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n Paper IF Citations

181 ‘evelopmentOofOhighddensityOgeneticOmapsOforObarleyOandOwheatOusingOaOnovelOtwodenzymeO
genotypingdbydsequencingOapproacheOPLoSgONEcO2012cOncOejiilj 3.7 1147

180 βenomicOSelectionOforOzropOImprovementeOCropgSciencecO2009cOkpcOhdhi 2.4 939

179 βenomicOselectionOinOplantObreedingqOfromOtheoryOtoOpracticeeOBriefingsgingFunctionalgGenomicscO2010
cOpcOhmmdnn 4.9 736

178 PlantOyreedingOwithOβenomicOSelectionqOβainOperOUnitOTimeOandOzosteOCropgSciencecO2010cOlgcOhmohdhmpg 2.4 415

177 βenomicOSelectionOinOWheatOyreedingOusingOβenotypingdbydSequencingeOPlantgGenomecO2012cOlcO 4.4 411

176 βenomicOSelectionOinOPlantOyreedingqOxOzomparisonOofOModelseOCropgSciencecO2012cOlicOhkmdhmg 2.4 402

175 ×actorsOaffectingOaccuracyOfromOgenomicOselectionOinOpopulationsOderivedOfromOmultipleOinbredO
linesqOaOyarleyOcaseOstudyeOGeneticscO2009cOhoicOjlldmk 4 292

174 βenomicOSelectionOinOPlantOyreedingeOAdvancesgingAgronomycO2011cOhhgcOnndhij 7.7 291

173
βenomicOselectionOandOassociationOmappingOinOriceOWOryzaOsativaYqOeffectOofOtraitOgeneticO
architecturecOtrainingOpopulationOcompositioncOmarkerOnumberOandOstatisticalOmodelOonOaccuracyOofO
riceOgenomicOselectionOinOelitecOtropicalOriceObreedingOlineseOPLoSgGeneticscO2015cOhhcOehggkpoi

6 277

172 ShrinkageOestimationOofOtheOrealizedOrelationshipOmatrixeOG3:gGenesugGenomesugGeneticscO2012cOicOhkgldhj 3.2 257

171 MultipledtraitOgenomicOselectionOmethodsOincreaseOgeneticOvalueOpredictionOaccuracyeOGeneticscO
2012cOhpicOhlhjdii 4 254

170 IntegratingOenvironmentalOcovariatesOandOcropOmodelingOintoOtheOgenomicOselectionOframeworkOtoO
predictOgenotypeObyOenvironmentOinteractionseOTheoreticalgandgAppliedgGeneticscO2014cOhincOkmjdog 6 213

169 TrainingOsetOoptimizationOunderOpopulationOstructureOinOgenomicOselectioneOTheoreticalgandgAppliedg
GeneticscO2015cOhiocOhkldlo 6 207

168 βenomicOSelectionOxccuracyOforOβrainOQualityOTraitsOinOyiparentalOWheatOPopulationseOCropgSciencecO
2011cOlhcOilpndimgm 2.4 193

167 PopulationOgeneticsOofOgenomicsdbasedOcropOimprovementOmethodseOTrendsgingGeneticscO2011cOincOpodhgm8.5 181

166 PerspectivesOforOβenomicOSelectionOxpplicationsOandOResearchOinOPlantseOCropgSciencecO2015cOllcOhdhi 2.4 179

165 βenomedwideOpredictionOmodelsOthatOincorporateOdeOnovoOβWxSOareOaOpowerfulOnewOtoolOforO
tropicalOriceOimprovementeOHereditycO2016cOhhmcOjpldkgo 3.6 173
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164 xccuracyOandOTrainingOPopulationO‘esignOforOβenomicOSelectionOonOQuantitativeOTraitsOinO’liteO
NorthOxmericanOOatseOPlantgGenomecO2011cOkcO 4.4 171

163 βenomicOpredictionOinOmaizeObreedingOpopulationsOwithOgenotypingdbydsequencingeOG3:gGenesug
GenomesugGeneticscO2013cOjcOhpgjdim 3.2 170

162 ’ffectivenessOofOgenomicOpredictionOofOmaizeOhybridOperformanceOinOdifferentObreedingOpopulationsO
andOenvironmentseOG3:gGenesugGenomesugGeneticscO2012cOicOhkindjm 3.2 166

161 ’valuationOofOβenomicOPredictionOMethodsOforO×usariumOHeadOylightOResistanceOinOWheateOPlantg
GenomecO2012cOlcOlhdmh 4.4 166

160 PotentialOandOOptimizationOofOβenomicOSelectionOforO×usariumOHeadOylightOResistanceOinOSixdRowO
yarleyeOCropgSciencecO2012cOlicOhmgpdhmih 2.4 165

159 IncreasedOpredictionOaccuracyOinOwheatObreedingOtrialsOusingOaOmarkerOˆ�OenvironmentOinteractionO
genomicOselectionOmodeleOG3:gGenesugGenomesugGeneticscO2015cOlcOlmpdoi 3.2 155

158 βenomicOSelectionOxccuracyOusingOMultifamilyOPredictionOModelsOinOaOWheatOyreedingOProgrameO
PlantgGenomecO2011cOkcO 4.4 152

157 βenomicOSelectionOxccuracyOusingOMultifamilyOPredictionOModelsOinOaOWheatOyreedingOProgrameO
PlantgGenomecO2011cOkcOml 4.4 148

156 βenomicOpredictabilityOofOinterconnectedObiparentalOmaizeOpopulationseOGeneticscO2013cOhpkcOkpjdlgj 4 142

155 ‘ynamicsOofOlongdtermOgenomicOselectioneOGeneticsgSelectiongEvolutioncO2010cOkicOjl 4.9 134

154 βenomicOpredictionOinObiparentalOtropicalOmaizeOpopulationsOinOwaterdstressedOandOwelldwateredO
environmentsOusingOlowddensityOandOβySOSNPseOHereditycO2015cOhhkcOiphdp 3.6 131

153 TheOemergenceOofOwholeOgenomeOassociationOscansOinObarleyeOCurrentgOpiniongingPlantgBiologycO2009cO
hicOihodii 9.9 123

152 ImputationOofOunorderedOmarkersOandOtheOimpactOonOgenomicOselectionOaccuracyeOG3:gGenesug
GenomesugGeneticscO2013cOjcOkindjp 3.2 119

151 NewO‘xrTOmarkersOforOoatOprovideOenhancedOmapOcoverageOandOglobalOgermplasmOcharacterizationeO
BMCgGenomicscO2009cOhgcOjp 4.5 109

150 ImpactOofOmarkerOascertainmentObiasOonOgenomicOselectionOaccuracyOandOestimatesOofOgeneticO
diversityeOPLoSgONEcO2013cOocOenkmhi 3.7 104

149 βenomicOSelectionOforOQuantitativeOxdultOPlantOStemORustOResistanceOinOWheateOPlantgGenomecO2014
cOncOplantgenomeighkegiegggm 4.4 98

148 IdentificationOandOdistributionOofOtheONySdLRROgeneOfamilyOinOtheOzassavaOgenomeeOBMCgGenomicscO
2015cOhmcOjmg 4.5 96

147 MappingOepistaticOquantitativeOtraitOlociOwithOoneddimensionalOgenomeOsearcheseOGeneticscO2001cO
hlncOkkldlk 4 95

(2001-2011)
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146 HighdresolutionOmappingOofOresistanceOtoOcassavaOmosaicOgeminivirusesOinOcassavaOusingO
genotypingdbydsequencingOandOitsOimplicationsOforObreedingeOVirusgResearchcO2014cOhomcOondpm 6.4 92

145 PerformanceOofOsingleOnucleotideOpolymorphismsOversusOhaplotypesOforOgenomedwideOassociationO
analysisOinObarleyeOPLoSgONEcO2010cOlcOehkgnp 3.7 90

144 PopulationOStructureOandOLinkageO‘isequilibriumOinOUeSeOyarleyOβermplasmqOImplicationsOforO
xssociationOMappingeOCropgSciencecO2010cOlgcOllmdlmm 2.4 88

143 OptimizationOofOgenomicOselectionOtrainingOpopulationsOwithOaOgeneticOalgorithmeOGeneticsgSelectiong
EvolutioncO2015cOkncOjo 4.9 84

142 MultitraitcORandomORegressioncOorOSimpleORepeatabilityOModelOinOHighdThroughputOPhenotypingO
‘ataOImproveOβenomicOPredictionOforOWheatOβrainOYieldeOPlantgGenomecO2017cOhgcOplantgenomeighmehheghhh4.4 84

141 RelatednessOandOβenotypeOˆ�O’nvironmentOInteractionOxffectOPredictionOxccuraciesOinOβenomicO
SelectionqOxOStudyOinOzassavaeOCropgSciencecO2013cOljcOhjhidhjil 2.4 84

140 βenomed’nabledOPredictionOModelsOforOYieldORelatedOTraitsOinOzhickpeaeOFrontiersgingPlantgSciencecO
2016cOncOhmmm 6.2 80

139 TheOuseOofOunbalancedOhistoricalOdataOforOgenomicOselectionOinOanOinternationalOwheatObreedingO
programeOFieldgCropsgResearchcO2013cOhlkcOhidii 5.5 76

138 OptimalO‘esignOofOPreliminaryOYieldOTrialsOwithOβenomedWideOMarkerseOCropgSciencecO2014cOlkcOkodlp 2.4 74

137 βenomedWideOxssociationOandOPredictionORevealsOβeneticOxrchitectureOofOzassavaOMosaicO‘iseaseO
ResistanceOandOProspectsOforORapidOβeneticOImprovementeOPlantgGenomecO2016cOpcOplantgenomeighlehheghho4.4 74

136 UsingOmatingOdesignsOtoOuncoverOQTLOandOtheOgeneticOarchitectureOofOcomplexOtraitseOHereditycO2006
cOpmcOhjpdkp 3.6 72

135 MappingOQuantitativeOTraitOLociOinOPlantOyreedingOPopulationseOCropgSciencecO2003cOkjcOoipdojk 2.4 69

134 βenomiccOMarkerdxssistedcOandOPedigreedyLUPOSelectionOMethodsOforO˛†dβlucanOzoncentrationOinO
’liteOOateOCropgSciencecO2013cOljcOhopkdhpgm 2.4 67

133 ProspectsOforOβenomicOSelectionOinOzassavaOyreedingeOPlantgGenomecO2017cOhgcOplantgenomeighnegjegghl4.4 63

132 SNPOdiscoveryOandOchromosomeOanchoringOprovideOtheOfirstOphysicallydanchoredOhexaploidOoatOmapO
andOrevealOsyntenyOwithOmodelOspecieseOPLoSgONEcO2013cOocOelogmo 3.7 60

131 xccuracyOofOβenomicOSelectionOPredictionOinOyarleyOyreedingOProgramsqOxOSimulationOStudyOyasedO
OnOtheORealOSingleONucleotideOPolymorphismO‘ataOofOyarleyOyreedingOLineseOCropgSciencecO2011cOlhcOhphldhpin2.4 58

130 PopulationOstructureOandOlinkageOdisequilibriumOinOoatOWxvenaOsativaOLeYqOimplicationsOforO
genomedwideOassociationOstudieseOTheoreticalgandgAppliedgGeneticscO2011cOhiicOmijdji 6 54

129 UsingOβenomicOPredictionOtoOzharacterizeO’nvironmentsOandOOptimizeOPredictionOxccuracyOinO
xppliedOyreedingO‘ataeOCropgSciencecO2013cOljcOpihdpjj 2.4 53
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128 TheOTriticeaeOToolboxqOzombiningOPhenotypeOandOβenotypeO‘ataOtoOxdvanceOSmalldβrainsO
yreedingeOPlantgGenomecO2016cOpcOplantgenomeighkehieggpp 4.4 52

127 IdentifyingOquantitativeOtraitOlocusObyOgeneticObackgroundOinteractionsOinOassociationOstudieseO
GeneticscO2007cOhnmcOlljdmh 4 51

126 IntroductionOtoOaOSpecialOIssueOonOβenotypeObyO’nvironmentOInteractioneOCropgSciencecO2016cOlmcOigohdigop2.4 51

125 βenomedwideOassociationOstudyOforOoatOWxvenaOsativaOLeYObetadglucanOconcentrationOusingO
germplasmOofOworldwideOorigineOTheoreticalgandgAppliedgGeneticscO2012cOhilcOhmondpm 6 48

124 βenomedwideOassociationOmappingOandOgenomicOpredictionOforOzyS‘OresistanceOinOManihotO
esculentaeOScientificgReportscO2018cOocOhlkp 4.9 45

123 UsingOquantitativeOtraitOlociOresultsOtoOdiscriminateOamongOcrossesOonOtheObasisOofOtheirOprogenyO
meanOandOvarianceeOGeneticscO2007cOhnncOlmndnm 4 43

122 HighdthroughputOphenotypingOplatformsOenhanceOgenomicOselectionOforOwheatOgrainOyieldOacrossO
populationsOandOcyclesOinOearlyOstageeOTheoreticalgandgAppliedgGeneticscO2019cOhjicOhngldhnig 6 42

121 βeneticOMappingOUsingOβenotypingdbydSequencingOinOtheOzlonallyOPropagatedOzassavaeOCropg
SciencecO2014cOlkcOhjokdhjpm 2.4 41

120 xssessmentOofOPowerOandO×alseO‘iscoveryORateOinOβenomedWideOxssociationOStudiesOusingOtheO
yarleyzxPOβermplasmeOCropgSciencecO2011cOlhcOlidlp 2.4 41

119 βenomedwideOassociationOstudyOofOgrainOshapeOvariationOamongOOryzaOsativaOLeOgermplasmsObasedO
onOellipticO×ourierOanalysiseOMoleculargBreedingcO2010cOilcOigjdihl 3.4 41

118 βenomedWideOxssociationOMappingOofOzorrelatedOTraitsOinOzassavaqO‘ryOMatterOandOTotalO
zarotenoidOzontenteOPlantgGenomecO2017cOhgcOplantgenomeighmegpeggpk 4.4 40

117 OptimizingOSeedingORatesOforOWinterOzerealOβrainsOandO×rostdSeededORedOzloverOIntercropseO
AgronomygJournalcO2006cOpocOhgkhdhgkp 2.2 40

116 SelectiveOPhenotypingOtoOxccuratelyOMapOQuantitativeOTraitOLocieOCropgSciencecO2005cOklcOpghdpgo 2.4 39

115 xssessingOtheOpracticalOimportanceOofOweedOevolutionqOaOresearchOagendaeOWeedgResearchcO1997cOjncOijndikm1.9 37

114 InOvitroObileOacidObindingOofOfloursOfromOoatOlinesOvaryingOinOpercentageOandOmolecularOweightO
distributionOofObetadglucaneOJournalgofgAgriculturalgandgFoodgChemistrycO2005cOljcOonpndogj 5.7 37

113 PlantingO‘ateO’ffectsOonOWinterOTriticaleO‘ryOMatterOandONitrogenOxccumulationeOAgronomygJournalcO
2005cOpncOhjjjdhjkh 2.2 36

112 yayesianOModelingOofOHeterogeneousO’rrorOandOβenotypeOˆ�O’nvironmentOInteractionOVarianceseO
CropgSciencecO2006cOkmcOoigdojj 2.4 35

111 ’stimatingOallelicOnumberOandOidentityOinOstateOofOQTLsOinOinterconnectedOfamilieseOGeneticalg
ResearchcO2003cOohcOhjjdkk 1.1 35

(2003-2016)
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110 MappingOQuantitativeOTraitOLociOinOPlantOyreedingOPopulationseOCropgSciencecO2003cOkjcOoip 2.4 35

109 PopulationOβenomicsORelatedOtoOxdaptationOinO’liteOOatOβermplasmeOPlantgGenomecO2016cOpcOplantgenomeighlehgeghgj4.4 35

108 xccuracyOofOgenomicOselectionOtoOpredictOmaizeOsingledcrossesOobtainedOthroughOdifferentOmatingO
designseOTheoreticalgandgAppliedgGeneticscO2018cOhjhcOhhljdhhmi 6 34

107 ’valuationOofOOatOKernelOSizeOUniformityeOCropgSciencecO2004cOkkcOhhnodhhom 2.4 34

106 yreedingOValueOofOPrimaryOSyntheticOWheatOβenotypesOforOβrainOYieldeOPLoSgONEcO2016cOhhcOeghmiomg 3.7 33

105 xccuraciesOofOunivariateOandOmultivariateOgenomicOpredictionOmodelsOinOxfricanOcassavaeOGeneticsg
SelectiongEvolutioncO2017cOkpcOoo 4.9 31

104 WholedgenomeOpredictionOofOreactionOnormsOtoOenvironmentalOstressOinObreadOwheatOWTriticumO
aestivumOLeYObyOgenomicOrandomOregressioneOFieldgCropsgResearchcO2018cOihmcOjidkh 5.5 31

103 MolecularOWeightO‘istributionOofOWhdujYWhdukYd˛†dβlucanOxffectsOPastingOPropertiesOofO×lourOfromOOatO
LinesOwithOHighOandOTypicalOxmountsOofO˛†dβlucaneOCerealgChemistrycO2007cOokcOknhdknp 2.4 30

102 InOvitroObileOacidObindingOactivityOwithinOflourOfractionsOfromOoatOlinesOwithOtypicalOandOhighO
betadglucanOamountseOJournalgofgAgriculturalgandgFoodgChemistrycO2006cOlkcOlhkido 5.7 30

101 LocallyOepistaticOgenomicOrelationshipOmatricesOforOgenomicOassociationOandOpredictioneOGeneticscO
2015cOhppcOolndnh 4 29

100 TheOHordeumOToolboxqOTheOyarleyOzoordinatedOxgriculturalOProjectOβenotypeOandOPhenotypeO
ResourceeOPlantgGenomecO2012cOlcOohdph 4.4 29

99 ×actorsOxffectingOtheOPowerOofOHaplotypeOMarkersOinOxssociationOStudieseOPlantgGenomecO2011cOkcOhkldhlj4.4 29

98 PhysicalOandOSensoryOzharacteristicsOofO’xtrudedOProductsOMadeOfromOTwoOOatOLinesOwithO‘ifferentO
˛†dβlucanOzoncentrationseOCerealgChemistrycO2006cOojcOmpidmpp 2.4 29

97 βrainβenesqOcentralizedOsmallOgrainOresourcesOandOdigitalOplatformOforOgeneticistsOandObreederseO
Database:gthegJournalgofgBiologicalgDatabasesgandgCurationcO2019cOighpcO 5 27

96 βenomicOselectionOinOplantObreedingeOMethodsgingMoleculargBiologycO2014cOhhklcOhhndjg 1.4 26

95 ‘igestionOresiduesOofOtypicalOandOhighdbetadglucanOoatOfloursOprovideOsubstratesOforOinOvitroO
fermentationeOJournalgofgAgriculturalgandgFoodgChemistrycO2007cOllcOljgmdhh 5.7 25

94 RapidOanalysesOofOdryOmatterOcontentOandOcarotenoidsOinOfreshOcassavaOrootsOusingOaOportableOvisibleO
andOnearOinfraredOspectrometerOWVisfNIRSYeOPLoSgONEcO2017cOhicOeghoopho 3.7 24

93 OverviewOofOQTLOdetectionOinOplantsOandOtestsOforOsynergisticOepistaticOinteractionseOGeneticacO2009cO
hjmcOiildjm 1.5 24
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92 ’xpandingOtheOPoolOofOPzRdyasedOMarkersOforOOateOCropgSciencecO2005cOklcOijojdijon 2.4 22

91 yiomassOProductionOandONitrogenOxccumulationOinOPeacOOatcOandOVetchOβreenOManureOMixtureseO
AgronomygJournalcO1996cOoocOijhdikg 2.2 22

90 ’valuatingOImputationOxlgorithmsOforOLowd‘epthOβenotypingdyydSequencingOWβySYO‘ataeOPLoSgONEcO
2016cOhhcOeghmgnjj 3.7 22

89
yayesianOmultilocusOassociationOmappingOonOordinalOandOcensoredOtraitsOandOitsOapplicationOtoOtheO
analysisOofOgeneticOvariationOamongOOryzaOsativaOLeOgermplasmseOTheoreticalgandgAppliedgGeneticscO
2009cOhhocOomldog

6 21

88 OptimalOsamplingOofOaOpopulationOtoOdetermineOQTLOlocationcOvariancecOandOallelicOnumbereO
TheoreticalgandgAppliedgGeneticscO2004cOhgocOhkjkdki 6 21

87 ×easibilityOofOselectionOforOhighOweedOsuppressiveOabilityOinOsoybeanqOxbsenceOofOtradeoffsObetweenO
rapidOinitialOgrowthOandOsustainedOlaterOgrowtheOEuphyticacO2001cOhigcOiphdjgg 2.1 21

86
MarkerdyasedO’stimatesORevealOSignificantONonadditiveO’ffectsOinOzlonallyOPropagatedOzassavaOWYqO
ImplicationsOforOtheOPredictionOofOTotalOβeneticOValueOandOtheOSelectionOofOVarietieseOG3:gGenesug
GenomesugGeneticscO2016cOmcOjkpndjlgm

3.2 21

85 xOSimpleOPackageOtoOScriptOandOSimulateOyreedingOSchemesqOTheOyreedingOSchemeOLanguageeOCropg
SciencecO2017cOlncOhjkndhjlk 2.4 20

84 MultivariateOβenomedWideOxssociationOxnalysesORevealOtheOβeneticOyasisOofOSeedO×attyOxcidO
zompositionOinOOatOWOLeYeOG3:gGenesugGenomesugGeneticscO2019cOpcOipmjdipnl 3.2 20

83 MarkerOβenotypeOImputationOinOaOLowdMarkerd‘ensityOPanelOwithOaOHighdMarkerd‘ensityOReferenceO
PanelqOxccuracyO’valuationOinOyarleyOyreedingOLineseOCropgSciencecO2010cOlgcOhimpdhino 2.4 19

82 PastingOandOThermalOPropertiesOofO×loursOfromOOatOLinesOwithOHighOandOTypicalOxmountsOofO
˛†dβlucaneOCerealgChemistrycO2004cOohcOmomdmpi 2.4 18

81 βenomicOPredictionOinOaOLargeOxfricanOMaizeOPopulationeOCropgSciencecO2017cOlncOijmhdijnh 2.4 17

80 βenomedwideOxssociationOStudyOforOyetadglucanOzoncentrationOinO’liteONorthOxmericanOOateOCropg
SciencecO2013cOljcOlkidllj 2.4 17

79 PredictionOofO˛†dβlucanOzoncentrationOyasedOonOViscosityO’valuationsOofORawOOatO×loursOfromOHighO
˛†dβlucanOandOTraditionalOOatOLineseOCerealgChemistrycO2004cOohcOkjkdkkj 2.4 17

78 βenomicOSelectionOinOPlantOyreedingqOxOzomparisonOofOModelsO2012cOlicOhkm 17

77 TrainingOPopulationOOptimizationOforOPredictionOofOzassavaOyrownOStreakO‘iseaseOResistanceOinO
WestOxfricanOzloneseOG3:gGenesugGenomesugGeneticscO2018cOocOjpgjdjphj 3.2 17

76 WheatO×ructansqOxOPotentialOyreedingOTargetOforONutritionallyOImprovedcOzlimatedResilientO
VarietieseOCropgSciencecO2017cOlncOhmikdhmkg 2.4 16

75 HistoricalOIntrogressionsOfromOaOWildORelativeOofOModernOzassavaOImprovedOImportantOTraitsOandO
MayOyeOUnderOyalancingOSelectioneOGeneticscO2019cOihjcOhijndhilj 4 16

(2019-2005)
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74 ImprovingOβenomicOPredictionOinOzassavaO×ieldO’xperimentsOUsingOSpatialOxnalysiseOG3:gGenesug
GenomesugGeneticscO2018cOocOljdmi 3.2 15

73 SelectionOforONutritionalO×unctionOandOxgronomicOPerformanceOinOOateOCropgSciencecO2007cOkncOijjgdijjp2.4 15

72 OnOtheOMetropolisdHastingsOacceptanceOprobabilityOtoOaddOorOdropOaOquantitativeOtraitOlocusOinO
MarkovOchainOMonteOzarlodbasedOyayesianOanalyseseOGeneticscO2004cOhmmcOmkhdj 4 15

71 LocallyOepistaticOmodelsOforOgenomedwideOpredictionOandOassociationObyOimportanceOsamplingeO
GeneticsgSelectiongEvolutioncO2017cOkpcOnk 4.9 14

70 βenomicOPredictionOusingOPhenotypesOfromOPedigreedOLinesOwithONoOMarkerO‘ataeOCropgSciencecO
2016cOlmcOplndpmk 2.4 14

69 QTLOˆ�OgeneticObackgroundOinteractionqOpredictingOinbredOprogenyOvalueeOEuphyticacO2008cOhmhcOmhdmp 2.1 13

68 solβSqOaOwebdbasedOtoolOforOgenomicOselectioneOBMCgBioinformaticscO2014cOhlcOjpo 3.6 12

67 xnOalgorithmOforOdecidingOtheOnumberOofOclustersOandOvalidationOusingOsimulatedOdataOwithO
applicationOtoOexploringOcropOpopulationOstructureeOAnnalsgofgAppliedgStatisticscO2013cOncO 2.1 12

66 zomparisonOofOTranscriptOProfilesOinOWilddTypeOandOoiOMaizeO’ndospermOinO‘ifferentOβeneticO
yackgroundseOCropgSciencecO2007cOkncOSdkl 2.4 12

65 ResponsesOtoOSelectionOforOPartialOResistanceOtoOzrownORustOinOOateOCropgSciencecO2006cOkmcOhimgdhiml 2.4 12

64 βenomedwideOassociationOanalysisOrevealsOnewOinsightsOintoOtheOgeneticOarchitectureOofOdefensivecO
agrodmorphologicalOandOqualitydrelatedOtraitsOinOcassavaeOPlantgMoleculargBiologycO2020cOh 4.6 12

63 βeneticOzorrelationcOβenomedWideOxssociationOandOβenomicOPredictionOofOPortableONIRSOPredictedO
zarotenoidsOinOzassavaORootseOFrontiersgingPlantgSciencecO2019cOhgcOhlng 6.2 12

62 InfluenceOofOβenotypeOandO’nvironmentOonOWheatOβrainO×ructanOzontenteOCropgSciencecO2019cOlpcOhpgdhpo2.4 12

61 βenomedWideOxssociationOStudyOofOResistanceOtoOzassavaOβreenOMiteOPestOandORelatedOTraitsOinO
zassavaeOCropgSciencecO2018cOlocOhpgndhpho 2.4 11

60 RecurrentOgenomicOselectionOforOwheatOgrainOfructanseOCropgSciencecO2020cOmgcOhkppdhlhi 2.4 11

59 xssociationOmappingOinOcommonObeanOrevealedOregionsOassociatedOwithOxnthracnoseOandOxngularO
LeafOSpotOresistanceeOScientiagAgricolacO2019cOnmcOjihdjin 2.5 10

58 xnOalternativeOcovarianceOestimatorOtoOinvestigateOgeneticOheterogeneityOinOpopulationseOGeneticsg
SelectiongEvolutioncO2015cOkncOpj 4.9 10

57 ImpactOofOdryOsolidsOandObileOacidOconcentrationsOonObileOacidObindingOcapacityOofOextrudedOoatO
cerealseOJournalgofgAgriculturalgandgFoodgChemistrycO2008cOlmcOomnidp 5.7 10
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56 MarkerOImputationOinOyarleyOxssociationOStudieseOPlantgGenomecO2009cOicO 4.4 10

55 HomeologousO’pistasisOinOWheatqOTheOSearchOforOanOImmortalOHybrideOGeneticscO2019cOihhcOhhgldhhii 4 9

54 βeneticOVariationOandOTraitOzorrelationsOinOanO’astOxfricanOzassavaOyreedingOPopulationOforO
βenomicOSelectioneOCropgSciencecO2019cOlpcOkmgdknj 2.4 9

53 xOframeworkOforOgenomicsdinformedOecophysiologicalOmodelingOinOplantseOJournalgofgExperimentalg
BotanycO2019cOngcOilmhdilnk 7 9

52 βenomeOwideOassociationOstudyOofOlOagronomicOtraitsOinOoliveOWOleaOeuropaeaOLeYeOScientificgReportscO
2019cOpcOhonmk 4.9 9

51 xOLowOResolutionO’pistasisOMappingOxpproachOToOIdentifyOzhromosomeOxrmOInteractionsOinO
xllohexaploidOWheateOG3:gGenesugGenomesugGeneticscO2019cOpcOmnldmok 3.2 9

50 ImprovingOrootOcharacterisationOforOgenomicOpredictionOinOcassavaeOScientificgReportscO2020cOhgcOoggj 4.9 8

49 PlantingO‘ateO’ffectsOonOWinterOTriticaleOβrainOYieldOandOYieldOzomponentseOCropgSciencecO2006cOkmcOhihodhiik2.4 8

48 HeritableOtemporalOgeneOexpressionOpatternsOcorrelateOwithOmetabolomicOseedOcontentOinO
developingOhexaploidOoatOseedeOPlantgBiotechnologygJournalcO2020cOhocOhihhdhiii 11.6 8

47 PopulationOβeneticsOofOSugarOKelpOThroughoutOtheONortheasternOUnitedOStatesOUsingO
βenomedWideOMarkerseOFrontiersgingMarinegSciencecO2020cOncO 4.5 8

46 TexturalOandOyileOxciddyindingOPropertiesOofOMuffinsOImpactedObyOOatO˛†dβlucanOwithO‘ifferentO
MolecularOWeightseOCerealgChemistrycO2011cOoocOlmkdlmp 2.4 7

45 PredictionOofOSubgenomeOxdditiveOandOInteractionO’ffectsOinOxllohexaploidOWheateOG3:gGenesug
GenomesugGeneticscO2019cOpcOmoldmpo 3.2 7

44 TranslatingOinsightsOfromOtheOseedOmetabolomeOintoOimprovedOpredictionOforOlipiddcompositionO
traitsOinOoatOWxvenaOsativaOLeYeOGeneticscO2021cOihncO 4 7

43 ‘ataddrivenOdecentralizedObreedingOincreasesOpredictionOaccuracyOinOaOchallengingOcropOproductionO
environmenteOCommunicationsgBiologycO2021cOkcOpkk 6.7 7

42 βenomicOpredictionOandOquantitativeOtraitOlocusOdiscoveryOinOaOcassavaOtrainingOpopulationO
constructedOfromOmultipleObreedingOstageseOCropgSciencecO2020cOmgcOopmdphj 2.4 6

41 ImpactOofOMislabelingOonOβenomicOSelectionOinOzassavaOyreedingeOCropgSciencecO2018cOlocOhkngdhkog 2.4 6

40 SizeO‘istributionsOofO‘ifferentOOrdersOofOKernelsOwithinOtheOOatOSpikeleteOCropgSciencecO2008cOkocOipodjgk2.4 5

39 zomparisonOofOPhenotypingOMethodsOforOResistanceOtoOStemORotOandOxggregatedOSheathOSpotOinO
RiceeOCropgSciencecO2016cOlmcOhmhpdhmin 2.4 5

(2016-2009)
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38 ResistanceOtoOMultipleOTemperateOandOTropicalOStemOandOSheathO‘iseasesOofORiceeOPlantgGenomecO
2018cOhhcOhnggip 4.4 5

37 xOLowdzostOxutomatedOSystemOforOHighdThroughputOPhenotypingOofOSingleOOatOSeedseOThegPlantg
PhenomegJournalcO2018cOhcOhdhj 5 5

36 xOstatisticalOframeworkOforOdetectingOmislabeledOandOcontaminatedOsamplesOusingOshallowddepthO
sequenceOdataeOBMCgBioinformaticscO2018cOhpcOkno 3.6 5

35 ImprovingOβenomicOPredictionOinOzassavaO×ieldO’xperimentsObyOxccountingOforOInterplotO
zompetitioneOG3:gGenesugGenomesugGeneticscO2018cOocOpjjdpkk 3.2 4

34 βenomedWideOxssociationOStudiesOandOHeritabilityO’stimationOinOtheO×unctionalOβenomicsO’raeO
PopulationgGenomicscO2018cOjmhdkil 1.4 4

33 ’nsembleOlearningOwithOtreesOandOrulesqOSupervisedcOsemidsupervisedcOunsupervisedeOIntelligentgDatag
AnalysiscO2014cOhocOolndoni 1.1 4

32 SelectiveOxdvanceOforOxcceleratedO‘evelopmentOofORecombinantOInbredOQTLOMappingOPopulationseO
CropgSciencecO2009cOkpcOhiokdhipk 2.4 4

31 MultidomicsOpredictionOofOoatOagronomicOandOseedOnutritionalOtraitsOacrossOenvironmentsOandOinO
distantlyOrelatedOpopulationseOTheoreticalgandgAppliedgGeneticscO2021cOhjkcOkgkjdkglk 6 4

30 InfluenceOofOOatOKernelOSizeOandOSizeO‘istributionsOonOTestOWeighteOCerealgResearchgCommunications
cO2004cOjicOhjldhki 1.1 4

29 LeveragingOTranscriptomicsO‘ataOforOβenomicOPredictionOModelsOinOzassava 4

28 RNxOpolymeraseOmappingOinOplantsOidentifiesOenhancersOenrichedOinOcausalOvariants 4

27 MultidSpeciesOβenomicsd’nabledOSelectionOforOImprovingOxgroecosystemsOxcrossOSpaceOandOTimeeO
FrontiersgingPlantgSciencecO2021cOhicOmmljkp 6.2 4

26 RegionalOHeritabilityOMappingOProvidesOInsightsOintoO‘ryOMatterOzontentOinOxfricanOWhiteOandO
YellowOzassavaOPopulationseOPlantgGenomecO2018cOhhcOhngglg 4.4 4

25 UsingOpublicOdatabasesOforOgenomicOpredictionOofOtropicalOmaizeOlineseOPlantgBreedingcO2020cOhjpcOmpndngn2.4 3

24 ‘iversityOandOMegadTargetsOofOSelectionOfromOtheOzharacterizationOofOaOyarleyOzollectioneOCropg
SciencecO2009cOkpcOkojdkpn 2.4 3

23 RegistrationOofOâ��N’kimβTâ��OWinterOTriticaleeOCropgSciencecO2005cOklcOnpmdnpn 2.4 3

22 xOsubfunctionalizationOepistasisOmodelOtoOevaluateOhomeologousOgeneOinteractionsOinOallopolyploidOwheat 3

21 ImprovingOβenomicOPredictionOforOSeedOQualityOTraitsOinOOatOWxvenaOsativaOLeYOUsingOTraitdSpecificO
RelationshipOMatriceseOFrontiersgingGeneticscO2021cOhicOmkjnjj 4.5 3

Jean-Luc Jannink
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20 MicroenzymaticO’valuationOofOOatOWxvenaOsativaOLeYO˛†dβlucanOforOHighdThroughputOPhenotypingeO
CerealgChemistrycO2014cOphcOhojdhoo 2.4 2

19 KernelOSizeOVariationOinONakedOOateOCropgSciencecO2006cOkmcOhhhn 2.4 2

18 PredictionOofOsubgenomeOadditiveOandOinteractionOeffectsOinOallohexaploidOwheat 2

17 MarkerdbasedOestimatesOrevealOsignificantOnondadditiveOeffectsOinOclonallyOpropagatedOcassavaO
WManihotOesculentaYqOimplicationsOforOtheOpredictionOofOtotalOgeneticOvalueOandOtheOselectionOofOvarieties 2

16 ProspectsOforOgenomicOselectionOinOcassavaObreeding 2

15 RNxOpolymeraseOmappingOinOplantsOidentifiesOintergenicOregulatoryOelementsOenrichedOinOcausalO
variantseOG3:gGenesugGenomesugGeneticscO2021cOhhcO 3.2 2

14 βenomedwideOassociationOmappingOandOgenomicOpredictionOofOyielddrelatedOtraitsOandOstarchO
pastingOpropertiesOinOcassavaeOTheoreticalgandgAppliedgGeneticscO2021cOhjlcOhkl 6 1

13 xOlowOresolutionOepistasisOmappingOapproachOtoOidentifyOchromosomeOarmOinteractionsOinO
allohexaploidOwheat 1

12 IntrogressedOManihotOglazioviiOxllelesOinOModernOzassavaOβermplasmOyenefitOImportantOTraitsOandO
xreOUnderOyalancingOSelection 1

11 βenomedwideOassociationOmappingOofOcorrelatedOtraitsOinOcassavaqOdryOmatterOandOtotalOcarotenoidOcontent 1

10 PopulationOgeneticsOofOsugarOkelpOinOtheONorthwestOxtlanticOregionOusingOgenomedwideOmarkers 1

9 MultivariateOβenomedwideOxssociationOxnalysesORevealOtheOβeneticOyasisOofOSeedO×attyOxcidO
zompositionOinOOatOWxvenaOsativaLeY 1

8 SexualOdimorphismOandOtheOeffectOofOwildOintrogressionsOonOrecombinationOinOManihotOesculenta 1

7 βenomedwideOassociationOmappingOandOgenomicOpredictionOunravelsOzyS‘OresistanceOinOaOManihotO
esculentaObreedingOpopulation 1

6 zomparativeOanalysisOofOmorphometricOtraitsOofOfarmedOsugarOkelpOandOskinnyOkelpcOSaccharinaOsppecO
strainsOfromOtheONorthwestOxtlanticeOJournalgofgthegWorldgAquaculturegSocietycO2021cOlicOhglp 2.5 1

5 βenomicOmatingOinOoutbredOspeciesqOpredictingOcrossOusefulnessOwithOadditiveOandOtotalOgeneticO
covarianceOmatrices 1

4 SelectionOforOseedOsizeOhasOunevenOeffectsOonOspecializedOmetaboliteOabundanceOinOoatOWxvenaO
sativaOLYeOG3:gGenesugGenomesugGeneticscO2021cO 3.2 1

3 βeneralizableOapproachesOforOgenomicOpredictionOofOmetabolitesOinOplantseeOPlantgGenomecO2022cOeigigl4.4 0

(2022-2014)
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2 OutlookOofOzassavaOyrownOStreakO‘iseaseOxssessmentqOPerspectivesOofOtheOScreeningOMethodsOofO
yreedersOandOPathologistseOFrontiersgingPlantgSciencecO2021cOhicOmkokjm 6.2

1 xOpopulationObasedOexpressionOatlasOprovidesOinsightsOintoOdiseaseOresistanceOandOotherO
physiologicalOtraitsOinOcassavaOWManihotOesculentaOzrantzYeOScientificgReportscO2021cOhhcOijlig 4.9

Jean-Luc Jannink

12


