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n Paper IF Citations

138 ōheJgenomeJsequenceJofJtaurineJcattlegJaJwindowJtoJruminantJbiologyJandJevolutionXJScienceVJ2009VJ
3]aVJb]]We 33.3 863

137 tenomeWwideJsurveyJofJSNèJvariationJuncoversJtheJgeneticJstructureJofJcattleJbreedsXJScienceVJ
2009VJ3]aVJb]eW3] 33.3 612

136 tenomeWwideJanalysisJofJtheJworldQsJsheepJbreedsJrevealsJhighJlevelsJofJhistoricJmixtureJandJ
strongJrecentJselectionXJPLoSbBiologyVJ2012VJ[ZVJe[ZZ[]be 9.7 488

135
uighlyJprolificJoooroolaJsheepJhaveJaJmutationJinJtheJintracellularJkinaseJdomainJofJboneJ
morphogeneticJproteinJvoJreceptorJRnyxWcSJthatJisJexpressedJinJbothJoocytesJandJgranulosaJcellsXJ
BiologybofbReproductionVJ2001VJcaVJ[]]bW3b

3.9 379

134 UnderstandingJtheJrelationshipJbetweenJtheJinbreedingJcoefficientJandJmultilocusJheterozygositygJ
theoreticalJexpectationsJandJempiricalJdataXJHeredityVJ2004VJf3VJ]bbWcb 3.6 325

133 ōheJsheepJgenomeJilluminatesJbiologyJofJtheJrumenJandJlipidJmetabolismXJScienceVJ2014VJ3aaVJ[[ceW[[d333.3 294

132 nJgenomeJwideJsurveyJofJSNèJvariationJrevealsJtheJgeneticJstructureJofJsheepJbreedsXJPLoSbONEVJ
2009VJaVJeacce 3.7 208

131 zethaneJyieldJphenotypesJlinkedJtoJdifferentialJgeneJexpressionJinJtheJsheepJrumenJmicrobiomeXJ
GenomebResearchVJ2014VJ]aVJ[b[dW]b 9.7 197

130 poordinatedJinternationalJactionJtoJaccelerateJgenomeWtoWphenomeJwithJsnnNtVJtheJsunctionalJ
nnnotationJofJnnimalJtenomesJprojectXJGenomebBiologyVJ2015VJ[cVJbd 18.3 196

129 āesolvingJtheJevolutionJofJextantJandJextinctJruminantsJwithJhighWthroughputJphylogenomicsXJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2009VJ[ZcVJ[ecaaWf 11.5 159

128 tenomeWwideJassociationJmappingJidentifiesJtheJgeneticJbasisJofJdiscreteJandJquantitativeJ
variationJinJsexualJweaponryJinJaJwildJsheepJpopulationXJMolecularbEcologyVJ2011VJ]ZVJ]bbbWcc 5.7 149

127 ōwoJdifferentJbacterialJcommunityJtypesJareJlinkedJwithJtheJlowWmethaneJemissionJtraitJinJsheepXJ
PLoSbONEVJ2014VJfVJe[Z3[d[ 3.7 145

126 ueritabilityJestimatesJofJmethaneJemissionsJfromJsheepXJAnimalVJ2013VJdJSupplJ]VJ3[cW][ 3.1 133

125 tenomicJscanJofJselectiveJsweepsJinJthinJandJfatJtailJsheepJbreedsJforJidentifyingJofJcandidateJ
regionsJassociatedJwithJfatJdepositionXJBMCbGeneticsVJ2012VJ[3VJ[Z 2.6 132

124 ōheJsheepJgenomeJreferenceJsequencegJaJworkJinJprogressXJAnimalbGeneticsVJ2010VJa[VJaafWb3 2.5 128

123 yinkageJdisequilibriumJinJdomesticJsheepXJGeneticsVJ2002VJ[cZVJ[[[3W]] 4 124

122 qesignJandJcharacterizationJofJaJb]xJSNèJchipJforJgoatsXJPLoSbONEVJ2014VJfVJeec]]d 3.7 121
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121 rvidenceJforJtheJpresenceJofJaJmajorJgeneJinfluencingJovulationJrateJonJtheJXJchromosomeJofJ
sheepXJBiologybofbReproductionVJ1991VJaaVJc]ZWa 3.9 103

120 sattyJacidJsynthaseJeffectsJonJbovineJadiposeJfatJandJmilkJfatXJMammalianbGenomeVJ2007VJ[eVJcaWda 3.2 102

119 SelectionJsignaturesJinJworldwideJsheepJpopulationsXJPLoSbONEVJ2014VJfVJe[Z3e[3 3.7 101

118 zicroarrayJanalysisJofJselectionJlinesJfromJoutbredJpopulationsJtoJidentifyJgenesJinvolvedJwithJ
nematodeJparasiteJresistanceJinJsheepXJPhysiologicalbGenomicsVJ2005VJ][VJbfWcf 3.6 99

117 oreedingJsheepJinJNewJZealandJthatJareJlessJreliantJonJanthelminticsJtoJmaintainJhealthJandJ
productivityXJNewbZealandbVeterinarybJournalVJ2001VJafVJ]3cWac 1.7 94

116 vnfertilityJdueJtoJbilateralJovarianJhypoplasiaJinJsheepJhomozygousJRsecXvJsecXvSJforJtheJvnverdaleJ
prolificacyJgeneJlocatedJonJtheJXJchromosomeXJBiologybofbReproductionVJ1992VJacVJc3cWaZ 3.9 91

115 tenomeWwideJassociationJstudyJforJbirthJweightJinJNelloreJcattleJpointsJtoJpreviouslyJdescribedJ
orthologousJgenesJaffectingJhumanJandJbovineJheightXJBMCbGeneticsVJ2013VJ[aVJb] 2.6 83

114 nnimalJboardJinvitedJreviewgJgeneticJpossibilitiesJtoJreduceJentericJmethaneJemissionsJfromJ
ruminantsXJAnimalVJ2015VJfVJ[a3[WaZ 3.1 77

113 rconomicJvaluesJforJeweJprolificacyJandJlambJsurvivalJinJNewJZealandJsheepXJLivestockbScienceVJ
1999VJbeVJdbWfZ 77

112 ponstructionJofJrelatednessJmatricesJusingJgenotypingWbyWsequencingJdataXJBMCbGenomicsVJ2015VJ
[cVJ[Zad 4.5 74

111 teneJexpressionJprofilingJofJnaˆflveJsheepJgeneticallyJresistantJandJsusceptibleJtoJgastrointestinalJ
nematodesXJBMCbGenomicsVJ2006VJdVJa] 4.5 71

110 nJphysicalJmapJofJtheJbovineJgenomeXJGenomebBiologyVJ2007VJeVJā[cb 18.3 67

109 yinkageJdisequilibriumJoverJshortJphysicalJdistancesJmeasuredJinJsheepJusingJaJhighWdensityJSNèJ
chipXJAnimalbGeneticsVJ2014VJabVJdbaWd 2.5 65

108 UsingJcomparativeJgenomicsJtoJreorderJtheJhumanJgenomeJsequenceJintoJaJvirtualJsheepJgenomeXJ
GenomebBiologyVJ2007VJeVJā[b] 18.3 65

107 SignaturesJofJselectionJinJsheepJbredJforJresistanceJorJsusceptibilityJtoJgastrointestinalJnematodesXJ
BMCbGenomicsVJ2014VJ[bVJc3d 4.5 64

106
nnJexaminationJofJpositiveJselectionJandJchangingJeffectiveJpopulationJsizeJinJnngusJandJuolsteinJ
cattleJpopulationsJRoosJtaurusSJusingJaJhighJdensityJSNèJgenotypingJplatformJandJtheJcontributionJ
ofJancientJpolymorphismJtoJgenomicJdiversityJinJqomesticJcattleXJBMCbGenomicsVJ2009VJ[ZVJ[e[

4.5 64

105 SNèsJforJparentageJtestingJandJtraceabilityJinJgloballyJdiverseJbreedsJofJsheepXJPLoSbONEVJ2014VJfVJefaeb[3.7 62

104 qiscoveryJofJquantitativeJtraitJlociJforJresistanceJtoJparasiticJnematodeJinfectionJinJsheepgJvXJ
nnalysisJofJoutcrossJpedigreesXJBMCbGenomicsVJ2006VJdVJ[de 4.5 61

(2006-1991)
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103 nccuracyJofJgenomicJpredictionsJinJoosJindicusJRNelloreSJcattleXJGeneticsbSelectionbEvolutionVJ2014VJ
acVJ[d 4.9 60

102 rarlyJstagesJofJmyogenesisJinJaJlargeJmammalgJformationJofJsuccessiveJgenerationsJofJmyotubesJinJ
sheepJtibialisJcranialisJmuscleXJJournalbofbMusclebResearchbandbCellbMotilityVJ1992VJ[3VJb3aWbZ 3.5 57

101 rxclusionJprobabilitiesJforJpedigreeJtestingJfarmJanimalsXJTheoreticalbandbAppliedbGeneticsVJ1996VJ
f]VJfccWdb 6 53

100 nccuracyJofJgenotypeJimputationJinJNeloreJcattleXJGeneticsbSelectionbEvolutionVJ2014VJacVJcf 4.9 51

99 èhenotypicJmarkersJforJselectionJofJnematodeWresistantJsheepXJInternationalbJournalbforb
ParasitologyVJ1996VJ]cVJeffWf[[ 4.3 51

98 zyosinJheavyJchainJcompositionJofJsingleJfibresJandJtheirJoriginsJandJdistributionJinJdevelopingJ
fasciclesJofJsheepJtibialisJcranialisJmusclesXJJournalbofbMusclebResearchbandbCellbMotilityVJ1992VJ[3VJbb[Wd]3.5 51

97 āepeatabilityJofJmethaneJemissionsJfromJsheepXJAnimalbFeedbSciencebandbTechnologyVJ2011VJ
[ccW[cdVJ][ZW][e 3 49

96 NeuralJcontrolJofJtheJsequenceJofJexpressionJofJmyosinJheavyJchainJisoformsJinJfoetalJmammalianJ
musclesXJDevelopmentbkCambridgelVJ1989VJ[ZdVJdb[Wcf 6.6 48

95 èhylogeneticJreconstructionJandJtheJidentificationJofJancientJpolymorphismJinJtheJooviniJtribeJ
RoovidaeVJoovinaeSXJBMCbGenomicsVJ2009VJ[ZVJ[dd 4.5 45

94 nJhighJthroughputJsingleJnucleotideJpolymorphismJmultiplexJassayJforJparentageJassignmentJinJ
NewJZealandJsheepXJPLoSbONEVJ2014VJfVJef33f] 3.7 43

93 vnvestigationsJintoJtheJtqseJgUcd]3tWnJpolymorphismJinJNewJZealandJōexelJsheepXJJournalbofb
AnimalbScienceVJ2009VJedVJ[ebcWca 0.7 39

92 tenomicJapplicationJinJsheepJandJgoatJbreedingXJAnimalbFrontiersVJ2016VJcVJ3fWaa 5.5 39

91 ponsistentJdivergenceJtimesJandJalleleJsharingJmeasuredJfromJcrossWspeciesJapplicationJofJSNèJ
chipsJdevelopedJforJthreeJdomesticJspeciesXJMolecularbEcologybResourcesVJ2012VJ[]VJ[[abWbZ 8.4 38

90 parcassJcompositionJandJmeatJqualityJdifferencesJbetweenJpastureWrearedJeweJandJramJlambsXJ
MeatbScienceVJ2005VJd[VJ3e3Wf[ 6.4 38

89 nJdirectedJsearchJinJtheJregionJofJtqseJforJquantitativeJtraitJlociJaffectingJcarcassJtraitsJinJōexelJ
sheepXJJournalbofbAnimalbScienceVJ2005VJe3VJ[feeW]ZZZ 0.7 36

88 teneticJparametersJforJpredictedJmethaneJproductionJandJlaserJmethaneJdetectorJmeasurementsXJ
JournalbofbAnimalbScienceVJ2015VJf3VJ[[W]Z 0.7 32

87 tenomeWwideJqNnJmethylationJpatternsJandJtranscriptionJanalysisJinJsheepJmuscleXJPLoSbONEVJ
2014VJfVJe[Z[eb3 3.7 31

86 ooneJdensityJinJsheepgJgeneticJvariationJandJquantitativeJtraitJlociJlocalisationXJBoneVJ2003VJ33VJbaZWe 4.7 31
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85 tenomeWwideJmappingJofJlociJexplainingJvarianceJinJscrotalJcircumferenceJinJNelloreJcattleXJPLoSb
ONEVJ2014VJfVJeeebc[ 3.7 29

84 èredictionJofJgenomicJbreedingJvaluesJforJgrowthVJcarcassJandJmeatJqualityJtraitsJinJaJmultiWbreedJ
sheepJpopulationJusingJaJuqJSNèJchipXJBMCbGeneticsVJ2017VJ[eVJd 2.6 28

83 SelectionJforJhighJorJlowJbackfatJdepthJinJpoopworthJsheepgJjuvenileJtraitsXJAnimalbScienceVJ1997VJ
cbVJf3W[Z3 28

82 nssessingJaccuracyJofJimputationJusingJdifferentJSNèJpanelJdensitiesJinJaJmultiWbreedJsheepJ
populationXJGeneticsbSelectionbEvolutionVJ2016VJaeVJd[ 4.9 27

81 yargeJanimalJmodelsJofJrareJgeneticJdisordersgJsheepJasJphenotypicallyJrelevantJmodelsJofJhumanJ
geneticJdiseaseXJOrphanetbJournalbofbRarebDiseasesVJ2015VJ[ZVJ[Zd 4.2 27

80 tenomicJpredictionJofJbreedingJvaluesJinJtheJNewJZealandJsheepJindustryJusingJaJbZxJSNèJchipXJ
JournalbofbAnimalbScienceVJ2014VJf]VJa3dbWef 0.7 26

79 OnJtheJoriginJofJruropeanJsheepJasJrevealedJbyJtheJdiversityJofJtheJoalkanJbreedsJandJbyJ
optimizingJpopulationWgeneticJanalysisJtoolsXJGeneticsbSelectionbEvolutionVJ2020VJb]VJ]b 4.9 25

78 ōranscriptionalJprofilingJofJOvisJariesJidentifiesJOvarWqïn[JalleleJfrequencyJdifferencesJbetweenJ
nematodeWresistantJandJsusceptibleJselectionJlinesXJPhysiologicalbGenomicsVJ2007VJ3ZVJ]b3Wc[ 3.6 25

77 zeatJqualityJtraitsJwereJunaffectedJbyJaJquantitativeJtraitJlocusJaffectingJlegJcompositionJtraitsJinJ
ōexelJsheepXJJournalbofbAnimalbScienceVJ2005VJe3VJ]d]fW3b 0.7 25

76 zolecularJevolutionJofJtheJooviniJtribeJRoovidaeVJoovinaeSgJisJthereJevidenceJofJrapidJevolutionJorJ
reducedJselectiveJconstraintJinJqomesticJcattlelXJBMCbGenomicsVJ2009VJ[ZVJ[df 4.5 24

75
teneticJparametersJofJmethaneJemissionsJdeterminedJusingJportableJaccumulationJchambersJinJ
lambsJandJewesJgrazingJpastureJandJgeneticJcorrelationsJwithJemissionsJdeterminedJinJrespirationJ
chambersXJJournalbofbAnimalbScienceVJ2018VJfcVJ3Z3[W3Za]

0.7 22

74 teneticJparametersJforJproductionJtraitsJinJNewJZealandJdualWpurposeJsheepVJwithJanJemphasisJonJ
dagginessXJJournalbofbAnimalbScienceVJ2012VJfZVJ[a[[W]Z 0.7 22

73 teneticJparametersJforJvariousJgrowthVJcarcassJandJmeatJqualityJtraitsJinJaJNewJZealandJsheepJ
populationXJSmallbRuminantbResearchVJ2017VJ[baVJe[Wf[ 1.7 21

72 rxpressionJofJgenesJforJappetiteWregulatingJpeptidesJinJtheJhypothalamusJofJgeneticallyJselectedJ
leanJandJfatJsheepXJNeuroendocrinologyVJ2010VJf[VJ]]3W3e 5.6 21

71 rxpansionJofJtheJoactericidalYèermeabilityJvncreasingWlikeJRoèvWlikeSJproteinJlocusJinJcattleXJBMCb
GenomicsVJ2007VJeVJdb 4.5 21

70 teneticallyJresistantJsheepJavoidJparasitesJtoJaJgreaterJextentJthanJdoJsusceptibleJsheepXJ
ProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesVJ2007VJ]daVJ[e3fWaa 4.4 21

69 yinkageJqisequilibriumJrstimationJinJyowJpoverageJuighWōhroughputJSequencingJqataXJGeneticsVJ
2018VJ]ZfVJ3efWaZZ 4 19

68 teneticJdiversityJofJaJNewJZealandJmultiWbreedJsheepJpopulationJandJcompositeJbreedsQJhistoryJ
revealedJbyJaJhighWdensityJSNèJchipXJBMCbGeneticsVJ2017VJ[eVJ]b 2.6 19

(2017-2014)
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67 vntegrationJofJmolecularJandJquantitativeJinformationJinJsheepJandJgoatJindustryJbreedingJ
programmesXJSmallbRuminantbResearchVJ2007VJdZVJ3]Wa[ 1.7 19

66 rstablishmentJofJaJpipelineJtoJanalyseJnonWsynonymousJSNèsJinJoosJtaurusXJBMCbGenomicsVJ2006VJdVJ]fe 4.5 18

65 trowthJhormoneJandJghrelinJreceptorJgenesJareJdifferentiallyJexpressedJbetweenJgeneticallyJleanJ
andJfatJselectionJlinesJofJsheepXJJournalbofbAnimalbScienceVJ2006VJeaVJ3]aW3[ 0.7 18

64 popyJnumberJvariantsJinJtheJsheepJgenomeJdetectedJusingJmultipleJapproachesXJBMCbGenomicsVJ
2016VJ[dVJaa[ 4.5 18

63 rstimationJofJlinkageJdisequilibriumJandJeffectiveJpopulationJsizeJinJNewJZealandJsheepJusingJ
threeJdifferentJmethodsJtoJcreateJgeneticJmapsXJBMCbGeneticsVJ2017VJ[eVJce 2.6 17

62 rconomicJbenefitsJinJselectionJforJweightJandJcompositionJofJlambJcutsJpredictedJbyJcomputerJ
tomographyXJLivestockbScienceVJ2004VJfZVJ[]3W[33 15

61 teneticJcharacterisationJofJprotectiveJvaccineJresponsesJinJsheepJusingJmultiWvalentJqichelobacterJ
nodosusJvaccinesXJVeterinarybImmunologybandbImmunopathologyVJ1999VJd]VJ][fW]f 2 15

60 teneJnetworkJanalysisJidentifiesJrumenJepithelialJcellJproliferationVJdifferentiationJandJmetabolicJ
pathwaysJperturbedJbyJdietJandJcorrelatedJwithJmethaneJproductionXJScientificbReportsVJ2016VJcVJ3fZ]] 4.9 15

59 tenomicJpredictionJandJgenomeWwideJassociationJstudyJforJdagginessJandJhostJinternalJparasiteJ
resistanceJinJNewJZealandJsheepXJBMCbGenomicsVJ2015VJ[cVJfbe 4.5 14

58 UtilizationJofJhighJthroughputJgenomeJsequencingJtechnologyJforJlargeJscaleJsingleJnucleotideJ
polymorphismJdiscoveryJinJredJdeerJandJpanadianJelk 14

57 tenomicJbreedJpredictionJinJNewJZealandJsheepXJBMCbGeneticsVJ2014VJ[bVJf] 2.6 13

56 teneticJrelationshipsJbetweenJdagginessVJbreechJbarenessVJandJwoolJtraitsJinJNewJZealandJ
dualWpurposeJsheepXJJournalbofbAnimalbScienceVJ2013VJf[VJabdeWee 0.7 12

55 vmputationJofJmicrosatelliteJallelesJfromJdenseJSNèJgenotypesJforJparentageJverificationJacrossJ
multipleJoosJtaurusJandJoosJindicusJbreedsXJFrontiersbinbGeneticsVJ2013VJaVJ[dc 4.5 12

54 SelectionJforJhighJorJlowJbackfatJdepthJinJpoopworthJsheepgJbreedingWeweJtraitsXJAnimalbScienceVJ
2001VJd3VJ]a[W]b] 12

53 patalaseJgeneJisJassociatedJwithJfacialJeczemaJdiseaseJresistanceJinJsheepXJAnimalbGeneticsVJ1999VJ
3ZVJ]ecWfb 2.5 12

52 yiveweightVJfleeceJweightJandJprolificacyJofJāomneyJewesJcarryingJtheJvnverdaleJprolificacyJgeneJ
RsecXvSJlocatedJonJtheJXWchromosomeXJLivestockbScienceVJ1993VJ3aVJe3Wf[ 12

51
pharacterizationJofJanJXWchromosomalJnonWmosaicJmonosomyJRbfVJXZSJdairyJheiferJdetectedJusingJ
routinelyJavailableJsingleJnucleotideJpolymorphismJgenotypeJdataXJJournalbofbAnimalbScienceVJ2017VJ
fbVJ[Za]W[Zaf

0.7 11

50 nutoradiographicJlocalisationJofJ[3u]WSpu]33fZJandJ[3u]WspiperoneJbindingJsitesJinJhoneyJbeeJ
brainXJJournalbofbComparativebNeurologyVJ1998VJ3faVJ]fW3d 3.4 11

John C Mcewan

6



49 nnJovineJhepatorenalJfibrocysticJmodelJofJaJzeckelWlikeJsyndromeJassociatedJwithJdysmorphicJ
primaryJciliaJandJōzrzcdJmutationsXJScientificbReportsVJ2017VJdVJ[cZ[ 4.9 10

48 ōheJeffectJofJliveweightJandJliveweightJchangeJonJeweJovulationJrateJatJ3JsuccessiveJoestrousJ
cyclesXJNewbZealandbJournalbofbAgriculturalbResearchVJ1985VJ]eVJabdWac] 1.9 10

47 rstimatesJofJgeneticJparametersJforJbreechJstrikeJandJpotentialJindirectJindicatorsJinJsheepXJNewb
ZealandbVeterinarybJournalVJ2015VJc3VJfeW[Z3 1.7 9

46 sindingJdiseaseJresistanceJïōyJinJsheepXJAnimalbBiotechnologyVJ1997VJeVJ[3W]] 1.4 9

45 sutureJperspectivesJforJtheJimplementationJofJgeneticJmarkersJforJparasiteJresistanceJinJsheepXJ
TropicalbBiomedicineVJ2008VJ]bVJ[eW33 0.5 9

44 ōowardsJgenomicJselectionJforJfacialJeczemaJdiseaseJtoleranceJinJtheJNewJZealandJsheepJindustryXJ
AnimalbGeneticsVJ2014VJabVJbbfWca 2.5 8

43 pytologicalJmonitoringJofJnickelJsinterJplantJworkersXJAnnalsbofbthebNewbYorkbAcademybofbSciencesVJ
1976VJ]d[VJ3cbWf 6.5 8

42 ōestingJtheJneutralJtheoryJofJmolecularJevolutionJusingJgenomicJdatagJaJcomparisonJofJtheJhumanJ
andJbovineJtranscriptomeXJGeneticsbSelectionbEvolutionVJ2006VJ3eVJ3][Wa[ 4.9 7

41 NaturalJvariationJinJmethaneJemissionJofJsheepJfedJonJaJlucerneJpelletJdietJisJunrelatedJtoJrumenJ
ciliateJcommunityJtypeXJMicrobiologybkUnitedbKingdomlVJ2016VJ[c]VJabfWacb 2.9 7

40
pharacterizationJofJanJXWchromosomalJnonWmosaicJmonosomyJRbfVJXZSJdairyJheiferJdetectedJusingJ
routinelyJavailableJsingleJnucleotideJpolymorphismJgenotypeJdataXJJournalbofbAnimalbScienceVJ2017VJ
fbVJ[Za]

0.7 7

39 nJrestrictionJenzymeJreducedJrepresentationJsequencingJapproachJforJlowWcostVJhighWthroughputJ
metagenomeJprofilingXJPLoSbONEVJ2020VJ[bVJeZ][fee] 3.7 6

38 tenomicsJdetectsJpopulationJstructureJwithinJandJbetweenJoceanJbasinsJinJaJcircumpolarJseabirdgJ
ōheJwhiteWchinnedJpetrelXJMolecularbEcologyVJ2019VJ]eVJabb]Wabd] 5.7 6

37 teneticJanalysisJandJgenomicJselectionJofJstayabilityJandJproductiveJlifeJinJNewJZealandJewesXJ
JournalbofbAnimalbScienceVJ2015VJf3VJ3]ceWdd 0.7 6

36 vnferenceJofJtranscriptionalJregulationJusingJgeneJexpressionJdataJfromJtheJbovineJandJhumanJ
genomesXJBMCbGenomicsVJ2007VJeVJ]cb 4.5 6

35 npplicationJofJyowJpoverageJtenotypingJbyJSequencingJinJSelectivelyJoredJnrcticJpharrJRSXJGw:b
GenesobGenomesobGeneticsVJ2020VJ[ZVJ]ZcfW]Zde 3.2 5

34
ncrossWrxperimentJōranscriptomicsJofJSheepJāumenJvdentifiesJrxpressionJofJyipidYOxoWncidJ
zetabolismJandJzuscleJpellJwunctionJtenesJnssociatedJWithJVariationJinJzethaneWāelatedJ
èhenotypesXJFrontiersbinbGeneticsVJ2018VJfVJ33Z

4.5 5

33 nJïōyJstudyJofJgrowthJandJbodyJshapeJinJtheJinterWspeciesJhybridJofJèˆ¤reJqavidQsJdeerJRrlaphurusJ
davidianusSJandJredJdeerJRpervusJelaphusSXJAnimalbGeneticsVJ2007VJ3eVJ]dZWc 2.5 5

32 qistributionJofJprionJproteinJgenotypesJinJbreedsJofJsheepJinJNewJZealandXJNewbZealandbVeterinaryb
JournalVJ2007VJbbVJ]]]Wd 1.7 5

(2007-2017)
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31 yiveweightVJovulationJrateVJandJwoolJgrowthJresponsesJofJlightJandJheavyJewesJtoJdifferentialJ
feedingXJNewbZealandbJournalbofbCropbandbHorticulturalbScienceVJ1983VJ[[VJ][fW]]a 5

30 rxclusionJandJtenomicJāelatednessJzethodsJforJnssignmentJofJèarentageJUsingJ
tenotypingWbyWSequencingJqataXJGw:bGenesobGenomesobGeneticsVJ2019VJfVJ3]3fW3]ad 3.2 5

29 UsingJgenotypingWbyWsequencingJtoJpredictJgenderJinJanimalsXJAnimalbGeneticsVJ2019VJbZVJ3ZdW3[Z 2.5 4

28 ōheJphysiologicalJeffectsJofJnaturalJvariationJinJgrowthJhormoneJgeneJcopyJnumberJinJramJlambsXJ
DomesticbAnimalbEndocrinologyVJ1997VJ[aVJ3e[WfZ 2.3 4

27 rxclusionJprobabilitiesJforJpedigreeJtestingJfarmJanimalsJ1996VJf]VJfcc 4

26 SheepJfromJlowWmethaneWyieldJselectionJlinesJcreatedJonJalfalfaJpelletsJalsoJhaveJlowerJmethaneJ
yieldJunderJpastoralJfarmingJconditions[V]XJJournalbofbAnimalbScienceVJ2017VJfbVJ3fZbW3f[3 0.7 4

25 rxcretaJemissionsJinJprogenyJofJlowJandJhighJentericJmethaneJyieldJselectionJlineJsheepJfedJ
pastureJofJdifferentJqualitiesXJAnimalbFeedbSciencebandbTechnologyVJ2019VJ]bdVJ[[a]ef 3 3

24 teneticJparametersJofJplasmaJandJruminalJvolatileJfattyJacidsJinJsheepJfedJalfalfaJpelletsJandJ
geneticJcorrelationsJwithJentericJmethaneJemissions[XJJournalbofbAnimalbScienceVJ2019VJfdVJ]d[[W]d]a 0.7 3

23 OvineJrumenJpapillaeJbiopsyJviaJoralJendoscopyhJaJrapidJandJrepeatableJmethodJforJserialJsamplingXJ
NewbZealandbVeterinarybJournalVJ2016VJcaVJ[daWe 1.7 3
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