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k Paper IF Citations

97 TumourOgeneOexpressionOsignatureOinOprimaryOmelanomaOpredictsOlongdtermOoutcomeseONaturek
CommunicationscO2021cOhicOhhjn 17.4 5

96 zomparativeO×enomicsOofOandOpveOStrainsOIsolatedOfromOaOSingleOWalnutOαostOTreeeOMicroorganismscO
2021cOpcO 4.9 3

95
zompleteO×enomeOSequenceOObtainedObyONanoporeOandOIlluminaOαybridOxssemblyOofO
XanthomonasOarboricolaOpveOjuglandisOzPy OkincOIsolatedOfromOyudsOofOaOWalnutOTreeeOMicrobiologyk
ResourcekAnnouncementscO2021cOhgcO

1.3 2

94 SheddingOLightOonOtheOxfricanO–nigmaqOInOVitroOTestingOofOzoevolutioneOMicroorganismscO2021cOpcO 4.9 4

93 xOuserOguideOforOtheOonlineOexplorationOandOvisualizationOofOPzxW×OdataeONaturekCommunicationscO
2020cOhhcOjkgg 17.4 7

92 αighdcoverageOwholedgenomeOanalysisOofOhiigOcancersOrevealsOhundredsOofOgenesOderegulatedObyO
rearrangementdmediatedOcisdregulatoryOalterationseONaturekCommunicationscO2020cOhhcOnjm 17.4 32

91 zombinedOburdenOandOfunctionalOimpactOtestsOforOcancerOdriverOdiscoveryOusingO’riverPowereO
NaturekCommunicationscO2020cOhhcOnjk 17.4 16

90 IntegrativeOpathwayOenrichmentOanalysisOofOmultivariateOomicsOdataeONaturekCommunicationscO2020cO
hhcOnjl 17.4 53

89 PathwayOandOnetworkOanalysisOofOmoreOthanOilggOwholeOcancerOgenomeseONaturekCommunicationscO
2020cOhhcOnip 17.4 38

88 xnalysesOofOnondcodingOsomaticOdriversOinOicmlo´ cancerOwholeOgenomeseONaturecO2020cOlnocOhgidhhh 50.4 220

87 PandcancerOanalysisOofOwholeOgenomeseONaturecO2020cOlnocOoidpj 50.4 840

86 ×enomicObasisOforORNxOalterationsOinOcancereONaturecO2020cOlnocOhipdhjm 50.4 148

85 zancerOLncRNxOzensusOrevealsOevidenceOforOdeepOfunctionalOconservationOofOlongOnoncodingORNxsO
inOtumorigenesiseOCommunicationskBiologycO2020cOjcOlm 6.7 77

84 –xpressionOxtlasOupdateqOfromOtissuesOtoOsingleOcellseONucleickAcidskResearchcO2020cOkocO’nnd’oj 20.1 159

83 zompleteO×enomeOSequencesOofOWalnutdxssociatedOStrainsOzPy OjmnOandOzPy OkimOObtainedObyO
IlluminafNanoporeOαybridOxssemblyeOMicrobiologykResourcekAnnouncementscO2020cOpcO 1.3 4

82 TheOInyIOOyarcodingOInitiativeO’atabaseqO’NxObarcodesOofOPortugueseO’ipteraOgheOBiodiversitykDatak
JournalcO2020cOocOekppol 1.8 3

81 TheOInyIOOyarcodingOInitiativeO’atabaseqOcontributionOtoOtheOknowledgeOonO’NxObarcodesOofO
IberianOPlecopteraeOBiodiversitykDatakJournalcO2020cOocOellhjn 1.8 4
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80 yutlerOenablesOrapidOclouddbasedOanalysisOofOthousandsOofOhumanOgenomeseONaturekBiotechnologycO
2020cOjocOioodipi 44.5 9

79 xnORNxdseqOyasedOMachineOLearningOxpproachOIdentifiesOLatentOTuberculosisOPatientsOWithOanO
xctiveOTuberculosisOProfileeOFrontierskinkImmunologycO2020cOhhcOhkng 8.4 11

78 TumorsOinduceOdeOnovoOsteroidObiosynthesisOinOTOcellsOtoOevadeOimmunityeONaturekCommunicationscO
2020cOhhcOjloo 17.4 19

77
×astricOMicrobiomeO’iversitiesOinO×astricOzancerOPatientsOfromO–uropeOandOxsiaOMimicOtheOαumanO
PopulationOStructureOandOxreOPartlyO’rivenObyOMicrobiomeOQuantitativeOTraitOLocieOMicroorganismscO
2020cOocO

4.9 7

76 xOPandcancerOTranscriptomeOxnalysisORevealsOPervasiveORegulationOthroughOxlternativeOPromoterseO
CellcO2019cOhnocOhkmldhknneehn 56.2 56

75 xrray–xpressOupdateOdOfromObulkOtoOsingledcellOexpressionOdataeONucleickAcidskResearchcO2019cOkncO’nhhd’nhl20.1 256

74 ×rameneOighoqOunifyingOcomparativeOgenomicsOandOpathwayOresourcesOforOplantOresearcheONucleick
AcidskResearchcO2018cOkmcO’hhohd’hhop 20.1 107

73 InferencesOonOspecificityOrecognitionOatOtheOMalusˆ�domesticaOgametophyticOselfdincompatibilityO
systemeOScientifickReportscO2018cOocOhnhn 4.9 14

72 –xpressionOxtlasqOgeneOandOproteinOexpressionOacrossOmultipleOstudiesOandOorganismseONucleickAcidsk
ResearchcO2018cOkmcO’ikmd’ilh 20.1 222

71 TranscriptionO actorOxctivitiesO–nhanceOMarkersOofO’rugOSensitivityOinOzancereOCancerkResearchcO
2018cOnocOnmpdnog 10.1 87

70 TheORNxSeqderOxPIdaOgatewayOtoOsystematicallyOupdatedOanalysisOofOpublicORNxdseqOdataeO
BioinformaticscO2017cOjjcOiihodiiig 7.2 19

69 TwoOindependentOmodesOofOchromatinOorganizationOrevealedObyOcohesinOremovaleONaturecO2017cO
llhcOlhdlm 50.4 589

68 QmihRqOPipelineOforOQuantificationOofOMicrobiomeOinOαumanORNxdseqeOAdvanceskinkIntelligentk
SystemskandkComputingcO2017cOhnjdhnp 0.4 2

67 ParallelOxlgorithmsOforOMultirelationalO’ataOMiningqOxpplicationOtoOLifeOScienceOProblemseOComputerk
CommunicationskandkNetworkscO2016cOjjpdjmj 0.5

66 ×rameneOighmqOcomparativeOplantOgenomicsOandOpathwayOresourceseONucleickAcidskResearchcO2016cO
kkcO’hhjjdkg 20.1 102

65 –xpressionOxtlasOupdateddanOintegratedOdatabaseOofOgeneOandOproteinOexpressionOinOhumanscO
animalsOandOplantseONucleickAcidskResearchcO2016cOkkcO’nkmdli 20.1 404

64 zomparisonOofO×–NzO’–OandORefSeqOgeneOannotationOandOtheOimpactOofOreferenceOgenesetOonO
variantOeffectOpredictioneOBMCkGenomicscO2015cOhmOSupplOocOSi 4.5 53

63 PredictingOmalignancyOfromOmammographyOfindingsOandOimagedguidedOcoreObiopsieseOInternationalk
JournalkofkDatakMiningkandkBioinformaticscO2015cOhhcOilndnm 0.5 7
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62 zonvergentOevolutionOatOtheOgametophyticOselfdincompatibilityOsystemOinOMalusOandOPrunuseOPLoSk
ONEcO2015cOhgcOeghimhjo 3.7 39

61 –xpressionOxtlasOupdateddaOdatabaseOofOgeneOandOtranscriptOexpressionOfromOmicroarraydOandO
sequencingdbasedOfunctionalOgenomicsOexperimentseONucleickAcidskResearchcO2014cOkicO’pimdji 20.1 247

60 LongdrangeOenhancersOregulatingOMycOexpressionOareOrequiredOforOnormalOfacialOmorphogenesiseO
NaturekGeneticscO2014cOkmcOnljdo 36.3 89

59 RNxdSeqOgeneOprofilingddaOsystematicOempiricalOcomparisoneOPLoSkONEcO2014cOpcOehgngim 3.7 61

58 αighdresolutionOmappingOofOtranscriptionalOdynamicsOacrossOtissueOdevelopmentOrevealsOaOstableO
mRNxdtRNxOinterfaceeOGenomekResearchcO2014cOikcOhnpndogn 9.7 53

57 xN’OParallelismOforOILPqOTheOxPISOSystemeOLecturekNoteskinkComputerkSciencecO2014cOpjdhgm 0.9 1

56 xssemblathonOiqOevaluatingOdeOnovoOmethodsOofOgenomeOassemblyOinOthreeOvertebrateOspecieseO
GigaSciencecO2013cOicOhg 7.6 461

55 ’rosophilaOamericanaOasOaOmodelOspeciesOforOcomparativeOstudiesOonOtheOmolecularObasisOofO
phenotypicOvariationeOGenomekBiologykandkEvolutioncO2013cOlcOmmhdnp 3.9 18

54 yoostingOtheO’etectionOofOTransposableO–lementsOUsingOMachineOLearningeOAdvanceskinkIntelligentk
SystemskandkComputingcO2013cOoldph 0.4 3

53
PatternsOofOevolutionOatOtheOgametophyticOselfdincompatibilityOSorbusOaucupariaOWPyrinaeXOSOpollenO
genesOsupportOtheOnondselfOrecognitionObyOmultipleOfactorsOmodeleOJournalkofkExperimentalkBotanycO
2013cOmkcOikijdjk

7 16

52 ImprovingOtheOperformanceOofOTransposableO–lementsOdetectionOtoolseOJournalkofkIntegrativek
BioinformaticscO2013cOhgcOkgdlg 3.8 6

51 TheO’rosophilaOmelanogasterOmethuselahOgeneqOaOnovelOgeneOwithOancientOfunctionseOPLoSkONEcO
2013cOocOemjnkn 3.7 18

50 ImprovingOtheOperformanceOofOTransposableO–lementsOdetectionOtoolseOJournalkofkIntegrativek
BioinformaticscO2013cOhgcOijh 3.8 6

49 OnOtheO’evelopmentOofOaOPipelineOforOtheOxutomaticO’etectionOofOPositivelyOSelectedOSiteseO
AdvanceskinkIntelligentkandkSoftkComputingcO2012cOiildiip 2

48 ToolsOforOmappingOhighdthroughputOsequencingOdataeOBioinformaticscO2012cOiocOjhmpdnn 7.2 211

47 TheO’xIyxMOMIT–OelementOisOinvolvedOinOtheOoriginOofOoneOfixedOandOtwoOpolymorphicO’rosophilaO
virilisOphyladOinversionseOFlycO2012cOmcOnhdk 1.3 11

46 zonceptualOzlusteringOofOMultidRelationalO’ataeOLecturekNoteskinkComputerkSciencecO2012cOhkldhlp 0.9 4

45 PredictingOtheOsecondaryOstructureOofOproteinsOusingOmachineOlearningOalgorithmseOInternationalk
JournalkofkDatakMiningkandkBioinformaticscO2012cOmcOlnhdok 0.5 2
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44 x’OPSOdOxutomaticO’etectionOOfOPositivelyOSelectedOSiteseOJournalkofkIntegrativekBioinformaticscO
2012cOpcOhodji 3.8 14

43 x’OPSddxutomaticO’etectionOOfOPositivelyOSelectedOSiteseOJournalkofkIntegrativekBioinformaticscO
2012cOpcOigg 3.8 16

42 xORelationalOLearningOxpproachOtoOStructuredxctivityORelationshipsOinO’rugO’esignOToxicityOStudieseO
JournalkofkIntegrativekBioinformaticscO2011cOocOhnmdhpk 3.8 4

41
PopxffiliatorqOonlineOcalculatorOforOindividualOaffiliationOtoOaOmajorOpopulationOgroupObasedOonOhnO
autosomalOshortOtandemOrepeatOgenotypeOprofileeOInternationalkJournalkofkLegalkMedicinecO2011cO
hilcOmipdjm

3.1 36

40 PredictingOMalignancyOfromOMammographyO indingsOandOSurgicalOyiopsiesO2011cOighhcO 0.8 2

39 xminoOacidOpairdOandOtripletdwiseOgroupingsOinOtheOinteriorOofO˛–dhelicalOsegmentsOinOproteinseOJournalk
ofkTheoreticalkBiologycO2011cOinhcOhjmdkk 2.3 6

38 xssemblathonOhqOaOcompetitiveOassessmentOofOdeOnovoOshortOreadOassemblyOmethodseOGenomek
ResearchcO2011cOihcOiiikdkh 9.7 364

37 InteractiveO’iscriminativeOMiningOofOzhemicalO ragmentseOLecturekNoteskinkComputerkSciencecO2011cOlpdmm0.9 2

36 xssessingOtheO–ffectOofOi’O ingerprintO ilteringOonOILPdyasedOStructuredxctivityORelationshipsO
ToxicityOStudiesOinO’rugO’esigneOAdvanceskinkIntelligentkandkSoftkComputingcO2011cOjlldjmj

35 xOrelationalOlearningOapproachOtoOStructuredxctivityORelationshipsOinOdrugOdesignOtoxicityOstudieseO
JournalkofkIntegrativekBioinformaticscO2011cOocOhoi 3.8 1

34 –volutionaryOpatternsOatOtheORNaseObasedOgametophyticOselfOdOincompatibilityOsystemOinOtwoO
divergentORosaceaeOgroupsOWMaloideaeOandOPrunusXeOBMCkEvolutionarykBiologycO2010cOhgcOigg 3 24

33 PhylogenyOofOtheOteashirtdrelatedOzincOfingerOWtshzXOgeneOfamilyOandOanalysisOofOtheOdevelopmentalO
expressionOofOtshziOandOtshzjbOinOtheOzebrafisheODevelopmentalkDynamicscO2010cOijpcOhghgdo 2.9 15

32 PredictingOtheOStartOofOProteinO˛–dαelicesOUsingOMachineOLearningOxlgorithmseOAdvanceskinkIntelligentk
andkSoftkComputingcO2010cOjjdkh

31 ×eneOclassificationObasedOonOaminoOacidOmotifsOandOresiduesqOtheO’LXOWdistaldlessXOtestOcaseeOPLoSk
ONEcO2009cOkcOelnko 3.7 1

30 ParallelOILPOforOdistributeddmemoryOarchitectureseOMachinekLearningcO2009cOnkcOilndinp 4 20

29 RNasedbasedOgametophyticOselfdincompatibilityOevolutionqOQuestioningOtheOhypothesisOofOmultipleO
independentOrecruitmentsOofOtheOSdpollenOgeneeOJournalkofkMolecularkEvolutioncO2009cOmpcOjidkh 3.1 21

28 ImprovingOtheOefficiencyOofOinductiveOlogicOprogrammingOsystemseOSoftwarekykPracticekandkExperience
cO2009cOjpcOhopdihp 2.5 4

27 yIOR–’OdOxO×eneticOxlgorithmOforOPatternO’etectionOinOyiosequenceseOAdvanceskinkSoftkComputingcO
2009cOhlmdhml 2

(2009-2012)
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26 zomparativeOStudyOofOzlassificationOxlgorithmsOUsingOMolecularO’escriptorsOinOToxicologicalO
’atayaseseOLecturekNoteskinkComputerkSciencecO2009cOhihdhji 0.9 4

25 VisuallyO×uidingOandOzontrollingOtheOSearchOWhileOMiningOzhemicalOStructureseOLecturekNoteskink
ComputerkSciencecO2009cOhgkjdhgkm 0.9

24 PartitionalOzlusteringOofOProteinOSequencesOâ��OxnOInductiveOLogicOProgrammingOxpproacheOLecturek
NoteskinkComputerkSciencecO2009cOhgghdhggk 0.9

23 ProteinOevolutionOofOxNTPOandOPR’OhomeoboxOgeneseOBMCkEvolutionarykBiologycO2008cOocOigg 3 6

22 Logzα–MqOInteractiveO’iscriminativeOMiningOofOzhemicalOStructureO2008cO 3

21 kdRNNO2008cO 2

20 TheOnumbercOagecOsharingOandOrelatednessOofOSdlocusOspecificitiesOinOPrunuseOGeneticalkResearchcO
2008cOpgcOhndim 1.1 16

19 xminoOacidOpairingOatOtheONdOandOzdterminiOofOhelicalOsegmentsOinOproteinseOProteins:kStructurexk
FunctionkandkBioinformaticscO2008cOngcOhoodpm 4.2 19

18 xnOSdRNasedbasedOgametophyticOselfdincompatibilityOsystemOevolvedOonlyOonceOinOeudicotseOJournalk
ofkMolecularkEvolutioncO2008cOmncOhnpdpg 3.1 55

17 InductionOasOaOSearchOProcedureO2008cOhmmdihm 1

16 ILPOqdOJustOTrieOItO2007cOnodon 1

15 xprilOâ��OxnOInductiveOLogicOProgrammingOSystemeOLecturekNoteskinkComputerkSciencecO2006cOkohdkok 0.9 12

14 –fficientOandOScalableOInductionOofOLogicOProgramsOUsingOaO’eductiveO’atabaseOSystemeOLecturek
NoteskinkComputerkSciencecO2006cOhokdhpo 0.9

13 xOpipelinedOdatadparallelOalgorithmOforOILPO2005cO 3

12 StrategiesOtoOParallelizeOILPOSystemseOLecturekNoteskinkComputerkSciencecO2005cOhjmdhlj 0.9 10

11 OnOxpplyingOTablingOtoOInductiveOLogicOProgrammingeOLecturekNoteskinkComputerkSciencecO2005cOngndnhk 0.9 10

10 iRxPOdOanOintegratedORNxdseqOxnalysisOPipeline 22

9 WholeOgenomeOandORNxOsequencingOofOhciigOcancersOrevealsOhundredsOofOgenesOderegulatedObyO
rearrangementOofOcisdregulatoryOelements 4
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8 TranscriptionOfactorOactivitiesOenhanceOmarkersOofOdrugOresponseOinOcancer 3

7 xOuserâ��sOguideOtoOtheOonlineOresourcesOforOdataOexplorationcOvisualizationcOandOdiscoveryOforOtheO
PandzancerOxnalysisOofOWholeO×enomesOprojectOWPzxW×X 3

6 ×enomicObasisOforORNxOalterationsOrevealedObyOwholedgenomeOanalysesOofOinOcancerOtypes 10

5 SpeedingOupOtheOdetectionOofOinvasiveOaquaticOspeciesOusingOenvironmentalO’NxOandOnanoporeOsequencing 4

4 xssessingOtheO×eneORegulatoryOLandscapeOinOhchooOαumanOTumors 3

3 ’iscoveryOandOcharacterizationOofOcodingOandOnondcodingOdriverOmutationsOinOmoreOthanOiclggO
wholeOcancerOgenomes 12

2 zomprehensiveOgenomeOandOtranscriptomeOanalysisOrevealsOgeneticObasisOforOgeneOfusionsOinOcancer 2

1 xOPandzancerOTranscriptomeOxnalysisORevealsOPervasiveORegulationOthroughOTumordxssociatedO
xlternativeOPromoters 3
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