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How the structural properties of the indole derivatives are important in kinase targeted drug
design?: A case study on tyrosine kinase inhibitors. Bioorganic and Medicinal Chemistry, 2021, 53, 1 1653434

Exploring sodium glucose cotransporter (SGLT2) inhibitors with machine learning approach: A novel
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Protease targeted COVID-19 drug discovery: What we have learned from the past SARS-CoV
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QSAR in Environmental Research, 2020, 31, 439-455

Matrix metalloproteinase-9 (MMP-9) and its inhibitors in cancer: A minireview. European Journal of

59 Medicinal Chemistry, 2020, 194, 112260 68 84
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multi-QSAR modeling study. Journal of Biomolecular Structure and Dynamics, 2020, 38, 1551-1564 3
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Design of Aminopeptidase N Inhibitors as Anti-cancer Agents. Journal of Medicinal Chemistry, 2018,
61, 6468-6490

Exploring in house glutamate inhibitors of matrix metalloproteinase-2 through validated robust
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Hydroxyethylamine derivatives as HIV-1 protease inhibitors: a predictive QSAR modelling study

13 based on Monte Carlo optimization. SAR and QSAR in Environmental Research, 2017, 28, 973-990 35 22

Homoisoflavonoids as potential antiangiogenic agents for retinal neovascularization. Biomedicine
and Pharmacotherapy, 2017, 95, 818-827

Understanding Chemico-Biological Interactions of Glutamate MMP-2 Inhibitors through Rigorous
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