiotaGofGelderlyG
urishGsubjectsUGJournalbofbMedicalbMicrobiologySG2013SGbYSG_acT_bb 3.2 30

347
 equenceTbasedGanalysisGofGtheGintestinalGyicrobiotaGofGsowsGandGtheirGoffspringGfedGgeneticallyG
modifiedGmaizeGexpressingGaGtruncatedGformGofGnacillusGthuringiensisGoryXmbGproteinGOntGyaizePUG
AppliedbandbEnvironmentalbMicrobiologySG2013SGceSGccZaT__

4.8 13

346 yoversGandGshakersfGinfluenceGofGbacteriophagesGinGshapingGtheGmammalianGgutGmicrobiotaUGGutb
MicrobesSG2013SG_SG_TXb 8.8 158

345 praftGsenomeG equenceGofGxactobacillusGcrispatusGqyTxoXSGanGusolateGwithGmntimicrobialGmctivityG
oulturedGfromGanGqlderlyG ubjectUGGenomebAnnouncementsSG2013SGXSG 2

344 TransgenerationalGeffectsGofGfeedingGgeneticallyGmodifiedGmaizeGtoGnulliparousGsowsGandGoffspringG
onGoffspringGgrowthGandGhealthUGJournalbofbAnimalbScienceSG2013SGeXSGZXdTZW 0.7 20

343 TargetingGtheGmicrobiotaGtoGaddressGdietTinducedGobesityfGaGtimeGdependentGchallengeUGPLoSbONESG
2013SGdSGebaceW 3.7 103

342 TheGeffectGofGdietaryGsupplementationGwithGspentGciderGyeastGonGtheG wineGdistalGgutGmicrobiomeUG
PLoSbONESG2013SGdSGecacX_ 3.7 30

341 unGsilicoGassignedGresistanceGgenesGconferGnifidobacteriumGwithGpartialGresistanceGtoG
aminoglycosidesGbutGnotGtoG˛†TlactamsUGPLoSbONESG2013SGdSGedYbaZ 3.7 15

340 ‘roTinflammatoryGflagellinGproteinsGofGprevalentGmotileGcommensalGbacteriaGareGvariablyGabundantG
inGtheGintestinalGmicrobiomeGofGelderlyGhumansUGPLoSbONESG2013SGdSGebdeXe 3.7 30

339  equencingTbasedGanalysisGofGtheGbacterialGandGfungalGcompositionGofGkefirGgrainsGandGmilksGfromG
multipleGsourcesUGPLoSbONESG2013SGdSGebeZcX 3.7 129

338 mGcomparisonGofGmethodsGusedGtoGextractGbacterialGpzmGfromGrawGmilkGandGrawGmilkGcheeseUGJournalb
ofbAppliedbMicrobiologySG2012SGXXZSGebTXWa 4.7 75

337 ˛‡TmminobutyricGacidGproductionGbyGculturableGbacteriaGfromGtheGhumanGintestineUGJournalbofbAppliedb
MicrobiologySG2012SGXXZSG_XXTc 4.7 614

336 nioengineeredGnisinGderivativesGwithGenhancedGactivityGinGcomplexGmatricesUGMicrobialbBiotechnology
SG2012SGaSGaWXTd 6.3 45

335
zovelGconjugativeGplasmidsGfromGtheGnaturalGisolateGxactococcusGlactisGsubspeciesGcremorisG
p‘oZcadfGaGrepositoryGofGgenesGforGtheGpotentialGimprovementGofGdairyGstartersUGJournalbofbDairyb
ScienceSG2012SGeaSGZaeZTbWd

4 14
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334 tealthGimplicationsGofGhighGdietaryGomegaTbGpolyunsaturatedGrattyGacidsUGJournalbofbNutritionbandb
MetabolismSG2012SGYWXYSGaZe_Yb 2.7 472

333 NnacNGtoGtheGfuturefGbioengineeringGlantibioticsGforGdesignerGpurposesUGBiochemicalbSocietyb
TransactionsSG2012SG_WSGX_eYTc 5.1 20

332
oontrastingGeffectsGofGnifidobacteriumGbreveGzouynGcWYYadGandGnifidobacteriumGbreveGp‘oGbZZWG
onGtheGcompositionGofGmurineGbrainGfattyGacidsGandGgutGmicrobiotaUGAmericanbJournalbofbClinicalb
NutritionSG2012SGeaSGXYcdTdc

7 94

331
tighTthroughputGsequencingGrevealsGtheGincompleteSGshortTtermGrecoveryGofGinfantGgutGmicrobiotaG
followingGparenteralGantibioticGtreatmentGwithGampicillinGandGgentamicinUGAntimicrobialbAgentsbandb
ChemotherapySG2012SGabSGadXXTYW

5.9 326

330 ‘robioticsGinGtransitionUGClinicalbGastroenterologybandbHepatologySG2012SGXWSGXYYWT_ 6.9 25

329 ‘reventionGofG taphylococcusGaureusGbiofilmGformationGandGreductionGinGestablishedGbiofilmGdensityG
usingGaGcombinationGofGphageGwGandGmodifiedGderivativesUGLettersbinbAppliedbMicrobiologySG2012SGa_SGYdbTeX2.9 89

328 ‘roductionGofGtheGantimicrobialGpeptidesGoaseicinGmGandGnGbyGnacillusGisolatesGgrowingGonGsodiumG
caseinateUGLettersbinbAppliedbMicrobiologySG2012SGaaSGX_XTd 2.9 12

327  urvivalGofGentrappedGxactobacillusGrhamnosusGssGinGwheyGproteinGmicroTbeadsGduringGsimulatedGexG
vivoGgastroTintestinalGtransitUGInternationalbDairybJournalSG2012SGYYSGZXT_Z 3.5 67

326 senomeGsequenceGofGtheGphageGcl‘XSGwhichGinfectsGtheGbeerGspoilageGbacteriumG‘ediococcusG
damnosusUGGeneSG2012SGaW_SGaZTbZ 3.8 14

325
oharacterizationGofGtheGbovineGinnateGimmuneGresponseGinGmilkGsomaticGcellsGfollowingG
intramammaryGinfectionGwithG treptococcusGdysgalactiaeGsubspeciesGdysgalactiaeUGJournalbofbDairyb
ScienceSG2012SGeaSGacYWTe

4 13

324 nioengineeredGnisinGmGderivativesGwithGenhancedGactivityGagainstGbothGsramGpositiveGandGsramG
negativeGpathogensUGPLoSbONESG2012SGcSGe_bdd_ 3.7 135

323 mpplicationGofGwheyGproteinGmicroTbeadGcoatingsGforGenhancedGstrengthGandGprobioticGprotectionG
duringGfruitGjuiceGstorageGandGgastricGincubationUGJournalbofbMicroencapsulationSG2012SGYeSGcXZTYd 3.4 32

322 qffectsGofGfeedingGntGy~zdXWGmaizeGtoGpigsGforGXXWGdaysGonGperipheralGimmuneGresponseGandG
digestiveGfateGofGtheGcryXmbGgeneGandGtruncatedGntGtoxinUGPLoSbONESG2012SGcSGeZbX_X 3.7 29

321 qffectsGofGfeedingGntGmaizeGtoGsowsGduringGgestationGandGlactationGonGmaternalGandGoffspringG
immunityGandGfateGofGtransgenicGmaterialUGPLoSbONESG2012SGcSGe_cdaX 3.7 22

320 qffectGofGxactobacillusGsalivariusGbacteriocinGmbpXXdGonGtheGmouseGandGpigGintestinalGmicrobiotaUG
PLoSbONESG2012SGcSGeZXXXZ 3.7 101

319 oharacterizationGofGproTinflammatoryGflagellinGproteinsGproducedGbyGxactobacillusGruminisGandG
relatedGmotileGxactobacilliUGPLoSbONESG2012SGcSGe_WaeY 3.7 43

318 nifidobacteriumGbreveGwithG˛–TlinolenicGacidGandGlinoleicGacidGaltersGfattyGacidGmetabolismGinGtheG
maternalGseparationGmodelGofGirritableGbowelGsyndromeUGPLoSbONESG2012SGcSGe_dXae 3.7 24

317 sutGmicrobiotaGcompositionGcorrelatesGwithGdietGandGhealthGinGtheGelderlyUGNatureSG2012SG_ddSGXcdTd_ 50.4 1987
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316 olostridiumGdifficileGcarriageGinGelderlyGsubjectsGandGassociatedGchangesGinGtheGintestinalGmicrobiotaUG
JournalbofbClinicalbMicrobiologySG2012SGaWSGdbcTca 9.7 156

315 nacteriocinGproductionfGaGprobioticGtraitkUGAppliedbandbEnvironmentalbMicrobiologySG2012SGcdSGXTb 4.8 383

314 oomparisonGofGtheGprincipalGproteinsGinGbovineSGcaprineSGbuffaloSGequineGandGcamelGmilkUGJournalbofb
DairybResearchSG2012SGceSGXdaTeX 1.6 90

313 TheGproductionGofGconjugatedG˛–TlinolenicSG˛‡TlinolenicGandGstearidonicGacidsGbyGstrainsGofG
bifidobacteriaGandGpropionibacteriaUGLipidsSG2012SG_cSGZXZTYc 1.6 64

312 oomparisonGofGtheG‘otencyGofGtheGxipidGuuGTargetingGmntimicrobialsGzisinSGxacticinGZX_cGandG
αancomycinGmgainstGsramT‘ositiveGnacteriaUGProbioticsbandbAntimicrobialbProteinsSG2012SG_SGXWdTXa 5.5 17

311
‘roductionGofGbioactiveGsubstancesGbyGintestinalGbacteriaGasGaGbasisGforGexplainingGprobioticG
mechanismsfGbacteriocinsGandGconjugatedGlinoleicGacidUGInternationalbJournalbofbFoodbMicrobiologySG
2012SGXaYSGXdeTYWa

5.8 188

310 qfficacyGofGorganicGacidsSGbacteriocinsSGandGtheGlactoperoxidaseGsystemGinGinhibitingGtheGgrowthGofG
oronobacterGsppUGinGrehydratedGinfantGformulaUGJournalbofbFoodbProtectionSG2012SGcaSGXcZ_T_Y 2.5 17

309 oronobacterGsppUGinGpowderedGinfantGformulaUGJournalbofbFoodbProtectionSG2012SGcaSGbWcTYW 2.5 60

308
mssessingGtheGcontributionsGofGtheGxia GhistidineGkinaseGtoGtheGinnateGresistanceGofGxisteriaG
monocytogenesGtoGnisinSGcephalosporinsSGandGdisinfectantsUGAppliedbandbEnvironmentalbMicrobiologySG
2012SGcdSGYeYZTe

4.8 49

307 nacteriophagesGˇ�y–YeeTYGandGˇ�ztT_GcanGeliminateG‘seudomonasGaeruginosaGinGtheGmurineGlungG
andGonGcysticGfibrosisGlungGairwayGcellsUGMBioSG2012SGZSGeWWWYeTXY 7.8 162

306 qxtensiveGmanipulationGofGcaseicinsGmGandGnGhighlightsGtheGtoleranceGofGtheseGantimicrobialG
peptidesGtoGchangeUGAppliedbandbEnvironmentalbMicrobiologySG2012SGcdSGYZaZTd 4.8 4

305 TheGspirqsGlocusGinG treptococcusGinfantariusGsubspUGinfantariusGnmmTXWYGconfersGprotectionG
againstGnisinGΦUGAntimicrobialbAgentsbandbChemotherapySG2012SGabSGacZTd 5.9 7

304 unsightsGintoGxantibioticGummunityG‘rovidedGbyGnioengineeringGofGxtnuUGAntimicrobialbAgentsbandb
ChemotherapySG2012SGabSGaXYYTZZ 5.9 6

303 tomologuesGandGbioengineeredGderivativesGofGxtnvGvaryGinGabilityGtoGformGpTalanineGinGtheG
lantibioticGlacticinGZX_cUGJournalbofbBacteriologySG2012SGXe_SGcWdTX_ 3.5 18

302
tighTthroughputGsequenceTbasedGanalysisGofGtheGintestinalGmicrobiotaGofGweanlingGpigsGfedG
geneticallyGmodifiedGy~zdXWGmaizeGexpressingGnacillusGthuringiensisGoryXmbGOntGmaizePGforGZXG
daysUGAppliedbandbEnvironmentalbMicrobiologySG2012SGcdSG_YXcTY_

4.8 38

301 oompositionGofGtheGearlyGintestinalGmicrobiotafGknowledgeSGknowledgeGgapsGandGtheGuseGofG
highTthroughputGsequencingGtoGaddressGtheseGgapsUGGutbMicrobesSG2012SGZSGYWZTYW 8.8 159

300 xacticinGZX_cTTbiosynthesisSGmolecularGanalysisSGimmunitySGbioengineeringGandGapplicationsUGCurrentb
ProteinbandbPeptidebScienceSG2012SGXZSGXeZTYW_ 2.8 41

299 qffectsGofGshortTtermGfeedingGofGntGy~zdXWGmaizeGonGgrowthGperformanceSGorganGmorphologyGandG
functionGinGpigsUGBritishbJournalbofbNutritionSG2012SGXWcSGZb_TcX 3.6 38
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298  ubspeciesGdiversityGinGbacteriocinGproductionGbyGintestinalGxactobacillusGsalivariusGstrainsUGGutb
MicrobesSG2012SGZSG_bdTcZ 8.8 8

297 TheGgutGmicrobiotaGandGitsGrelationshipGtoGdietGandGobesityfGnewGinsightsUGGutbMicrobesSG2012SGZSGXdbTYWY 8.8 277

296 tighTthroughputGsequencingGforGdetectionGofGsubpopulationsGofGbacteriaGnotGpreviouslyGassociatedG
withGartisanalGcheesesUGAppliedbandbEnvironmentalbMicrobiologySG2012SGcdSGacXcTYZ 4.8 191

295 ‘roteomicGstudyGofGproteolysisGduringGripeningGofGoheddarGcheeseGmadeGfromGmilkGoverGaGlactationG
cycleUGJournalbofbDairybResearchSG2012SGceSGXcbTd_ 1.6 15

294 oarriageGofGolostridiumGdifficileGinGoutpatientsGwithGirritableGbowelGsyndromeUGJournalbofbMedicalb
MicrobiologySG2012SGbXSGXYeWTXYe_ 3.2 14

293 TheGxantibioticGxacticinGZX_cG‘reventsG ystemicG preadGofG taphylococcusGaureusGinGaGyurineG
unfectionGyodelUGInternationalbJournalbofbMicrobiologySG2012SGYWXYSGdWbYZW 3.6 30

292 qffectGofGfeedingGgeneticallyGmodifiedGntGy~zdXWGmaizeGtoG~_WTdayToldGpigsGforGXXWGdaysGonG
growthGandGhealthGindicatorsUGAnimalSG2012SGbSGXbWeTXe 3.1 25

291 TheGeffectGofGfeedingGntGy~zdXWGmaizeGtoGpigsGforGXXWGdaysGonGintestinalGmicrobiotaUGPLoSbONESG
2012SGcSGeZZbbd 3.7 27

290 nioactiveGpeptidesGfromGmuscleGsourcesfGmeatGandGfishUGNutrientsSG2011SGZSGcbaTeX 6.7 311

289 ohapterGXWfoultureGyediaGforGtheGpetectionGandGqnumerationGofGnifidobacteriaGinGroodG‘roductionG
2011SGXeeTYYc

288 yarineGbioactivesGasGfunctionalGfoodGingredientsfGpotentialGtoGreduceGtheGincidenceGofGchronicG
diseasesUGMarinebDrugsSG2011SGeSGXWabTXWW 6 438

287 zewGdevelopmentsGandGapplicationsGofGbacteriocinsGandGpeptidesGinGfoodsUGAnnualbReviewbofbFoodb
SciencebandbTechnologySG2011SGYSGYeeTZYe 14.7 91

286 olassificationGofGnacteriocinsGfromGsramT‘ositiveGnacteriaG2011SGYeTaZ 57

285 umprovingGtheG tressGToleranceGofG‘robioticGoulturesfG–ecentGTrendsGandGrutureGpirectionsG2011SGZeaT_Zd 11

284  treptolysinG TlikeGvirulenceGfactorsfGtheGcontinuingGsagmUGNaturebReviewsbMicrobiologySG2011SGeSGbcWTdX 22.2 98

283 yilkGintelligencefGyiningGmilkGforGbioactiveGsubstancesGassociatedGwithGhumanGhealthUGInternationalb
DairybJournalSG2011SGYXSGZccT_WX 3.5 170

282 xactobacillusGparacaseiGzrnoGZZdGproducingGrecombinantGbetaTglucanGpositivelyGinfluencesGtheG
functionalGpropertiesGofGyoghurtUGInternationalbDairybJournalSG2011SGYXSGabXTabc 3.5 26

281 mGnewGphageGonGtheGâ��yozzarellaâ��GblockfGnacteriophageGaWeZGsharesGaGlowGlevelGofGhomologyGwithG
otherG treptococcusGthermophilusGphagesUGInternationalbDairybJournalSG2011SGYXSGebZTebe 3.5 37
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280 rateGofGtransgenicGpzmGfromGorallyGadministeredGntGy~zdXWGmaizeGandGeffectsGonGimmuneG
responseGandGgrowthGinGpigsUGPLoSbONESG2011SGbSGeYcXcc 3.7 56

279 senomeGminingGforGradicalG myGproteinGdeterminantsGrevealsGmultipleGsactibioticTlikeGgeneG
clustersUGPLoSbONESG2011SGbSGeYWdaY 3.7 63

278
usolationGandGoharacterizationGofGnacteriophagesGThatGunhibitG trainsGofG‘ediococcusGpamnosusSG
xactobacillusGnrevisSGandGxactobacillusGparaplantarumGThatGoauseGneerG poilageUGJournalbofbtheb
AmericanbSocietybofbBrewingbChemistsSG2011SGbeSGdTXY

1.9 6

277 –ealTtimeGmonitoringGofGluciferaseTtaggedGoronobacterGsakazakiiGinGreconstitutedGinfantGmilkG
formulaUGJournalbofbFoodbProtectionSG2011SGc_SGacZTe 2.5 11

276 TheGimpactGofGnisinGonGsensitiveGandGresistantGmutantsGofGxisteriaGmonocytogenesGinGcottageG
cheeseUGJournalbofbAppliedbMicrobiologySG2011SGXXWSGXaWeTX_ 4.7 13

275
oorrelationGofGr–zmGgeneGampliconGpyrosequencingGandGbacterialGcultureGforGmicrobialG
compositionalGanalysisGofGfaecalGsamplesGfromGelderlyGurishGsubjectsUGJournalbofbAppliedbMicrobiologySG
2011SGXXXSG_bcTcZ

4.7 19

274 oharacterizationGofGtheGstaphylococcalGbacteriophageGlysinGotm‘OwPUGJournalbofbAppliedbMicrobiology
SG2011SGXXXSGXWYaTZa 4.7 37

273 umpactGofGtheGbroadTspectrumGantimicrobialGpeptideSGlacticinGZX_cSGonG treptococcusGmutansG
growingGinGaGbiofilmGandGinGhumanGsalivaUGJournalbofbAppliedbMicrobiologySG2011SGXXXSGXaXaTYZ 4.7 20

272 tighTthroughputGsequenceTbasedGanalysisGofGtheGbacterialGcompositionGofGkefirGandGanGassociatedG
kefirGgrainUGFEMSbMicrobiologybLettersSG2011SGZYWSGabTbY 2.9 97

271 rateGandGefficacyGofGlacticinGZX_cTproducingGxactococcusGlactisGinGtheGmammalianGgastrointestinalG
tractUGFEMSbMicrobiologybEcologySG2011SGcbSGbWYTX_ 4.3 39

270 nioengineeringGofGaGzisinGmTproducingGxactococcusGlactisGtoGcreateGisogenicGstrainsGproducingGtheG
naturalGvariantsGzisinGrSG’GandGφUGMicrobialbBiotechnologySG2011SG_SGZcaTdY 6.3 59

269 mGstudyGofGtheGprevalenceGofGmethicillinTresistantG taphylococcusGaureusGinGpigsGandGinGpersonnelG
involvedGinGtheGpigGindustryGinGurelandUGVeterinarybJournalSG2011SGXeWSGYaaTYae 2.5 13

268 pevelopmentGandGcharacterisationGofGwheyGproteinGmicroTbeadsGasGpotentialGmatricesGforGprobioticG
protectionUGFoodbHydrocolloidsSG2011SGYaSGXbW_TXbXc 10.6 144

267 mssessmentGofGqscherichiaGcoliG~XacftcTspecificGbacteriophagesGeXXVYGandGe_VXcGinGmodelGbrothG
andGhideGenvironmentsUGInternationalbJournalbofbFoodbMicrobiologySG2011SGX_cSGXddTe_ 5.8 47

266 yetabolicGactivitiesGandGprobioticGpotentialGofGbifidobacteriaUGInternationalbJournalbofbFoodb
MicrobiologySG2011SGX_eSGddTXWa 5.8 166

265 –ecommendationsGforGtheGviabilityGassessmentGofGprobioticsGasGconcentratedGculturesGandGinGfoodG
matricesUGInternationalbJournalbofbFoodbMicrobiologySG2011SGX_eSGXdaTeZ 5.8 207

264 yolecularGapproachesGtoGanalysingGtheGmicrobialGcompositionGofGrawGmilkGandGrawGmilkGcheeseUG
InternationalbJournalbofbFoodbMicrobiologySG2011SGXaWSGdXTe_ 5.8 170

263 rurtherGudentificationGofGzovelGxantibioticG~peronsGΦsingGxanyTnasedGsenomeGyiningUGProbioticsb
andbAntimicrobialbProteinsSG2011SGZSGYcT_W 5.5 6
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262 TheGhealthGpromotingGpropertiesGofGtheGconjugatedGisomersGofG˛–TlinolenicGacidUGLipidsSG2011SG_bSGXWaTXe 1.6 118

261
oarbohydrateGcatabolicGflexibilityGinGtheGmammalianGintestinalGcommensalGxactobacillusGruminisG
revealedGbyGfermentationGstudiesGalignedGtoGgenomeGannotationsUGMicrobialbCellbFactoriesSG2011SGXWG
 upplGXSG XY

6.4 35

260 senomeGsequencesGandGcomparativeGgenomicsGofGtwoGxactobacillusGruminisGstrainsGfromGtheGbovineG
andGhumanGintestinalGtractsUGMicrobialbCellbFactoriesSG2011SGXWG upplGXSG XZ 6.4 41

259 qnhancingGtheGstressGresponsesGofGprobioticsGforGaGlifestyleGfromGgutGtoGproductGandGbackGagainUG
MicrobialbCellbFactoriesSG2011SGXWG upplGXSG Xe 6.4 95

258 unhibitoryGactivityGofGxactobacillusGplantarumGxysG‘TYbZadGagainstGxisteriaGinnocuaGwhenGusedGasGanG
adjunctGstarterGinGtheGmanufactureGofGcheeseUGMicrobialbCellbFactoriesSG2011SGXWG upplGXSG c 6.4 51

257 yyosinTcrossTreactiveGantigenGOyo–mPGproteinGfromGnifidobacteriumGbreveGisGaGrmpTdependentG
fattyGacidGhydrataseGwhichGhasGaGfunctionGinGstressGprotectionUGBMCbBiochemistrySG2011SGXYSGe 4.8 62

256 TheGZpGstructureGofGthuricinGopSGaGtwoTcomponentGbacteriocinGwithGcysteineGsulfurGtoG˛–TcarbonG
crossTlinksUGJournalbofbthebAmericanbChemicalbSocietySG2011SGXZZSGcbdWTZ 16.4 47

255 nacteriophagesGasGbiocontrolGagentsGofGfoodGpathogensUGCurrentbOpinionbinbBiotechnologySG2011SGYYSGXacTbZ11.4 141

254 ‘roductionGofGmultipleGbacteriocinsGfromGaGsingleGlocusGbyGgastrointestinalGstrainsGofGxactobacillusG
salivariusUGJournalbofbBacteriologySG2011SGXeZSGbecZTdY 3.5 47

253 senomeGsequenceGofGnifidobacteriumGbreveGp‘oGbZZWSGaGstrainGisolatedGfromGtheGhumanGintestineUG
JournalbofbBacteriologySG2011SGXeZSGbceeTdWW 3.5 5

252 –ealTtimeG‘o–GassayGtoGdifferentiateGxisteriolysinG TpositiveGandGTnegativeGstrainsGofGxisteriaG
monocytogenesUGAppliedbandbEnvironmentalbMicrobiologySG2011SGccSGXbZTcX 4.8 54

251 npzrGexpressionGinGtheGhippocampusGofGmaternallyGseparatedGratsfGdoesGnifidobacteriumGbreveG
bZZWGalterGnpzrGlevelskUGBeneficialbMicrobesSG2011SGYSGXeeTYWc 4.9 58

250
seneticGresponseGtoGbacteriophageGinfectionGinGxactococcusGlactisGrevealsGaGfourTstrandGapproachG
involvingGinductionGofGmembraneGstressGproteinsSGpTalanylationGofGtheGcellGwallSGmaintenanceGofG
protonGmotiveGforceSGandGenergyGconservationUGJournalbofbVirologySG2011SGdaSGXYWZYT_Y

6.6 47

249 –ecombinantGlactobacilliGexpressingGlinoleicGacidGisomeraseGcanGmodulateGtheGfattyGacidG
compositionGofGhostGadiposeGtissueGinGmiceUGMicrobiologybjUnitedbKingdomkSG2011SGXacSGbWeTbXa 2.9 43

248 ‘arenteralGantibioticsGreduceGbifidobacteriaGcolonizationGandGdiversityGinGneonatesUGInternationalb
JournalbofbMicrobiologySG2011SGYWXXSG 3.6 34

247 ‘lasmidsGofGrawGmilkGcheeseGisolateGxactococcusGlactisGsubspUGlactisGbiovarGdiacetylactisGp‘oZeWXG
suggestGaGplantTbasedGoriginGforGtheGstrainUGAppliedbandbEnvironmentalbMicrobiologySG2011SGccSGb_aXTbY 4.8 16

246 mlteringGtheGcompositionGofGcaseicinsGmGandGnGasGaGmeansGofGdeterminingGtheGcontributionGofG
specificGresiduesGtoGantimicrobialGactivityUGAppliedbandbEnvironmentalbMicrobiologySG2011SGccSGY_ebTaWX 4.8 16

245
qffectGofGbroadTGandGnarrowTspectrumGantimicrobialsGonGolostridiumGdifficileGandGmicrobialGdiversityG
inGaGmodelGofGtheGdistalGcolonUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaSG2011SGXWdG upplGXSG_bZeT__

11.5 260
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244 oompositionSGvariabilitySGandGtemporalGstabilityGofGtheGintestinalGmicrobiotaGofGtheGelderlyUG
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2011SGXWdG upplGXSG_adbTeX11.5 1105

243 rlaggingGflorafGhelpGfromGbacteriocinskUGNatureSG2011SG_ccSGXbY 50.4 6

242 yodificationGofGtheGtechnicalGpropertiesGofGxactobacillusGjohnsoniiGzooGaZZGbyGsupplementingGtheG
growthGmediumGwithGunsaturatedGfattyGacidsUGAppliedbandbEnvironmentalbMicrobiologySG2011SGccSGbddeTed4.8 49

241 pevelopmentGofGaGbroadThostTrangeGphageGcocktailGforGbiocontrolUGBioengineeredbBugsSG2011SGYSGZXTc 40

240 tostGspecificGdiversityGinGxactobacillusGjohnsoniiGasGevidencedGbyGaGmajorGchromosomalGinversionG
andGphageGresistanceGmechanismsUGPLoSbONESG2011SGbSGeXdc_W 3.7 22

239 oloningGandGexpressionGofGaGmureinolyticGenzymeGfromGtheGmycobacteriophageGTy_UGFEMSb
MicrobiologybLettersSG2010SGZXXSGXYbTZY 2.9 14

238 TheGdawningGofGaGNsoldenGeraNGinGlantibioticGbioengineeringUGMolecularbMicrobiologySG2010SGcdSGXWccTdc 4.1 63

237 o–u ‘–GanalysisGofGbacteriophageTinsensitiveGmutantsGOnuysPGofGindustrialG treptococcusG
thermophilusTTimplicationsGforGstarterGdesignUGJournalbofbAppliedbMicrobiologySG2010SGXWdSGe_aTeaa 4.7 56

236 –econstitutionGconditionsGforGdriedGprobioticGpowdersGrepresentGaGcriticalGstepGinGdeterminingGcellG
viabilityUGJournalbofbAppliedbMicrobiologySG2010SGXWdSGXZbeTce 4.7 31

235 rattyGacidsGfromGfishfGtheGantiTinflammatoryGpotentialGofGlongTchainGomegaTZGfattyGacidsUGNutritionb
ReviewsSG2010SGbdSGYdWTe 6.4 736

234 orucialGroleGforGinsertionGsequenceGelementsGinGxactobacillusGhelveticusGevolutionGasGrevealedGbyG
interstrainGgenomicGcomparisonUGAppliedbandbEnvironmentalbMicrobiologySG2010SGcbSGYXYTYW 4.8 13

233 –ecombinantGbacteriophageGlysinsGasGantibacterialsUGBioengineeredbBugsSG2010SGXSGeTXb 143

232 ‘roductionGofGtheGnsaGlantibioticGbyGcommunityTacquiredG taphylococcusGaureusGstrainsUGJournalbofb
BacteriologySG2010SGXeYSGXXZXT_Y 3.5 54

231  ynthesisGofGtrypsinTresistantGvariantsGofGtheGxisteriaTactiveGbacteriocinGsalivaricinG‘UGAppliedbandb
EnvironmentalbMicrobiologySG2010SGcbSGaZabTbY 4.8 27

230 TelmGcontributesGtoGtheGinnateGresistanceGofGxisteriaGmonocytogenesGtoGnisinGandGotherGcellG
wallTactingGantibioticsUGAntimicrobialbAgentsbandbChemotherapySG2010SGa_SG_badTbZ 5.9 44

229 TheGmnoGtransporterGmnrmnGcontributesGtoGtheGinnateGresistanceGofGxisteriaGmonocytogenesGtoGnisinSG
bacitracinSGandGvariousGbetaTlactamGantibioticsUGAntimicrobialbAgentsbandbChemotherapySG2010SGa_SG__XbTYZ5.9 107

228 mssociationGofGbetaTglucanGendogenousGproductionGwithGincreasedGstressGtoleranceGofGintestinalG
lactobacilliUGAppliedbandbEnvironmentalbMicrobiologySG2010SGcbSGaWWTc 4.8 105

227
ThuricinGopSGaGposttranslationallyGmodifiedGbacteriocinGwithGaGnarrowGspectrumGofGactivityGagainstG
olostridiumGdifficileUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmerica
SG2010SGXWcSGeZaYTc

11.5 352
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226 slutamateGdecarboxylaseTmediatedGnisinGresistanceGinGxisteriaGmonocytogenesUGAppliedbandb
EnvironmentalbMicrobiologySG2010SGcbSGba_XTb 4.8 40

225 qfficacyGofGaGteatGdipGcontainingGtheGbacteriocinGlacticinGZX_cGtoGeliminateGsramTpositiveGpathogensG
associatedGwithGbovineGmastitisUGJournalbofbDairybResearchSG2010SGccSGYZXTd 1.6 42

224 seneGencodedGantimicrobialGpeptidesSGaGtemplateGforGtheGdesignGofGnovelGantiTmycobacterialGdrugsUG
BioengineeredbBugsSG2010SGXSG_WdTXY 35

223 yarkedGelevationsGinGproTinflammatoryGpolyunsaturatedGfattyGacidGmetabolitesGinGfemalesGwithG
irritableGbowelGsyndromeUGJournalbofbLipidbResearchSG2010SGaXSGXXdbTeY 6.3 41

222 unGvivoGandGexGvivoGevaluationsGofGbacteriophagesGeXXVYGandGe_VXcGforGuseGinGtheGcontrolGofG
qscherichiaGcoliG~XacftcUGAppliedbandbEnvironmentalbMicrobiologySG2010SGcbSGcYXWTb 4.8 56

221 oomparisonGofGtheGactivitiesGofGtheGlantibioticsGnisinGandGlacticinGZX_cGagainstGclinicallyGsignificantG
mycobacteriaUGInternationalbJournalbofbAntimicrobialbAgentsSG2010SGZbSGXZYTb 14.3 66

220 TheGtruncatedGphageGlysinGotm‘OkPGeliminatesG taphylococcusGaureusGinGtheGnaresGofGmiceUG
BioengineeredbBugsSG2010SGXSG_W_Tc 65

219 oompositionGandGenergyGharvestingGcapacityGofGtheGgutGmicrobiotafGrelationshipGtoGdietSGobesityGandG
timeGinGmouseGmodelsUGGutSG2010SGaeSGXbZaT_Y 19.2 625

218 qfficacyGofGwheyGproteinGgelGnetworksGasGpotentialGviabilityTenhancingGscaffoldsGforGcellG
immobilizationGofGxactobacillusGrhamnosusGssUGJournalbofbMicrobiologicalbMethodsSG2010SGdWSGYZXT_X 2.8 48

217
ΦseGofGviabilityGstainingGinGcombinationGwithGflowGcytometryGforGrapidGviabilityGassessmentGofG
xactobacillusGrhamnosusGssGinGcomplexGproteinGmatricesUGJournalbofbMicrobiologicalbMethodsSG2010SG
dYSGZWXTXW

2.8 36

216  pecificGmetaboliteGproductionGbyGgutGmicrobiotaGasGaGbasisGforGprobioticGfunctionUGInternationalb
DairybJournalSG2010SGYWSGYbeTYcb 3.5 42

215 ‘roteinsGandGproteolysisGinGpreTtermGandGtermGhumanGmilkGandGpossibleGimplicationsGforGinfantG
formulaeUGInternationalbDairybJournalSG2010SGYWSGcXaTcYZ 3.5 45

214 unGsilicoGanalysisGofGmrdmoreSGaGnovelGmycobacteriophageGisolatedGfromGsoilUGGeneSG2010SG_aZSGeTYZ 3.8 21

213 senomeGanalysisGofGtheGolostridiumGdifficileGphageG‘hiopbZabSGaGtemperateGphageGofGtheG
 iphoviridaeGfamilyUGGeneSG2010SG_bYSGZ_T_Z 3.8 41

212 unvitedGreviewfGxactobacillusGhelveticusTTaGthermophilicGdairyGstarterGrelatedGtoGgutGbacteriaUGJournalb
ofbDairybScienceSG2010SGeZSG__ZaTa_ 4 78

211 ‘hageGandGtheirGlysinsGasGbiocontrolGagentsGforGfoodGsafetyGapplicationsUGAnnualbReviewbofbFoodb
SciencebandbTechnologySG2010SGXSG__eTbd 14.7 82

210
oomparisonGofGtwoGnextTgenerationGsequencingGtechnologiesGforGresolvingGhighlyGcomplexG
microbiotaGcompositionGusingGtandemGvariableGXb Gr–zmGgeneGregionsUGNucleicbAcidsbResearchSG2010
SGZdSGeYWW

20.1 605

209 sutGhealthfGpredictiveGbiomarkersGforGpreventiveGmedicineGandGdevelopmentGofGfunctionalGfoodsUG
BritishbJournalbofbNutritionSG2010SGXWZSGXaZeT__ 3.6 26

Reynolds Paul Ross

28



208 zutrientGregulationGofGenteroendocrineGcellularGactivityGlinkedGtoGcholecystokininGgeneGexpressionG
andGsecretionUGJournalbofbPhysiologybandbBiochemistrySG2010SGbbSGdaTeY 5 9

207 umpactGofGadministeredGbifidobacteriumGonGmurineGhostGfattyGacidGcompositionUGLipidsSG2010SG_aSG_YeTZb 1.6 49

206 msymptomaticGcarriageGofGolostridiumGdifficileGinGanGurishGcontinuingGcareGinstitutionGforGtheGelderlyfG
prevalenceGandGcharacteristicsUGIrishbJournalbofbMedicalbScienceSG2010SGXceSGY_aTaW 1.9 32

205 unGsilicoGanalysisGhighlightsGtheGfrequencyGandGdiversityGofGtypeGXGlantibioticGgeneGclustersGinGgenomeG
sequencedGbacteriaUGBMCbGenomicsSG2010SGXXSGbce 4.5 56

204 ‘rolongedGfaecalGexcretionGfollowingGaGsingleGdoseGofGprobioticGinGlowGbirthGweightGinfantsUGActab
PaediatricanbInternationalbJournalbofbPaediatricsSG2010SGeeSGXadcTd 3.1 9

203 yanipulationGofGchargedGresiduesGwithinGtheGtwoTpeptideGlantibioticGlacticinGZX_cUGMicrobialb
BiotechnologySG2010SGZSGYYYTZ_ 6.3 19

202  tudiesGwithGbioengineeredGzisinGpeptidesGhighlightGtheGbroadTspectrumGpotencyGofGzisinGαUG
MicrobialbBiotechnologySG2010SGZSG_cZTdb 6.3 79

201 pevelopmentGofGpotentiallyGsynbioticGfreshTcutGappleGslicesUGJournalbofbFunctionalbFoodsSG2010SGYSGY_aTYa_5.1 43

200 qffectGofGbioengineeringGlacticinGZX_cGlanthionineGbridgesGonGspecificGactivityGandGresistanceGtoGheatG
andGproteasesUGChemistrybandbBiologySG2010SGXcSGXXaXTbW 29

199 ‘rogrammingGinfantGgutGmicrobiotafGinfluenceGofGdietaryGandGenvironmentalGfactorsUGCurrentb
OpinionbinbBiotechnologySG2010SGYXSGX_eTab 11.4 220

198 TheGchangingGfaceGofGdairyGstarterGcultureGresearchfGrromGgenomicsGtoGeconomicsUGInternationalb
JournalbofbDairybTechnologySG2010SGbZSGX_eTXcW 3.7 38

197 xantibioticTrelatedGresearchGandGtheGapplicationGthereofUG2010SGYYTZe 2

196 qvaluationGofGanGantimicrobialGingredientGpreparedGfromGaGxactobacillusGacidophilusGcaseinG
fermentateGagainstGqnterobacterGsakazakiiUGJournalbofbFoodbProtectionSG2009SGcYSGZ_WTb 2.5 22

195 udentificationGofGaGnovelGtwoTpeptideGlantibioticSGlichenicidinSGfollowingGrationalGgenomeGminingGforG
xanyGproteinsUGAppliedbandbEnvironmentalbMicrobiologySG2009SGcaSGa_aXTbW 4.8 168

194
TheGvexedGrelationshipGbetweenGolostridiumGdifficileGandGinflammatoryGbowelGdiseasefGanG
assessmentGofGcarriageGinGanGoutpatientGsettingGamongGpatientsGinGremissionUGAmericanbJournalbofb
GastroenterologySG2009SGXW_SGXXbYTe

0.7 149

193 yetabolicGactivityGofGtheGentericGmicrobiotaGinfluencesGtheGfattyGacidGcompositionGofGmurineGandG
porcineGliverGandGadiposeGtissuesUGAmericanbJournalbofbClinicalbNutritionSG2009SGdeSGXZeZT_WX 7 145

192 ‘hageGlysinGxyswGcanGbeGtruncatedGtoGitsGotm‘GdomainGandGretainGlyticGactivityGagainstGliveG
antibioticTresistantGstaphylococciUGAppliedbandbEnvironmentalbMicrobiologySG2009SGcaSGdcYT_ 4.8 98

191 unvestigatingGtheGinflammatoryGphenotypeGofGmajorGdepressionfGfocusGonGcytokinesGandG
polyunsaturatedGfattyGacidsUGJournalbofbPsychiatricbResearchSG2009SG_ZSG_cXTb 5.2 52
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190 oomparativeGgenomicsGofGlacticGacidGbacteriaGrevealsGaGnicheTspecificGgeneGsetUGBMCbMicrobiologySG
2009SGeSGaW 4.5 86

189 TheGpresenceGofGpy–oWXGpromotesGgreaterGcellGpermeabilityGandGautolysisGinGlactococcalGstarterG
culturesUGInternationalbJournalbofbFoodbMicrobiologySG2009SGXZZSGYXcTY_ 5.8 11

188 usolationGandGanalysisGofGbacteriaGwithGantimicrobialGactivitiesGfromGtheGmarineGspongeGtaliclonaG
simulansGcollectedGfromGurishGwatersUGMarinebBiotechnologySG2009SGXXSGZd_Teb 3.4 139

187 unhibitoryGeffectGofGconjugatedGalphaTlinolenicGacidGfromGbifidobacteriaGofGintestinalGoriginGonG
 β_dWGcancerGcellsUGLipidsSG2009SG__SGY_eTab 1.6 52

186 mntimicrobialGactivityGofGtwoGpeptidesGcasecidinGXaGandGXcSGfoundGnaturallyGinGbovineGcolostrumUG
JournalbofbAppliedbMicrobiologySG2009SGXWbSGYZZT_W 4.7 59

185 ~ptimizationGofGaGreconstitutedGskimGmilkGbasedGmediumGforGenhancedGoxmGproductionGbyG
bifidobacteriaUGJournalbofbAppliedbMicrobiologySG2009SGXWbSGXZXaTYc 4.7 28

184 orossTimmunityGandGimmuneGmimicryGasGmechanismsGofGresistanceGtoGtheGlantibioticGlacticinGZX_cUG
MolecularbMicrobiologySG2009SGcXSGXW_ZTa_ 4.1 47

183 oharacterizationGofGenterocinTGandGsalivaricinTproducingGlacticGacidGbacteriaGfromGtheGmammalianG
gastrointestinalGtractUGFEMSbMicrobiologybLettersSG2009SGYeXSGY_TZ_ 2.9 49

182 nacteriophageGandGtheirGlysinsGforGeliminationGofGinfectiousGbacteriaUGFEMSbMicrobiologybReviewsSG
2009SGZZSGdWXTXe 15.1 176

181
qvaluationGofGcolostrumTderivedGhumanGmammaryTassociatedGserumGamyloidGmZGOyT mmZPGproteinG
andGpeptideGderivativesGforGtheGpreventionGofGentericGinfectionfGinGvitroGandGinGmurineGmodelsGofG
intestinalGdiseaseUGFEMSbImmunologybandbMedicalbMicrobiologySG2009SGaaSG_W_TXZ

13

180 ohainGreactionsfGearlyTlifeGstressGaltersGtheGmetabolicGprofileGofGplasmaGpolyunsaturatedGfattyGacidsG
inGadulthoodUGBehaviouralbBrainbResearchSG2009SGYWaSGZXeTYX 3.4 27

179 senomeGofGaGvirulentGbacteriophageGxbZZdTXGthatGlysesGtheGprobioticGxactobacillusGparacaseiGcheeseG
strainUGGeneSG2009SG__dSGYeTZe 3.8 33

178 pevelopmentGofGaGsprayGdriedGprobioticGyoghurtGcontainingGxactobacillusGparacaseiGzrnoGZZdUG
InternationalbDairybJournalSG2009SGXeSGbd_Tbde 3.5 46

177
qxploitationGofGtheGdiverseGinsertionGsequenceGelementGcontentGofGdairyGxactobacillusGhelveticusG
startersGasGaGrapidGmethodGtoGidentifyGdifferentGstrainsUGJournalbofbMicrobiologicalbMethodsSG2009SG
ceSGZYTb

2.8 4

176
mdministrationGofGaGliveGcultureGofGxactococcusGlactisGp‘oGZX_cGintoGtheGbovineGmammaryGglandG
stimulatesGtheGlocalGhostGimmuneGresponseSGparticularlyGuxTXbetaGandGuxTdGgeneGexpressionUGJournalb
ofbDairybResearchSG2009SGcbSGZ_WTd

1.6 58

175 mGcomparisonGofGtheGactivitiesGofGlacticinGZX_cGandGnisinGagainstGdrugTresistantG taphylococcusG
aureusGandGqnterococcusGspeciesUGJournalbofbAntimicrobialbChemotherapySG2009SGb_SGa_bTaX 5.1 120

174 oomparativeGanalysisGofGpyrosequencingGandGaGphylogeneticGmicroarrayGforGexploringGmicrobialG
communityGstructuresGinGtheGhumanGdistalGintestineUGPLoSbONESG2009SG_SGebbbe 3.7 606

173 ‘resenceGofGtwoGxactobacillusGandGnifidobacteriumGprobioticGstrainsGinGtheGneonatalGileumUGISMEb
JournalSG2008SGYSGdZTeX 11.9 22
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172 TheGgenerationGofGnisinGvariantsGwithGenhancedGactivityGagainstGspecificGgramTpositiveGpathogensUG
MolecularbMicrobiologySG2008SGbeSGYXdTZW 4.1 170

171  tateGtransitionsGandGphysicochemicalGaspectsGofGcryoprotectionGandGstabilizationGinGfreezeTdryingG
ofGxactobacillusGrhamnosusGssGOxssPUGJournalbofbAppliedbMicrobiologySG2008SGXW_SGXcZYT_Z 4.7 46

170 xisteriolysinG SGaGnovelGpeptideGhaemolysinGassociatedGwithGaGsubsetGofGlineageGuGxisteriaG
monocytogenesUGPLoSbPathogensSG2008SG_SGeXWWWX__ 7.6 143

169
qffectGofGmscophyllumGnodosumGextractGonGgrowthGperformanceSGdigestibilitySGcarcassG
characteristicsGandGselectedGintestinalGmicrofloraGpopulationsGofGgrowerâ��finisherGpigsUGAnimalbFeedb
SciencebandbTechnologySG2008SGX_XSGYaeTYcZ

3 70

168 senomeGsequenceGofGxactobacillusGhelveticusSGanGorganismGdistinguishedGbyGselectiveGgeneGlossGandG
insertionGsequenceGelementGexpansionUGJournalbofbBacteriologySG2008SGXeWSGcYcTZa 3.5 169

167 untramammaryGinfusionGofGaGliveGcultureGofGxactococcusGlactisGforGtreatmentGofGbovineGmastitisfG
comparisonGwithGantibioticGtreatmentGinGfieldGtrialsUGJournalbofbDairybResearchSG2008SGcaSGZbaTcZ 1.6 77

166 xantibioticGimmunityUGCurrentbProteinbandbPeptidebScienceSG2008SGeSGZeT_e 2.8 74

165 untramammaryGinfusionGofGaGliveGcultureGforGtreatmentGofGbovineGmastitisfGeffectGofGliveGlactococciGonG
theGmammaryGimmuneGresponseUGJournalbofbDairybResearchSG2008SGcaSGZc_Td_ 1.6 61

164 xifeGunderGstressfGtheGprobioticGstressGresponseGandGhowGitGmayGbeGmanipulatedUGCurrentb
PharmaceuticalbDesignSG2008SGX_SGXZdYTee 3.3 132

163 mnhydrobioticsfGTheGchallengesGofGdryingGprobioticGculturesUGFoodbChemistrySG2008SGXWbSGX_WbTX_Xb 8.5 209

162 oontrollingGxisteriaGmonocytogenesGinGoottageGcheeseGthroughGheterologousGproductionGofG
enterocinGmGbyGxactococcusGlactisUGJournalbofbAppliedbMicrobiologySG2008SGXW_SGXWaeTbb 4.7 53

161 qffectGofGdisaccharidesGonGsurvivalGduringGstorageGofGfreezeGdriedGprobioticsUGDairybSciencebandb
TechnologySG2008SGddSGXeTZW 71

160
‘redominanceGofGaGbacteriocinTproducingGxactobacillusGsalivariusGcomponentGofGaGfiveTstrainG
probioticGinGtheGporcineGileumGandGeffectsGonGhostGimmuneGphenotypeUGFEMSbMicrobiologybEcologySG
2008SGb_SGZXcTYc

4.3 82

159  usceptibilityGofG‘ediococcusGsppUGtoGantimicrobialGagentsUGJournalbofbAppliedbMicrobiologySG2007SG
XWYSGZd_Te 4.7 49

158 mGsurveyGofGtheGmicrobialGandGchemicalGcompositionGofGsevenGsemiTripenedG‘rovolaGdeiGzebrodiG
 icilianGcheesesUGJournalbofbAppliedbMicrobiologySG2007SGXWZSGXXYdTZe 4.7 12

157  almonellaGentericaGphageTresistantGmutantGcoloniesGdisplayGanGunusualGphenotypeGinGtheGpresenceG
ofGphageGrelixGWXUGLettersbinbAppliedbMicrobiologySG2007SG_aSGadXTa 2.9 4

156 senomicGdiversityGofGcultivableGxactobacillusGpopulationsGresidingGinGtheGneonatalGandGadultG
gastrointestinalGtractUGFEMSbMicrobiologybEcologySG2007SGaeSGXYcTZc 4.3 41

155 udentificationGofGaGnovelGtwoTpeptideGlantibioticSGhaloduracinSGproducedGbyGtheGalkaliphileGnacillusG
haloduransGoTXYaUGFEMSbMicrobiologybLettersSG2007SGYbcSGb_TcX 2.9 81
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154 –elatednessGbetweenGtheGtwoTcomponentGlantibioticsGlacticinGZX_cGandGstaphylococcinGoaaGbasedG
onGstructureSGgeneticsGandGbiologicalGactivityUGBMCbMicrobiologySG2007SGcSGY_ 4.5 21

153 unsertionGsequenceGelementsGasGmediatorsGofGstrainGdiversityGinGxactobacillusGhelveticusUG
InternationalbJournalbofbFoodbMicrobiologySG2007SGXYWSGXYWTZ 5.8 7

152 pq~oWXfGaGplasmidGfromG‘ediococcusGacidilacticiGwhichGencodesGanGidenticalGstreptomycinG
resistanceGOaadqPGgeneGtoGthatGfoundGinGoampylobacterGjejuniUGPlasmidSG2007SGadSGXXaTYb 3.3 22

151 oharacterizationGofGplasmidGpm α_ceGfromGnifidobacteriumGpseudolongumGsubspUGglobosumGandGitsG
useGforGexpressionGvectorGconstructionUGPlasmidSG2007SGadSGX_WTc 3.3 25

150 ‘uttingGmicrobesGtoGworkfGdairyGfermentationSGcellGfactoriesGandGbioactiveGpeptidesUG‘artGufG
overviewUGBiotechnologybJournalSG2007SGYSG_YbTZ_ 5.6 86

149 ‘uttingGmicrobesGtoGworkfGdairyGfermentationSGcellGfactoriesGandGbioactiveGpeptidesUG‘artGuufG
bioactiveGpeptideGfunctionsUGBiotechnologybJournalSG2007SGYSG_ZaT_e 5.6 124

148 unsertionalGmutagenesisGtoGgenerateGlantibioticGresistanceGinGxactococcusGlactisUGAppliedbandb
EnvironmentalbMicrobiologySG2007SGcZSG_bccTdW 4.8 4

147 srowthGofGprobioticGlactobacilliGinGtheGpresenceGofGoleicGacidGenhancesGsubsequentGsurvivalGinGgastricG
juiceUGMicrobiologybjUnitedbKingdomkSG2007SGXaZSGYeXTe 2.9 97

146 TwoTpeptideGlantibioticsfGaGmedicalGperspectiveUGMinioReviewsbinbMedicinalbChemistrySG2007SGcSGXYZbT_c 3.2 72

145 pevelopmentGofGdairyGbasedGfunctionalGfoodsGenrichedGinGconjugatedGlinoleicGacidGwithGspecialG
referenceGtoGrumenicGacidG2007SG__ZT_ea 6

144 mntimicrobialGactivityGofGlacticinGZSX_cGagainstGclinicalGolostridiumGdifficileGstrainsUGJournalbofbMedicalb
MicrobiologySG2007SGabSGe_WTe_b 3.2 151

143  alivaricinG‘SGoneGofGaGfamilyGofGtwoTcomponentGantilisterialGbacteriocinsGproducedGbyGintestinalG
isolatesGofGxactobacillusGsalivariusUGAppliedbandbEnvironmentalbMicrobiologySG2007SGcZSGZcXeTYZ 4.8 50

142
mGfiveTstrainGprobioticGcombinationGreducesGpathogenGsheddingGandGalleviatesGdiseaseGsignsGinGpigsG
challengedGwithG almonellaGentericaG erovarGTyphimuriumUGAppliedbandbEnvironmentalbMicrobiologySG
2007SGcZSGXdadTbZ

4.8 156

141 oaseinGfermentateGofGxactobacillusGanimalisGp‘obXZ_GcontainsGaGrangeGofGnovelGpropeptideG
angiotensinTconvertingGenzymeGinhibitorsUGAppliedbandbEnvironmentalbMicrobiologySG2007SGcZSG_badTbc 4.8 108

140 rateGofGtheGtwoTcomponentGlantibioticGlacticinGZX_cGinGtheGgastrointestinalGtractUGAppliedbandb
EnvironmentalbMicrobiologySG2007SGcZSGcXWZTe 4.8 36

139 –apidGscreeningGmethodGforGanalyzingGtheGconjugatedGlinoleicGacidGproductionGcapabilitiesGofG
bacterialGculturesUGAppliedbandbEnvironmentalbMicrobiologySG2007SGcZSGYZZZTc 4.8 73

138 nacteriocinsfGchangesGinGcheeseGfloraGandGflavourG2007SGZYbTZ_d 1

137 qfficientGmethodGforGgenerationGofGbacteriophageGinsensitiveGmutantsGofG treptococcusG
thermophilusGyoghurtGandGmozzarellaGstrainsUGJournalbofbMicrobiologicalbMethodsSG2007SGcWSGXaeTb_ 2.8 23
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136 oompositionGofGancientGurishGbogGbutterUGInternationalbDairybJournalSG2007SGXcSGXWXXTXWYW 3.5 11

135 mssessingGtheGacidGtoleranceGandGtheGtechnologicalGrobustnessGofGprobioticGculturesGforGfortificationG
inGfruitGjuicesUGInnovativebFoodbSciencebandbEmergingbTechnologiesSG2007SGdSGYceTYd_ 6.8 180

134 oheeseGmanufactureGwithGmilkGwithGelevatedGconjugatedGlinoleicGacidGlevelsGcausedGbyGdietaryG
manipulationUGJournalbofbDairybScienceSG2007SGeWSGYeXeTYc 4 25

133 novineGkappaTcaseinGgeneGpromoterGhaplotypesGwithGpotentialGimplicationsGforGmilkGproteinG
expressionUGJournalbofbDairybScienceSG2007SGeWSG_WeYTe 4 6

132
mGsystemGforGtheGrandomGmutagenesisGofGtheGtwoTpeptideGlantibioticGlacticinGZX_cfGanalysisGofG
mutantsGproducingGreducedGantibacterialGactivitiesUGJournalbofbMolecularbMicrobiologybandb
BiotechnologySG2007SGXZSGYYbTZ_

0.9 25

131
teterologousGexpressionGofGlinoleicGacidGisomeraseGfromG‘ropionibacteriumGacnesGandG
antiTproliferativeGactivityGofGrecombinantGtransTXWSGcisTXYGconjugatedGlinoleicGacidUGMicrobiologyb
jUnitedbKingdomkSG2007SGXaZSGY_dZTY_eW

2.9 38

130 mGsingleGnucleotideGpolymorphismGinGtheGbovineGbetaTcaseinGpromoterGregionGacrossGdifferentG
bovineGbreedsUGJournalbofbDairybResearchSG2006SGcZSGXeZTb 1.6 1

129 ~verproductionGofGwildTtypeGandGbioengineeredGderivativesGofGtheGlantibioticGlacticinGZX_cUGAppliedb
andbEnvironmentalbMicrobiologySG2006SGcYSG__eYTb 4.8 36

128 oaseinTderivedGantimicrobialGpeptidesGgeneratedGbyGxactobacillusGacidophilusGp‘obWYbUGAppliedbandb
EnvironmentalbMicrobiologySG2006SGcYSGYYbWT_ 4.8 177

127 qnhancedGsurvivalGofGsroq xToverproducingGxactobacillusGparacaseiGzrnoGZZdGunderGstressfulG
conditionsGinducedGbyGdryingUGAppliedbandbEnvironmentalbMicrobiologySG2006SGcYSGaXW_Tc 4.8 60

126 oontributionGofGpenicillinTbindingGproteinGhomologsGtoGantibioticGresistanceSGcellGmorphologySGandG
virulenceGofGxisteriaGmonocytogenesGqspeUGAntimicrobialbAgentsbandbChemotherapySG2006SGaWSGYdY_Td 5.9 62

125 ToleranceGofGxisteriaGmonocytogenesGtoGcellGenvelopeTactingGantimicrobialGagentsGisGdependentGonG
 ignUGAppliedbandbEnvironmentalbMicrobiologySG2006SGcYSGYYZXT_ 4.8 62

124 ‘olymorphismsGwithinGtheGlactoferrinGgeneGpromoterGinGvariousGcattleGbreedsUGAnimalbBiotechnology
SG2006SGXcSGZZT_Y 1.4 18

123 senomeGanalysisGofGtheGobligatelyGlyticGbacteriophageG_YbdGofGxactococcusGlactisGprovidesGinsightG
intoGitsGadaptableGnatureUGGeneSG2006SGZbbSGXdeTee 3.8 23

122
untestinalGbifidobacteriaGthatGproduceGtransTeSGtransTXXGconjugatedGlinoleicGacidfGaGfattyGacidGwithG
antiproliferativeGactivityGagainstGhumanGcolonG β_dWGandGtTTYeGcancerGcellsUGNutritionbandbCancerSG
2006SGabSGeaTXWY

2.8 65

121 qnumerationGandGidentificationGofGpediococciGinGpowderTbasedGproductsGusingGselectiveGmediaGandG
rapidG‘rsqUGJournalbofbMicrobiologicalbMethodsSG2006SGb_SGXYWTa 2.8 19

120 nacteriocinsfGniologicalGtoolsGforGbioTpreservationGandGshelfTlifeGextensionUGInternationalbDairyb
JournalSG2006SGXbSGXWadTXWcX 3.5 446

119  pontaneousGresistanceGinGxactococcusGlactisGuxX_WZGtoGtheGlantibioticGlacticinGZX_cUGFEMSb
MicrobiologybLettersSG2006SGYbWSGccTdZ 2.9 27
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118 ‘lasmidsGofGlactococciGTGgeneticGaccessoriesGorGgeneticGnecessitieskUGFEMSbMicrobiologybReviewsSG
2006SGZWSGY_ZTcZ 15.1 71

117
qvaluationGofGliveTcultureTproducingGlacticinGZX_cGasGaGtreatmentGforGtheGcontrolGofGxisteriaG
monocytogenesGonGtheGsurfaceGofGsmearTripenedGcheeseUGJournalbofbAppliedbMicrobiologySG2006SG
XWWSGXZaT_Z

4.7 50

116 TheGnewlyGisolatedGlyticGbacteriophagesGstXW_aGandGstXW_bGareGhighlyGvirulentGagainstG almonellaG
entericaUGJournalbofbAppliedbMicrobiologySG2006SGXWXSGYaXTe 4.7 76

115 mGlacticinGZX_cGenrichedGfoodGingredientGreducesG treptococcusGmutansGisolatedGfromGtheGhumanG
oralGcavityGinGsalivaUGJournalbofbAppliedbMicrobiologySG2006SGXWWSGXYaXTbW 4.7 26

114 TheGmodeGofGactionGofGtheGlantibioticGlacticinGZX_cTTaGcomplexGmechanismGinvolvingGspecificG
interactionGofGtwoGpeptidesGandGtheGcellGwallGprecursorGlipidGuuUGMolecularbMicrobiologySG2006SGbXSGYdaTeb 4.1 180

113 oompleteGalanineGscanningGofGtheGtwoTcomponentGlantibioticGlacticinGZX_cfGgeneratingGaGblueprintG
forGrationalGdrugGdesignUGMolecularbMicrobiologySG2006SGbYSGcZaT_c 4.1 125

112
 equentialGactionsGofGtheGtwoGcomponentGpeptidesGofGtheGlantibioticGlacticinGZX_cGexplainGitsG
antimicrobialGactivityGatGnanomolarGconcentrationsUGAntimicrobialbAgentsbandbChemotherapySG2005SG
_eSGYbWbTXX

5.9 99

111  urvivalGofGprobioticGlactobacilliGinGacidicGenvironmentsGisGenhancedGinGtheGpresenceGofG
metabolizableGsugarsUGAppliedbandbEnvironmentalbMicrobiologySG2005SGcXSGZWbWTc 4.8 310

110 rermentedGfunctionalGfoodsGbasedGonGprobioticsGandGtheirGbiogenicGmetabolitesUGCurrentbOpinionbinb
BiotechnologySG2005SGXbSGXedTYWZ 11.4 301

109 unhibitionGofGbacteriophageGwGproliferationGonG taphylococcusGaureusGinGrawGbovineGmilkUGLettersbinb
AppliedbMicrobiologySG2005SG_XSGYc_Te 2.9 84

108 usolationGandGcharacterizationGofGtwoGantiTstaphylococcalGbacteriophagesGspecificGforGpathogenicG
 taphylococcusGaureusGassociatedGwithGbovineGinfectionsUGLettersbinbAppliedbMicrobiologySG2005SG_XSG_dYTb2.9 45

107 yicrobialGsolutionsGtoGmicrobialGproblemsgGlactococcalGbacteriocinsGforGtheGcontrolGofGundesirableG
biotaGinGfoodUGJournalbofbAppliedbMicrobiologySG2005SGedSGXZXbTYa 4.7 92

106 untrinsicGtoleranceGofGnifidobacteriumGspeciesGtoGheatGandGoxygenGandGsurvivalGfollowingGsprayG
dryingGandGstorageUGJournalbofbAppliedbMicrobiologySG2005SGeeSG_eZTaWX 4.7 163

105 ~vercomingGtheGtechnologicalGhurdlesGinGtheGdevelopmentGofGprobioticGfoodsUGJournalbofbAppliedb
MicrobiologySG2005SGedSGX_XWTc 4.7 219

104 nacteriocinsfGdevelopingGinnateGimmunityGforGfoodUGNaturebReviewsbMicrobiologySG2005SGZSGcccTdd 22.2 1550

103  equenceGanalysisGofGtheGplasmidGgenomeGofGtheGprobioticGstrainGxactobacillusGparacaseiGzrnoZZdG
whichGincludesGtheGplasmidsGpopWXGandGpopWYUGPlasmidSG2005SGa_SGXbWTca 3.3 25

102 usolationGandGcharacterizationGofGtheGbovineG tearoylToomdesaturaseGpromoterGandGanalysisGofG
polymorphismsGinGtheGpromoterGregionGinGdairyGcowsUGMammalianbGenomeSG2005SGXbSGXd_TeZ 3.2 26

101 unsertionalGinactivationGofGdeterminantsGforGygYRGandGooYRGtransportGasGaGtoolGforGscreeningG
recombinantGxactococcusGspeciesGclonesUGAppliedbandbEnvironmentalbMicrobiologySG2005SGcXSG_decTeWX 4.8 2
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100
TheGrecombinantGphageGlysinGxyswGhasGaGbroadGspectrumGofGlyticGactivityGagainstGclinicallyGrelevantG
staphylococciSGincludingGmethicillinTresistantG taphylococcusGaureusUGJournalbofbBacteriologySG2005SG
XdcSGcXbXT_

3.5 171

99 nacterialGlantibioticsfGstrategiesGtoGimproveGtherapeuticGpotentialUGCurrentbProteinbandbPeptideb
ScienceSG2005SGbSGbXTca 2.8 212

98 ‘otentialGofGtheGpolyvalentGantiT taphylococcusGbacteriophageGwGforGcontrolGofGantibioticTresistantG
staphylococciGfromGhospitalsUGAppliedbandbEnvironmentalbMicrobiologySG2005SGcXSGXdZbT_Y 4.8 174

97
‘osttranslationalGconversionGofGxTserinesGtoGpTalaninesGisGvitalGforGoptimalGproductionGandGactivityGofG
theGlantibioticGlacticinGZX_cUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2005SGXWYSGXdad_Te

11.5 107

96
TheGlantibioticGlacticinGZX_cGproducedGinGaGmilkTbasedGmediumGimprovesGtheGefficacyGofGaG
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