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87 StructuralNbasisNofNSvRSaxoVafNgxLNandNantiaxOVIyaenNdrugNdiscoveryNfromNmedicinalNplantsbN
JournalgofgPharmaceuticalgAnalysisZN2020ZNedZNgegagen 14 477

86 zpitopeabasedNpeptideNvaccineNdesignNandNtargetNsiteNdepictionNagainstNMiddleNzastNRespiratoryN
SyndromeNxoronavirusoNanNimmuneainformaticsNstudybNJournalgofgTranslationalgMedicineZN2019ZNelZNgkf 8.5 93

85
PharmacoinformaticsNandNmolecularNdynamicsNsimulationNstudiesNrevealNpotentialNcovalentNandN
αyvaapprovedNinhibitorsNofNSvRSaxoVafNmainNproteaseNgxLbNJournalgofgBiomoleculargStructuregandg
DynamicsZN2021ZNgnZNhngkahnhm

3.6 71

84 xomputationalNscreeningNofNmedicinalNplantNphytochemicalsNtoNdiscoverNpotentNpanaserotypeN
inhibitorsNagainstNdengueNvirusbNScientificgReportsZN2019ZNnZNehgg 4.9 61

83
PromisingNterpenesNasNSvRSaxoVafNspikeNreceptorabindingNdomainNVRwyWNattachmentNinhibitorsNtoN
theNhumanNvxzfNreceptoroNIntegratedNcomputationalNapproachbNJournalgofgMoleculargLiquidsZN2020ZN
gfdZNeehhng

6 46

82 yesigningNofNaNnextNgenerationNmultiepitopeNbasedNvaccineNVMzVWNagainstNSvRSaxOVafoN
ImmunoinformaticsNandNinNsilicoNapproachesbNPLoSgONEZN2020ZNeiZNedfhhelk 3.7 43

81 MPygoNaNusefulNmedicinalNplantsNdatabaseNforNdrugNdesigningbNNaturalgProductgResearchZN2017ZNgeZNeffmaefgk2.3 42

80 ReverseNvaccinologyNassistedNdesigningNofNmultiepitopeabasedNsubunitNvaccineNagainstNSvRSaxoVafbN
InfectiousgDiseasesgofgPovertyZN2020ZNnZNegf 10.4 38

79 yiscoveryNofNhumanNcoronavirusesNpanapapainalikeNproteaseNinhibitorsNusingNcomputationalN
approachesbNJournalgofgPharmaceuticalgAnalysisZN2020ZNedZNihkaiin 14 35

78
yesigningNmultiaepitopeNvaccineNagainstNStaphylococcusNaureusNbyNemployingNsubtractiveN
proteomicsZNreverseNvaccinologyNandNimmunoainformaticsNapproachesbNComputersgingBiologygandg
MedicineZN2021ZNegfZNedhgmn

7 33

77 PeptideNvaccineNagainstNchikungunyaNvirusoNimmunoainformaticsNcombinedNwithNmolecularNdockingN
approachbNJournalgofgTranslationalgMedicineZN2018ZNekZNfnm 8.5 31

76 MultiepitopeawasedNSubunitNVaccineNyesignNandNzvaluationNagainstNRespiratoryNSyncytialNVirusN
UsingNReverseNVaccinologyNvpproachbNVaccinesZN2020ZNmZN 5.3 29

75 MolecularNyockingNwasedNScreeningNofNPlantNαlavonoidsNasNyengueNNSeNInhibitorsbNBioinformationZN
2014ZNedZNhkdai 1.1 27

74 MvPSNyatabaseoNMedicinalNplantNvctivitiesZNPhytochemicalNandNStructuralNyatabasebNBioinformationZN
2013ZNnZNnngai 1.1 27

73 SilencingNofNxhemosensoryNProteinNGeneNNlugxSPmNbyNRNviNInducesNyecliningNwehavioralN
ResponsesNofbNFrontiersgingPhysiologyZN2018ZNnZNgln 4.6 25

72
yiscoveryNofNNovelNyengueNNSfwcNSgNProteaseNInhibitorsNUsingNPharmacophoreNModelingNandN
MolecularNyockingNwasedNVirtualNScreeningNofNtheNZINxNyatabasebNInternationalgJournalgofg
PharmacologyZN2016ZNefZNkfeakgf

0.7 25

71 vntiviralNphytochemicalsNidentificationNfromNvzadirachtaNindicaNleavesNagainstNHxVNNSgNproteaseoN
anNinNsilicoNapproachbNNaturalgProductgResearchZN2016ZNgdZNemkkan 2.3 23
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70 PredictionNofNProteinaProteinNInteractionsNbyNzvidenceNxombiningNMethodsbNInternationalgJournalgofg
MoleculargSciencesZN2016ZNelZN 6.3 22

69 αunctionalNvnalysisNofNtheNxhemosensoryNProteinNMsepxSPmNαromNtheNOrientalNvrmywormbN
FrontiersgingPhysiologyZN2018ZNnZNmlf 4.6 21

68
InvestigatingNtheNmolecularNmechanismNofNstaphylococcalNyNvNgyraseNinhibitorsoNvNcombinedN
ligandabasedNandNstructureabasedNresourcesNpipelinebNJournalgofgMoleculargGraphicsgandgModellingZN
2018ZNmiZNeffaefn

2.8 21

67 xomputerNvidedNScreeningNofNPhytochemicalsNfromNGarciniaNagainstNtheNyengueNNSfwcNSgN
ProteasebNBioinformationZN2014ZNedZNeeiam 1.1 17

66 PotentialNofNplantNalkaloidsNasNdengueNnsgNproteaseNinhibitorsoNMolecularNdockingNandNsimulationN
approachbNBangladeshgJournalgofgPharmacologyZN2014ZNnZN 0.6 16

65 yiscoveryNofNselectiveNinhibitorsNforNcyclicNvMPNresponseNelementabindingNproteinoNaNcombinedN
ligandNandNstructureabasedNresourcesNpipelinebNAntiuCancergDrugsZN2019ZNgdZNgkgaglg 2.4 16

64 xharacterizationNofNaNnovelNcottonNMYwNgeneZNGhMYwedmalikeNresponsiveNtoNabioticNstressesbN
MoleculargBiologygReportsZN2020ZNhlZNeilgaeime 2.8 15

63 TheNcriticalNroleNofNpekcRbNpathwayNinNtheNinhibitionNofNGHgNcellNcycleNinducedNbyNTafNtoxinbN
ToxicologyZN2018ZNhddahdeZNfmagn 4.4 15

62 ScreeningNofNmedicinalNplantNphytochemicalsNasNnaturalNantagonistsNofNpigaMyMfNinteractionNtoN
reactivateNpigNfunctioningbNAntiuCancergDrugsZN2017ZNfmZNedgfaedgm 2.4 15

61 IntegratedNxoreNProteomicsZNSubtractiveNProteomicsZNandNImmunoinformaticsNInvestigationNtoN
UnveilNaNPotentialNMultiazpitopeNVaccineNagainstNSchistosomiasisbNVaccinesZN2021ZNnZN 5.3 15

60
yevelopmentNofNaNNovelNMultiazpitopeNVaccineNvgainstNxrimeanaxongoNHemorrhagicNαeverNVirusoN
vnNIntegratedNReverseNVaccinologyZNVaccineNInformaticsNandNwiophysicsNvpproachbNFrontiersging
ImmunologyZN2021ZNefZNkknmef

8.4 15

59 yesigningNofNaNnextNgenerationNmultiepitopeNbasedNvaccineNVMzVWNagainstNSvRSaxOVafoN
ImmunoinformaticsNandinNsilicoapproaches 14

58 ImmunoaInformaticsNvnalysisNofNPakistanawasedNHxVNSubtypeagaNforNxhimericNPolypeptideNVaccineN
yesignbNVaccinesZN2021ZNnZN 5.3 14

57 PanavaccinomicsNapproachNtowardsNaNuniversalNvaccineNcandidateNagainstNWHONpriorityNpathogensN
toNaddressNgrowingNglobalNantibioticNresistancebNComputersgingBiologygandgMedicineZN2021ZNegkZNedhldi 7 14

56 yiscoveryNofNantiaMzRSaxoVNsmallNcovalentNinhibitorsNthroughNpharmacophoreNmodelingZNcovalentN
dockingNandNmolecularNdynamicsNsimulationbNJournalgofgMoleculargLiquidsZN2021ZNggdZNeeiknn 6 13

55 GenomeaWideNwioinformaticsNvnalysisNofNvquaporinNGeneNαamilyNinNMaizeNVZeaNmaysNLbWbNJournalgofg
PhylogeneticsgngEvolutionarygBiologyZN2018ZNdkZN 13

54 xomparativeNStudiesNofNtheNyynamicsNzffectsNofNwvYkdaflldNandNwvYimafkklNwindingNwithNHumanN
andNwacterialNHaNOXNyomainsbNMoleculesZN2018ZNfgZN 4.8 13

53 ppsPxPoNaNplantNpresencecabsenceNvariantsNscannerNandNpanagenomeNconstructionNpipelinebN
BioinformaticsZN2019ZNgiZNheikaheim 7.2 12
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52 PharmacoinformaticsNandNMolecularNyynamicNSimulationNStudiesNRevealNPotentialNInhibitorsNofN
SvRSaxoVafNMainNProteaseNgxLpro 11

51 TowardsNvNNovelNMultiazpitopesNxhimericNVaccineNforNSimulatingNStrongNImmuneNResponsesNandN
ProtectionNagainstbNInternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthZN2021ZNemZN 4.6 10

50
MutationalNLandscapeNofNPirinNandNzlucidationNofNtheNImpactNofNMostNyetrimentalNMissenseNVariantsN
ThatNvccelerateNtheNwreastNxancerNPathwaysoNvNxomputationalNModellingNStudybNFrontiersging
MoleculargBiosciencesZN2021ZNmZNknfmgi

5.6 10

49 MolecularNyockingNandNSimulationNStudiesNofNvntidiabeticNvgentsNyevisedNfromNHypoglycemicN
PolypeptideaPNofbNBioMedgResearchgInternationalZN2021ZNfdfeZNiikeefn 3 10

48 xomparativeNanalysisNofNminiatureNinvertedarepeatNtransposableNelementsNVMITzsWNandNlongN
terminalNrepeatNVLTRWNretrotransposonsNinNsixNxitrusNspeciesbNBMCgPlantgBiologyZN2019ZNenZNehd 5.3 9

47 vnticancerNpotentialNofNphytochemicalsNagainstNbreastNcanceroNMolecularNdockingNandNsimulationN
approachbNBangladeshgJournalgofgPharmacologyZN2014ZNnZN 0.6 9

46 vNchemosensoryNproteinNMsepxSPiNinvolvedNinNchemoreceptionNofNorientalNarmywormbN
InternationalgJournalgofgBiologicalgSciencesZN2018ZNehZNengiaenhn 11.2 9

45 vNdeepNlearningNmodelNbasedNonNsparseNautoaencoderNforNprioritizingNcancerarelatedNgenesNandNdrugN
targetNcombinationsbNCarcinogenesisZN2019ZNhdZNkfhakgf 4.6 8

44 StructuralNwasisNofNSvRSaxoVafNgxLproNandNvntiaxOVIyaenNyrugNyiscoveryNfromNMedicinalNPlantsN 8

43 STvTISTIxvLNvNvLYSISNOαNRISKNαvxTORSNvααzxTINGNTHzNPROGNOSISNOαNwILIvRYNvTRzSIvNINN
INαvNTSbNMatrixgSciencegPharmaZN2017ZNeZNfdafh 0.8 8

42 yesigningNaNMultiazpitopeNVaccineNagainstNbyNzmployingNIntegratedNxoreNProteomicsZN
ImmunoaInformaticsNandNInNSilicoNvpproachesbNBiologyZN2021ZNedZN 4.9 8

41 StructuralNprobingNofNHapRNtoNidentifyNpotentNphytochemicalsNtoNcontrolNVibrioNcholeraNthroughN
integratedNcomputationalNapproachesbNComputersgingBiologygandgMedicineZN2021ZNegmZNedhnfn 7 8

40 SvRSaxoVafoNvnNUpdateNonNGenomicsZNRiskNvssessmentZNPotentialNTherapeuticsNandNVaccineN
yevelopmentbNInternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthZN2021ZNemZN 4.6 8

39 yesigningNaNRecombinantNVaccineNagainstNUsingNImmunoinformaticsNvpproachbbNVaccinesZN2022ZNedZN 5.3 7

38 yesigningNofNaNmultiaepitopesabasedNpeptideNvaccineNagainstNriftNvalleyNfeverNvirusNandNitsNvalidationN
throughNintegratedNcomputationalNapproachesbbNComputersgingBiologygandgMedicineZN2021ZNeheZNedieie 7 7

37 PanagenomeoNvNpromisingNresourceNforNnoncodingNRNvNdiscoveryNinNplantsbNPlantgGenomeZN2020ZNegZNefddhk4.4 7

36
StructuralNinsightNintoNtheNbindingNpatternNandNinteractionNmechanismNofNchemotherapeuticNagentsN
withNSorcinNbyNdockingNandNmolecularNdynamicNsimulationbNColloidsgandgSurfacesgB:gBiointerfacesZN
2021ZNfdmZNeefdnm

6 7

35 NetworkNPharmacologyNvpproachNforNMedicinalNPlantsoNReviewNandNvssessmentbNPharmaceuticalsZN
2022ZNeiZNilf 5.2 7
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34 yiscoveryNofNPotentialNvntiviralNxompoundsNagainstNHendraNVirusNbyNTargetingNItsNReceptorawindingN
ProteinNVGWNUsingNxomputationalNvpproachesbbNMoleculesZN2022ZNflZN 4.8 6

33 StructuralNmodelingNandNconservedNepitopesNpredictionNagainstNSvRSaxOVafNstructuralNproteinsNforN
vaccineNdevelopment 6

32 yiscoveryNofNNovelNInhibitorsNαromNMedicinalNPlantsNforNVayomainNIgNSuppressorNofNTaxellN
vctivationbNFrontiersgingMoleculargBiosciencesZN2021ZNmZNleklgi 5.6 6

31
yesigningNofNaNRecombinantNMultiazpitopesNwasedNVaccineNagainstNUsingNwioinformaticsNandN
ImmunoinformaticsNvpproachesbbNInternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthZN
2022ZNenZN

4.6 6

30 ProbingNtheNstructuralNbasisNofNxitrusNphytochromeNwNusingNcomputationalNmodellingNandNmolecularN
dynamicsNsimulationNapproachesbNJournalgofgMoleculargLiquidsZN2021ZNghdZNeekmni 6 5

29
SynthesisZNantimicrobialZNanticancerNactivitiesZNPvSSNpredictionZNmolecularNdockingZNmolecularN
dynamicsNandNpharmacokineticNstudiesNofNdesignedNmethylN˛–ayaglucopyranosideNestersbNJournalgofg
MoleculargStructureZN2022ZNefkdZNegflke

3.4 5

28 IdentificationNandNvnalysisNofNMicroazxonNGenesNinNtheNRiceNGenomebNInternationalgJournalgofg
MoleculargSciencesZN2019ZNfdZN 6.3 4

27 xoronavirusNyiseaseNfdenNvssosiatedNPneumoniaNinNxhinaoNxurrentNStatusNandNαutureNProspects 4

26 IdentificationNofNimmunodominantNepitopesNinNallelicNvariantsNVKfedNandNVKfhlNofNPlasmodiumN
VivaxNxircumsporozoiteNimmunogenbNInfectiontgGeneticsgandgEvolutionZN2021ZNnkZNediefd 4.5 4

25 QTLNMappingNforNvbioticNStressesNinNxerealsN2020ZNffnafie 4

24 zffectivenessNofNxonventionalNxropNImprovementNStrategiesNvsbNOmicsN2020ZNfigafmh 4

23 yesigningNofNaNNovelNMultiavntigenicNzpitopeawasedNVaccineNagainstNzbNhormaecheioNvnNIntergradedN
ReverseNVaccinologyNandNImmunoinformaticsNvpproachbNVaccinesZN2022ZNedZNkki 5.3 4

22 VaccinomicsNtoNyesignNaNMultiazpitopesNVaccineNforNbbNInternationalgJournalgofgEnvironmentalg
ResearchgandgPublicgHealthZN2022ZNenZN 4.6 4

21 vnalysisNofNandNXNandNYNchromosomeNtranscriptomeNhighlightsNreproductiveNdriverNgenesbN
OncotargetZN2017ZNmZNihhekaihhgg 3.3 3

20
HighaqualityNreferenceNgenomeNsequencesNofNtwoNcoconutNcultivarsNprovideNinsightsNintoNevolutionN
ofNmonocotNchromosomesNandNdifferentiationNofNfiberNcontentNandNplantNheightbNGenomegBiologyZN
2021ZNffZNgdh

18.3 3

19
vNNOVzLNSTRUxTURvLNvNyNαUNxTIONvLNINSIGHTNINTONxHLOROPLvSTazNxOyzyNxzNTRvLN
SUwUNITNOαNyvRKaOPzRvTzyNPROTOxHLOROPHYLLIyzNOXIyORzyUxTvSzNVyPORWNOαNPLvNTSbN
PakistangJournalgofgAgriculturalgSciencesZN2017ZNihZNgniahdk

1.5 3

18 RoleNofNwiotechnologyNinNxlimateNResilientNvgricultureN2020ZNggnagki 3

17 xonservedNImprintedNGenesNbetweenNIntraaSubspeciesNandNInteraSubspeciesNvreNInvolvedNinNznergyN
MetabolismNandNSeedNyevelopmentNinNRicebNInternationalgJournalgofgMoleculargSciencesZN2020ZNfeZN 6.3 3
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16 PotentialNvpplicationNofNxRISPRcxasnNSystemNtoNzngineerNvbioticNStressNToleranceNinNPlantsbNProteing
andgPeptidegLettersZN2021ZNfmZNmkeamll 1.9 3

15 yesignNofNaNMultiazpitopeNVaccineNagainstNTropherymaNwhippleiNUsingNImmunoinformaticsNandN
MolecularNyynamicsNSimulationNTechniquesbNVaccinesZN2022ZNedZNkne 5.3 3

14 StructuralNzlucidationNofNRiftNValleyNαeverNVirusNLNProteinNtowardsNtheNyiscoveryNofNItsNPotentialN
InhibitorsbNPharmaceuticalsZN2022ZNeiZNkin 5.2 3

13 vNNovelNxoronavirusNfdenNLinkedNwithNPneumoniaNinNxhinaoNxurrentNStatusNandNαutureNProspects 2

12 ModellingNandNsimulationNofNmutantNallelesNofNbreastNcancerNmetastasisNsuppressorNeNVwRMSeWNgenebN
BioinformationZN2014ZNedZNhihan 1.1 2

11 vppraisalNofNMsepxSPehNforNchemosensoryNfunctionsNinNMythimnaNseparatabNInsectgScienceZN2021ZN 3.6 2

10
MolecularNModelingNandNdockingNofNWheatNHydroquinoneNGlucosylNtransferaseNbyNusingN
HydroquinoneZNPhenylNphosphorodiamateNandNnaVnNbutylWNPhosphorothiocicNTriamideNasNInhibitorsbN
BioinformationZN2014ZNedZNefhan

1.1 1

9 PhylogeneticNandNxomparativeNSequenceNvnalysisNofNThermostableNvlphaNvmylasesNofNkingdomN
vrcheaZNProkaryotesNandNzukaryotesbNBioinformationZN2014ZNedZNhhgam 1.1 1

8
ImmunoinformaticsNandNImmunogeneticsawasedNyesignNofNImmunogenicNPeptidesNVaccineNagainstN
theNzmergingNTickaworneNzncephalitisNVirusNVTwzVWNandNItsNValidationNthroughNInNSilicoNxloningNandN
ImmuneNSimulationbNVaccinesZN2021ZNnZN

5.3 1

7 InferenceNofNTranscriptionalNRegulationNfromNzxpressionNyataNUsingNModelNIntegrationbNCurrentg
BioinformaticsZN2018ZNegZNhfkahgh 4.7 1

6 TheNeffectsNofNgenotypesNandNmediaNcompositionNonNcallogenesisZNregenerationNandNcellNsuspensionN
cultureNofNchamomileNVNLbWbNPeerJZN2021ZNnZNeeehkh 3.1 1

5 WholeNProteomeawasedNTherapeuticNTargetsNvnnotationNandNyesigningNofNMultiazpitopeawasedN
VaccinesNagainstNtheNGramaNegativeNXyRaNwacteriumbbNVaccinesZN2022ZNedZN 5.3 1

4 InNSilicoNvnalysisNandNαunctionalNxharacterizationNofNvntimicrobialNandNInsecticidalNVicilinNfromNMothN
weanNVVignaNaconitifoliaNVJacqbWNMarechalWNSeedsbNMoleculesZN2022ZNflZNgfie 4.8 0

3 vdvancesNinNguideNRNvNdesignNforNeditingNplantNgenomesNusingNxRISPRaxasNsystemsN2021ZNehlaelh

2 vdvancesNinNguideNRNvNdesignNforNeditingNplantNgenomesNusingNxRISPRaxasNsystemsN2021ZNehlaelh

1 MechanismNvssociatedNwithNwrassinosteroidsNxrosstalkNwithNGibberellicNvcidNinNPlantsN2022ZNedeaeei
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