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67 znalysingNhighethroughputNsequencingNdataNinNPythonNwithNHTSeqNkfhffNBioinformaticsdN2022dN 7.2 14

66 EndothelialNGzTzmNcontrolsNliverNfibrosisNandNregenerationNbyNpreventingNaNpathogenicNswitchNinN
angiocrineNsignalingfNJournalmofmHepatologydN2021dNpmdNlqhelrl 13.4 29

65  olorimetricNRTeLzMPNandNLzMPesequencingNforDetectingNSzRSe oVekNRNzNinN linicalNSamplesfN
Bio-protocoldN2021dNiidNelrom 0.9 0

64
EffectivenessNandNcosteeffectivenessNofNfourNdifferentNstrategiesNforNSzRSe oVekNsurveillanceNinNtheN
generalNpopulationNV oVeSurvNStudyasNaNstructuredNsummaryNofNaNstudyNprotocolNforNaN
clustererandomiseddNtwoefactorialNcontrolledNtrialfNTrialsdN2021dNkkdNlr

2.8 12

63
NeurofilamentNlightNandNheterogeneityNofNdiseaseNprogressionNinNamyotrophicNlateralNsclerosissN
developmentNandNvalidationNofNaNpredictionNmodelNtoNimproveNinterventionalNtrialsfNTranslationalm
NeurodegenerationdN2021dNihdNli

10.3 2

62
EffectivenessNandNcosteeffectivenessNofNfourNdifferentNstrategiesNforNSzRSe oVekNsurveillanceNinNtheN
generalNpopulationNV oVeSurvNStudyasNstudyNprotocolNforNaNtwoefactorialNrandomizedNcontrolledN
multiearm´ trial´ withNclusterNsamplingfNTrialsdN2021dNkkdNono

2.8 1

61 HighNthroughputNscreeningNofNnovelNzzVNcapsidsNidentifiesNvariantsNforNtransductionNofNadultNNS sN
withinNtheNsubventricularNzonefNMolecularmTherapym-mMethodsmandmClinicalmDevelopmentdN2021dNkldNllenh 6.4 6

60 DEqMSsNzNMethodNforNzccurateNVarianceNEstimationNinNDifferentialNProteinNExpressionNznalysisfN
MolecularmandmCellularmProteomicsdN2020dNirdNihmpeihnp 7.6 31

59 ’uildingNanNinternationalNconsortiumNforNtrackingNcoronavirusNhealthNstatusfNNaturemMedicinedN2020dN
kodNiioieiion 50.5 16

58 ExploringNdimensionereducedNembeddingsNwithNSleepwalkfNGenomemResearchdN2020dNlhdNpmrepno 9.7 2

57 DissectingNintratumourNheterogeneityNofNnodalN’ecellNlymphomasNatNtheNtranscriptionaldNgeneticNandN
drugeresponseNlevelsfNNaturemCellmBiologydN2020dNkkdNqroerho 23.4 30

56 ProteogenomicNSubtypingNofN hronicNLymphocyticNLeukemiaNIdentifiesNaNNovelNPoorNOutcomeN
SubgroupNwithNaNDistinctNDrugNResponseNProfilefNBlooddN2020dNilodNiheii 2.2

55 zNcomputationalNmethodNforNdetectionNofNligandebindingNproteinsNfromNdoseNrangeNthermalN
proteomeNprofilesfNNaturemCommunicationsdN2020dNiidNnpql 17.4 8

54 TranscriptomeNandNtranslatomeNcoeevolutionNinNmammalsfNNaturedN2020dNnqqdNomkeomp 50.4 26

53 zNcolorimetricNRTeLzMPNassayNandNLzMPesequencingNforNdetectingNSzRSe oVekNRNzNinNclinicalN
samplesfNSciencemTranslationalmMedicinedN2020dNikdN 17.5 278

52 SzRSe oVekNRNzNExtractionNUsingNMagneticN’eadsNforNRapidNLargeeScaleNTestingNbyNRTeqP RNandN
RTeLzMPfNVirusesdN2020dNikdN 6.2 39

51 EpiSmokErsNaNrobustNclassifierNtoNdetermineNsmokingNstatusNfromNDNzNmethylationNdatafN
EpigenomicsdN2019dNiidNimoreimqo 4.4 35
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50 NonparametricNznalysisNofNThermalNProteomeNProfilesNRevealsNNovelNDrugebindingNProteinsfN
MolecularmandmCellularmProteomicsdN2019dNiqdNknhoeknin 7.6 34

49 GeneNexpressionNacrossNmammalianNorganNdevelopmentfNNaturedN2019dNnpidNnhnenhr 50.4 179

48 zlanineNTailsNSignalNProteolysisNinN’acterialNRibosomeezssociatedNQualityN ontrolfNCelldN2019dNipqdNpoerhfekk56.2 39

47 FocusedNmultidimensionalNscalingsNinteractiveNvisualizationNforNexplorationNofNhighedimensionalN
datafNBMCmBioinformaticsdN2019dNkhdNkki 3.6 3

46 QuiescenceNModulatesNStemN ellNMaintenanceNandNRegenerativeN apacityNinNtheNzgingN’rainfNCelldN
2019dNipodNimhpeimirfeim 56.2 128

45 zNFrameworkNforNMultieOmicNPredictionNof´ TreatmentNResponseNtoN’iologicNTherapy´ forNPsoriasisfN
JournalmofmInvestigativemDermatologydN2019dNilrdNihheihp 4.3 18

44 SpatialNaspectsNofNoncogenicNsignallingNdetermineNtheNresponseNtoNcombinationNtherapyNinNsliceN
explantsNfromNKrasedrivenNlungNtumoursfNJournalmofmPathologydN2018dNkmndNihieiil 9.4 8

43 DrugeperturbationebasedNstratificationNofNbloodNcancerfNJournalmofmClinicalmInvestigationdN2018dNikqdNmkpemmn15.9 72

42 GeneNsetNenrichmentNanalysisNofNtheNbronchialNepitheliumNimplicatesNcontributionNofNcellNcycleNandN
tissueNrepairNprocessesNinNequineNasthmafNScientificmReportsdN2018dNqdNiomhq 4.9 7

41 ImpairedNresponseNofNtheNbronchialNepitheliumNtoNinflammationNcharacterizesNsevereNequineN
asthmafNBMCmGenomicsdN2017dNiqdNphq 4.5 23

40
IdentificationNandN linicalNExplorationNofNIndividualizedNTargetedNTherapeuticNzpproachesNinNzcuteN
MyeloidNLeukemiaNPatientsN’yNIntegratingNDrugNResponseNandNDeepNMolecularNProfilesfNBlooddN2017
dNilhdNqnmeqnm

2.2 1

39 JNJqpkNinhibitsNinfluenzaNzNvirusNreplicationNwithoutNalteringNcellularNantiviralNresponsesfNAntiviralm
ResearchdN2016dNilldNkleli 10.8 34

38 MultieOmicsNStudiesNtowardsNNovelNModulatorsNofNInfluenzaNzNViruseHostNInteractionfNVirusesdN2016dN
qdN 6.2 14

37 zctivationNofNTryptophanNandNPhenylalanineN atabolismNinNtheNRemissionNPhaseNofNzllergicN ontactN
DermatitissNzNPilotNStudyfNInternationalmArchivesmofmAllergymandmImmunologydN2016dNiphdNkokekoq 3.7 3

36 HTSeqeeaNPythonNframeworkNtoNworkNwithNhighethroughputNsequencingNdatafNBioinformaticsdN2015dN
lidNiooer 7.2 10519

35 ImprovedNbindingNsiteNassignmentNbyNhigheresolutionNmappingNofNRNzeproteinNinteractionsNusingN
i LIPfNNaturemCommunicationsdN2015dNodNprki 17.4 23

34 Four SeqsNanalysisNofNm NsequencingNdatafNBioinformaticsdN2015dNlidNlhqneri 7.2 74

33 SingleecellNpolyadenylationNsiteNmappingNrevealsNlUNisoformNchoiceNvariabilityfNMolecularmSystemsm
BiologydN2015dNiidNqik 12.2 40
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32 RNzeSeqNworkflowsNgeneelevelNexploratoryNanalysisNandNdifferentialNexpressionfNF1000ResearchdN
2015dNmdNihph 3.6 181

31 OrchestratingNhighethroughputNgenomicNanalysisNwithN’ioconductorfNNaturemMethodsdN2015dNikdNiineki 21.6 1949

30 SubgroupsNofNTe ellNProlymphocyticNLeukemiaNVTePLLaNDiscoveredN’yNHigheThroughputNExNVivoNDrugN
TestingNandNGeneticNProfilingfNBlooddN2015dNikodNlinelin 2.2

29 znNevaluationNofNhighethroughputNapproachesNtoNQTLNmappingNinNSaccharomycesNcerevisiaefN
GeneticsdN2014dNirodNqnleon 4 56

28 ModeratedNestimationNofNfoldNchangeNandNdispersionNforNRNzeseqNdataNwithNDESeqkfNGenomem
BiologydN2014dNindNnnh 18.3 28138

27  ountebasedNdifferentialNexpressionNanalysisNofNRNzNsequencingNdataNusingNRNandN’ioconductorfN
NaturemProtocolsdN2013dNqdNiponeqo 18.8 788

26 zccountingNforNtechnicalNnoiseNinNsingleecellNRNzeseqNexperimentsfNNaturemMethodsdN2013dNihdNihrlen 21.6 659

25 DriftNandNconservationNofNdifferentialNexonNusageNacrossNtissuesNinNprimateNspeciesfNProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericadN2013dNiihdNinlppeqk 11.5 73

24 DirectNcompetitionNbetweenNhnRNPN NandNUkzFonNprotectsNtheNtranscriptomeNfromNtheNexonizationN
ofNzluNelementsfNCelldN2013dNinkdNmnleoo 56.2 285

23 znNefficientNmethodNforNgenomeewideNpolyadenylationNsiteNmappingNandNRNzNquantificationfN
NucleicmAcidsmResearchdN2013dNmidNeon 20.1 81

22 znNefficientNmethodNforNgenomeewideNpolyadenylationNsiteNmappingNandNRNzNquantificationfN
NucleicmAcidsmResearchdN2013dNmidNolpheolph 20.1 12

21 DetectingNdifferentialNusageNofNexonsNfromNRNzeSeqNdatafNNaturemPrecedingsdN2012dN 11

20 DetectingNdifferentialNusageNofNexonsNfromNRNzeSeqNdatafNNaturemPrecedingsdN2012dN 8

19 DetectingNdifferentialNusageNofNexonsNfromNRNzeseqNdatafNGenomemResearchdN2012dNkkdNkhhqeip 9.7 882

18 RelatingN NVsNtoNtranscriptomeNdataNatNfineNresolutionsNassessmentNofNtheNeffectNofNvariantNsizedN
typedNandNoverlapNwithNfunctionalNregionsfNGenomemResearchdN2011dNkidNkhhmeil 9.7 80

17 DifferentialNexpressionNanalysisNforNsequenceNcountNdatafNGenomemBiologydN2010dNiidNRiho 18.3 9952

16 GenomeewideNanalysisNofNmRNzNdecayNpatternsNduringNearlyNDrosophilaNdevelopmentfNGenomem
BiologydN2010dNiidNRrl 18.3 92

15 ShortReadsNaNbioconductorNpackageNforNinputdNqualityNassessmentNandNexplorationNofN
highethroughputNsequenceNdatafNBioinformaticsdN2009dNkndNkohpeq 7.2 355
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14 VisualizationNofNgenomicNdataNwithNtheNHilbertNcurvefNBioinformaticsdN2009dNkndNiklien 7.2 47

13 zNvariationalNmethodNbasedNonNweightedNgraphNstatesfNNewmJournalmofmPhysicsdN2007dNrdNloieloi 2.9 12

12 FastNsimulationNofNstabilizerNcircuitsNusingNaNgraphestateNrepresentationfNPhysicalmReviewmAdN2006dNpldN 2.6 60

11 QuantumNcommunicationNcostNofNpreparingNmultipartiteNentanglementfNPhysicalmReviewmAdN2006dNpldN 2.6 10

10 RNzeSeqNworkflowsNgeneelevelNexploratoryNanalysisNandNdifferentialNexpressionfNF1000ResearchdmdNihph 3.6 28

9 ExploringNdimensionereducedNembeddingsNwithNSleepwalk 1

8 HTSeqNeNzNPythonNframeworkNtoNworkNwithNhighethroughputNsequencingNdata 227

7 ModeratedNestimationNofNfoldNchangeNandNdispersionNforNRNzeseqNdataNwithNDESeqk 151

6 ScreeningNforNSzRSe oVekNinfectionsNwithNcolorimetricNRTeLzMPNandNLzMPNsequencing 14

5  omputationalNanalysisNofNligandNdoseNrangeNthermalNproteomeNprofiles 1

4 SzRSe oVekNRNzNextractionNusingNmagneticNbeadsNforNrapidNlargeescaleNtestingNbyNRTeqP RNandNRTeLzMP 4

3 SingleNcellNlâ��UTRNanalysisNidentifiesNchangesNinNalternativeNpolyadenylationNthroughoutNneuronalN
differentiationNandNinNautism 3

2 NoneparametricNanalysisNofNthermalNproteomeNprofilesNrevealsNnovelNdrugebindingNproteins 2

1 proDzsNProbabilisticNDropoutNznalysisNforNIdentifyingNDifferentiallyNzbundantNProteinsNinNLabeleFreeN
MassNSpectrometry 4
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